A Novel SMC-Like Protein Modulates C. Elegans Condensin Functions: A Dissertation by Chao, Lucy F.
University of Massachusetts Medical School 
eScholarship@UMMS 
GSBS Dissertations and Theses Graduate School of Biomedical Sciences 
2016-03-25 
A Novel SMC-Like Protein Modulates C. Elegans Condensin 
Functions: A Dissertation 
Lucy F. Chao 
University of Massachusetts Medical School 
Let us know how access to this document benefits you. 
Follow this and additional works at: https://escholarship.umassmed.edu/gsbs_diss 
 Part of the Biochemistry, Biophysics, and Structural Biology Commons, and the Genetics and 
Genomics Commons 
Repository Citation 
Chao LF. (2016). A Novel SMC-Like Protein Modulates C. Elegans Condensin Functions: A Dissertation. 
GSBS Dissertations and Theses. https://doi.org/10.13028/M2V018. Retrieved from 
https://escholarship.umassmed.edu/gsbs_diss/820 
This material is brought to you by eScholarship@UMMS. It has been accepted for inclusion in GSBS Dissertations and 
Theses by an authorized administrator of eScholarship@UMMS. For more information, please contact 
Lisa.Palmer@umassmed.edu. 
A NOVEL SMC-LIKE PROTEIN MODULATES C. ELEGANS CONDENSIN 
FUNCTIONS 
A Dissertation Presented 
By 
LUCY FANG-I CHAO 
Submitted to the Faculty of the 
University of Massachusetts Graduate School of Biomedical Sciences, Worcester 
in partial fulfillment of the requirements for the degree of 
DOCTOR OF PHILOSOPHY 
March 25th, 2016 
PROGRAM IN MOLECULAR MEDICINE 
INTERDISCIPLINARY GRADUATE PROGRAM 
  
A NOVEL SMC-LIKE PROTEIN MODULATES C. ELEGANS CONDENSIN 
FUNCTIONS 
 
A Dissertation Presented 
By 
LUCY FANG-I CHAO 
The signatures of the Dissertation Defense Committee signify 
completion and approval as to style and content of the Dissertation 
 
William Theurkauf, PhD, Kirsten Hagstrom, PhD, Thesis Advisor 
 
Giovanni Bosco, PhD, Member of Committee 
 
Victor Ambros, PhD, Member of Committee 
 
Elinor Karlsson, PhD, Member of Committee 
 
Dannel McCollum, PhD, Member of Committee 
The signature of the Chair of the Committee signifies that the written dissertation 
meets the requirements of the Dissertation Committee 
 
Sean Ryder, PhD, Chair of Committee 
The signature of the Dean of the Graduate School of Biomedical Sciences 
signifies that the student has met all graduation requirements of the school.  
  
Anthony Carruthers, Ph.D. 
Dean of the Graduate School of Biomedical Sciences 
 
Interdisciplinary Graduate Program 
March 25th, 2016 
iii 
 
ACKNOWLEDGEMENTS 
 
I am very fortunate to have picked a most passionate group of mentors to 
guide me in this journey. I thank my advisors, Kirsten for her intelligence and 
grace, and Bill for his cool and wisdom. I thank Dan, Sean and Victor for all their 
brilliant ideas and their relentless enthusiasm. I also thank Elinor, Gio, Kip, 
Thoru, Peter and Beth for all the discussions and support. I would argue that it is 
equally hard to be a good person and a good scientist, and I am lucky to have as 
mentors a group of great people who also happen to be great scientists. 
Next, I would like to thank UMass for fostering such a supportive 
environment. I thank Hagstrom and Theurkauf lab members, especially Tomoko, 
James, Birgit, Gen, Swapnil, Alfie, Nick and Sam for being great labmates. I also 
thank Denise, Sylvia, Donna, Darla and Joan for all all the help throughout the 
years. I thank Kirsten again for letting me take on this project and the Department 
of Molecular Medicine for letting me continue to work on this project. 
I would also like to thank the people who made this journey immeasurably 
more enjoyable. To Tomoko, thank you for being the most amazing friend. To 
Trevor, Jenny, Adrian, Kevin, Diwash, Arlene, Denise, Angela, Donna, Tse-Chun, 
Missy, Katie, Ei, Sneha, Freidrich, Arshia, Matt, Samya, Yumi, Eric and all other 
friends, thank you for keeping me sane. 
Lastly, I thank my parents, Cynthia and Rex, for their unconditional love, 
Karon and Lyle for their support, and Tyler for being awesome. 
iv 
ABSTRACT 
Chromatin is organized dynamically to accommodate different biological 
processes. One of the factors required for proper chromatin organization is a group 
of complexes called condensins. Most eukaryotes have two conserved condensins 
(I and II) required for chromosome segregation. C. elegans has a third condensin 
(IDC) that specializes in dosage compensation, a process that down-regulates X 
gene dosage in XX hermaphrodites to match the dosage in XO males. How the 
three condensins are regulated is not well understood. Here, I present the 
discovery and characterization of a novel condensin regulator, SMCL-1.  
We identified SMCL-1 through purification of a MAP-tagged condensin 
subunit. Condensins are comprised of SMC ATPases and regulatory CAP 
proteins; SMCL-1 interacts most abundantly with condensin SMC subunits and 
resembles the ATPase domain of SMC proteins. Interestingly, the SMCL-1 protein 
has residues that differ from SMC consensus and potentially render SMCL-1 
incapable of hydrolyzing ATP. Worms harboring smcl-1 deletion are viable and 
show no detectable phenotype. However, deleting smcl-1 in a condensin 
hypomorph mildly suppresses condensin I and IDC mutant phenotypes, suggesting 
that SMCL-1 functions as a negative regulator of condensin I and IDC. Consistent 
with this, overexpression of SMCL-1 leads to condensin loss-of-function 
phenotypes such as lethality, segregation defects and disruption of IDC localization 
on the X chromosomes. Homology searches based on the unique ATPase domain 
of SMCL-1 reveal that SMCL-1-like proteins are present only in organisms also 
v 
 
predicted to have condensin IDC. Taken together, we conclude that SMCL-1 is a 
negative modulator of condensin functions and we propose a role for SMCL-1 in 
helping organisms adapt to having a third condensin by maintaining the balance 
among three condensin complexes. 
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CHAPTER I: INTRODUCTION 
Chromatin Architecture 
Life can be defined simplistically as a self-sustaining piece of genetic 
information that has the ability to propagate itself. Chromatin is the cellular 
material that stores the genetic information. For this information to be effectively 
used yet faithfully propagated, the chromatin has to assume different 
conformations. During interphase, chromatin needs to be open and accessible 
for a variety of factors to perform tasks such as transcription and replication; 
during mitosis, chromatin needs to be compact and rigid to withstand the stress 
of chromosome segregation. Chromatin organization has also become a way for 
the cell to regulate and facilitate certain processes. For example, partial 
compaction of chromatin can down-regulate transcription by limiting its 
accessibility, related genes can be clustered together for more efficient 
processing, and faraway regulatory elements can be organized so that they are 
closer to their target genes. Proper chromatin organization is essential for life; 
therefore, understanding factors involved in regulating chromatin organization is 
worthy of rigorous scientific pursuit. 
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Condensin Complexes 
Decades ago, when Hirano and Mitchison set out to study factors involved 
in organizing the chromatin, a Xenopus cell-free system was developed that 
facilitated the purification of mitotic chromosomes [1]. Through this and 
subsequent purifications, a multi-subunit protein complex now known as 
condensin was discovered [1-3]. Condensin was named for its ability to 
condense loose interphase chromatin into compact mitotic chromosomes that are 
necessary for proper segregation. Since then, condensin complexes have been 
discovered in all domains of life and play important roles not only in chromosome 
segregation, but also in all kinds of cellular processes that require reorganization 
of the chromatin. In vitro, condensin can induce supercoiling of a circular DNA 
and shorten a linear DNA strand [4, 5]. In vivo, condensin functions impact 
biological processes such as reproduction, development and differentiation. 
Condensin is a five-subunit complex consisting of two SMC (structural 
maintenance of chromosomes) subunits, SMC2 and SMC4, and three CAP 
(chromosome associated proteins) subunits, CAPH, CAPD and CAPG (Figure 
1.1). The SMC subunits belong to the SMC protein family, members of which are 
involved in various facets of chromosome dynamics [6]. The CAPH subunit 
belongs to the kleisin family of proteins that commonly associates with SMC 
proteins [7]. CAPD and CAPG proteins contain HEAT (huntingtin, EF3, PP2A, 
TOR) repeats that are motifs important for protein-protein interaction and are 
found in a diverse group of proteins, including many scaffolding proteins [8]. 
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When condensin complex forms, the SMC subunits heterodimerize into an 
inverted V structure with functional ATPase domains at the open end. CAPH 
binds the open end of the V, transforming the structure into a closed ring. CAPH 
also acts as a scaffold that connects all the other components of the complex. 
The N- and C-terminals of CAPH bind the two SMC subunits near their ATPase 
domains, while the center of CAPH binds the CAPD and CAPG subunits [9, 10]. 
All subunits are required for the holocomplex to function. Deleting any one of the 
subunits voids the function of condensin [11]. 
Two Conserved Condensins 
Most higher eukaryotes have two types of condensins, condensin I and II. 
They have common SMC subunits but differ in their CAP subunits. Condensin I 
has CAP-H, CAP-D2 and CAP-G, whereas condensin II has CAP-H2, CAP-D3 
and CAP-G2 (Figure 1.1). Condensin I and II both play major roles in mitosis and 
meiosis but the two condensins have non-overlapping functions. This was best 
demonstrated in an elegant study by Shintomi and Hirano using cell-free 
Xenopus egg extracts induced to undergo mitosis [12]. In this study, when the 
ratio of condensin I to II was decreased from 5:1 to 1:1, the chromosomes 
became shorter and thicker; when the ratio was increased from 1:1 to 1:0, the 
chromosomes regained their shapes as they were when condensin I to II ratio 
was 5:1. Therefore, condensin I appears to function in lateral compaction of 
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chromosomes whereas condensin II seems to function in compaction along the 
chromosome axes. The correlation between condensin I to II ratio and 
chromosome shape is conserved among species; therefore, the ratio between 
the two complexes is most likely a dominant factor in determining chromosome 
shapes.  
How Does Condensin Function? 
Condensin functions by using energy from ATP hydrolysis to pull 
chromatin fibers together. How this is accomplished is not fully understood, but 
discoveries made by several groups have provided us with a few working 
models. The way condensin effects chromatin organization is thought of as a 
two-step event: capturing chromatin and then gathering captured chromatin. 
Chromatin capturing is initiated when CAPD-CAPG binds DNA, which triggers 
the ATPase activity of the SMC dimer. Consistent with this model, the SMC pair 
by itself has minimal DNA binding and ATPase activity, but complexing with the 
CAP subunits dramatically increases its DNA binding and ATPase activity. [10, 
13, 14]. The SMC ATPase activity in turn opens the SMC-kleisin ring so that 
chromatin can pass through, the ring then closes, entrapping the chromatin 
within. This model is supported by evidence showing that condensin molecules 
on circular DNA fall off when the DNA is linearized and that proteolytic opening of 
the SMC-kleisin ring results to release of DNA from condensin [15].  
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For the second step, there are two models as to how condensin can 
gather captured chromatin. In the first model, a single condensin captures 
several chromatin fibers, thereby collecting and bundling the chromatin. This 
model came from the better understood model of how the closely related cohesin 
complex works [16]. In the second model, multiple condensin molecules can 
interact intermolecularly after capturing chromatin, thereby bringing together their 
captive chromatin fibers. Lines of evidence supporting an intermolecular mode of 
condensin interaction are findings from in vitro experiments showing that 
bacterial condensins exist not only in the familiar holocomplex form, but also as 
multimers [17-20]. However, it should be noted that it is still unclear whether 
eukaryotic condensins behave the same way. Nonetheless, this is a simple yet 
elegant model that may explain mechanism of action of condensin. 
Condensin Regulation 
 Since chromatin has to be dynamically organized to suit various biological 
processes, and condensin complexes are key organizers of chromatin structure, 
it follows that condensin function must be rigorously regulated and delicately 
modulated. How is this accomplished? We now know that many layers of 
regulation cooperate to contribute to the finely tuned condensin activities. These 
regulations either change the abundance of condensin complexes, covalently 
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modify condensin subunits, or affect condensin-chromatin association through 
non-covalent means.  
A simple yet elegant way to regulate the abundance of condensin is to 
limit the access of the complex to chromatin, thereby controlling the local 
concentration of condensin near its substrate. In systems with both condensin I 
and II, condensin I is sequestered in the cytoplasm during interphase and is 
nuclear only after nuclear envelope breakdown (NEBD) begins in prometaphase 
of mitosis and meiosis, whereas condensin II is nuclear throughout cell cycle [21-
23]. Correspondingly, condensin II is observed cytologically on chromatin starting 
in prophase whereas condensin I does not localize to the chromatin until NEBD 
[3, 21, 22, 24]. Although it is unclear what the biological relevance is for this 
ordered chromatin association, it is conserved among most species during both 
mitosis and meiosis.  
Another way to regulate the abundance of condensin is to modulate the 
amount of at least one component subunit. The abundance of CAP-D2 and CAP-
G1 limits the formation of condensin I to prevent premature activation of 
condensin I in Xenopus and budding yeast, respectively [25] (Benanti, J.A., 
personal communication). In Drosophila, CAP-H2 limits the formation of 
condensin II during interphase [26]. In addition, condensin I is inactivated by 
caspase-dependent cleavage of all of its subunits during apoptosis [27, 28]. 
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When enough condensin complexes are present, condensins are 
activated or deactivated through many post translational modifications (PTMs) on 
multiple subunits. During interphase, condensin I is deactivated by CK2 
phosphorylation on CAP-H, CAP-G, CAP-D2 and SMC4 in human cells [29]. 
During mitosis, condensins are activated by multiple mitotic kinases. For 
example, master mitotic kinase CDK1 phosphorylates condensin I at the onset of 
mitosis in Xenopus [30]. In HeLa cells, phosphorylation by CDK1 primes 
condensin II for further phosphorylation and activation by PLK1 [31], in addition 
to phosphorylation by MPS1 [32]. As the cell proceeds through later stages of 
mitosis, the PLK in budding yeast, Cdc5, phosphorylates all three condensin I 
CAP subunits to maintain a high level of condensin activity during anaphase [33]. 
Additionally, mitotic kinase Aurora B phosphorylates the CAP-H subunit and 
activates condensin I [33-37]. As the cell exits mitosis, activating marks on 
condensin II subunit CAP-D3 are removed by PP2A phosphatase [38] and 
deactivating marks are once again added by CK2.  
In addition to phosphorylation, condensin subunits are modified by the 
addition of small ubiquitin-like modifier (SUMO) [39, 40]. SUMO is structurally 
similar to ubiquitin but unlike ubiquitin, addition of SUMO does not lead to 
degradation. Instead, SUMOylation is thought to facilitate protein-protein or 
protein-DNA interaction [41]. So far, SUMOylated condensin subunits have only 
been discovered in budding yeast and C. elegans [39, 40], but since SUMO 
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attachments are highly unstable and hence are not easily detected, SUMOylation 
as a form of condensin regulation may be more prevalent than what is apparent. 
Even when condensins are fully activated, their proper loading on 
chromatin can be regulated by factors that promote or deter their association with 
chromatin through physical interaction with condensins. Several factors that 
recruit the different condensins to chromatin have been identified. These can be 
classified into protein factors, histone variants and modifications, and cis DNA 
elements on the chromatin. Factors that recruit condensin I and II are listed in 
Table 1.1. 
Another protein that affects chromatin association of condensin is MCPH1, 
one of the genes responsible for primary microcephaly [42]. On the clinical level, 
mutations in human MCPH1 cause underdevelopment of the brain; on the 
cellular level, disruption of MCPH1 function causes premature chromosome 
condensation (PCC) [43-45]. In human cells, MCPH1 physically interacts with 
CAP-D3 and CAP-G2 subunits of condensin II, and the PCC phenotype of a 
MCPH1 mutant requires condensin II function. In an in vitro assay using Xenopus 
extract, human MCPH1 specifically inhibits Xenopus condensin II chromosomal 
association by competing with condensin II for binding sites on the chromatin. 
Therefore, MCPH1 most likely inhibits condensin II by competing for the same 
chromatin substrate. Similar to the recruiters mentioned above, MCPH1 
physically interacts with condensin; but opposite to the function of a recruiter, 
9
MCPH1 inhibits condensin association with chromatin. So far, no other 
condensin regulator has been discovered that functions in this manner. 
factor type organism physical interaction references 
condensin I 
AKAP95 protein factor human yes [46-48] 
monopolin protein factor 
fission and 
budding yeasts yes [34, 49] 
H2A and H2A.Z histone fission yeast and human yes [34] 
RFB sites DNA element budding yeast yes [49] 
genes 
transcribed by 
RNA Pol III 
DNA 
element fission yeast yes [50] 
condensin II 
RB protein factor fly and human yes [51] 
MRG15 protein factor fly yes [52, 53] 
PP2A protein factor frog and human yes [54] 
H4K20me histone mod human yes [55] 
Table 1.1. List of factors that recruit condensin I and II to chromatin 
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Another protein that affects chromatin association of condensin is MCPH1, 
one of the genes responsible for primary microcephaly [42]. On the clinical level, 
mutations in human MCPH1 cause underdevelopment of the brain; on the 
cellular level, disruption of MCPH1 function causes premature chromosome 
condensation (PCC) [43-45]. In human cells, MCPH1 physically interacts with 
CAP-D3 and CAP-G2 subunits of condensin II, and the PCC phenotype of a 
MCPH1 mutant requires condensin II function. In an in vitro assay using Xenopus 
extract, human MCPH1 specifically inhibits Xenopus condensin II chromosomal 
association by competing with condensin II for binding sites on the chromatin. 
Therefore, MCPH1 most likely inhibits condensin II by competing for the same 
chromatin substrate. Similar to the recruiters mentioned above, MCPH1 
physically interacts with condensin; but opposite to the function of a recruiter, 
MCPH1 inhibits condensin association with chromatin. So far, no other 
condensin regulator has been discovered that functions in this manner. 
Some modes of condensin regulation are conserved, but others are 
divergent among species. Some divergent modes of regulation are variations on 
the same theme. For example, Xenopus and budding yeast have established 
different subunits as limiting factors for regulating abundance of condensin I 
holocomplexes [25] (Benanti, J.A., personal communication). At least one 
regulator, monopolin, is completely specific to fungi [56]. Still, other regulations 
show different degrees of importance in different species. For example, the 
MCPH1 gene is conserved across species; whereas depletion of human MCPH1 
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causes PCC due to its function in inhibiting condensin II, Xenopus MCPH1 does 
not inhibit Xenopus condensin II [43-45]. Therefore, although condensin is an 
ancient protein complex, its mechanisms of regulation seem to be divergent and 
are presumably rapidly evolving. 
 
Condensin Complexes in C. elegans 
C. elegans has three condensin complexes that are involved in chromatin 
organization [57]. As in most higher eukaryotes, C. elegans has condensin I and 
II that are involved in chromosome segregation. In addition, C. elegans has a 
third condensin, condensin IDC, that specializes in somatic dosage compensation 
[58]. Dosage compensation is a process that equalizes X gene dosage between 
the two sexes. In C. elegans, dosage compensation is accomplished by down-
regulating transcription of both X chromosomes in XX hermaphrodites, so as to 
match the X gene dosage in XO males. Condensin IDC achieves this by 
associating specifically with both X chromosomes and partially condensing them 
[59, 60]. Therefore, although condensin IDC is involved in a completely different 
biological process from the canonical condensin, it also functions by inducing 
chromosomal compaction and presumably works with a mechanism similar to the 
conserved condensins.  
The C. elegans condensin I and II have the same SMC subunits, MIX-1 
and SMC-4, and complex-specific CAP subunits: DPY-26, DPY-28 and CAPG-1 
12

for condensin I, and KLE-2, HCP-6 and CAPG-2 for condensin II. Condensin IDC 
is identical in composition to condensin I, except for the DPY-27 subunit that 
takes the place of SMC-4 (Figure 1.2). Depletion of any condensin IDC subunit 
causes up-regulation of X-linked genes in hermaphrodites that results in 
hermaphrodite-specific embryonic lethality. Hermaphrodite worms that escape 
embryonic lethality arrest at the larval stages and are dumpy, i.e. of body lengths 
that are shorter than wild-type. The dumpy phenotype is presumably caused by 
mis-regulation of X-linked gene expression; however, X-linked genes that directly 
cause dumpiness have not been identified. Depletion of any condensin II subunit 
causes severe chromosome segregation defects, which result in dead embryos, 
underdeveloped larvae and sterile adults. Because condensin I shares all its 
subunits with the other two condensins, depletion of any condensin I subunit 
causes either condensin II or IDC phenotypes. The cryptic role of condensin I is 
best characterized in XO males that do not need dosage compensation. In 
males, depletion of condensin IDC-specific subunit DPY-27 shows no phenotype, 
whereas depletion of a condensin I/IDC subunit results in viable males with minor 
segregation defects. This suggests that condensin I is required for proper 
segregation, but its role is not as dominant as condensin II, which is absolutely 
required for development and viability [57]. Taken together, although condensin 
I,II, and IDC are structurally similar, the three complexes have non-overlapping 
functions. 
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Most of what we know about condensin Rising up, back on the street Did 
my time, took my chances regulation in C. elegans is focused on condensin IDC. 
In oocytes, early embryos and males, condensin IDC is present but does not 
associate with the X chromosomes. In late-stage hermaphrodite embryos, 
condensin IDC X-specific loading depends on its recruitment to cis elements on 
the X chromosome, called rex sites [61, 62], by SDC-2, SDC-3 and DPY-30 [63-
65]. These proteins and two other proteins (SDC-1 and DPY-21) function with 
condensin IDC in the dosage compensation complex (DCC), although physical 
interaction between these proteins and condensin IDC is minimal. Additionally, 
condensin IDC is activated by SUMOylation on DPY-27 and DPY-28 subunits [40].  
Regulation of the condensin I and II in C. elegans is known to a lesser 
extent. During mitosis, loading of both condensin I and II on the X chromosomes 
requires SDC-2, the same protein required for condensin IDC loading during 
dosage compensation [66]. The Aurora B ortholog in worms, AIR-2, also 
promotes chromosome association of condensin I during mitosis and meiosis, 
although it is unclear whether this is through direct phosphorylation of condensin 
[67, 68]. 
Less is known about condensin regulation in C. elegans compared to 
other organisms. This could be due in part to the small body size of C. elegans 
and the resulting difficulty of obtaining homogenous samples. Most condensin 
regulators in other organisms were discovered from tissue cultures. Not only 
does this type of sample provide tissue specificity, cells in cultures can also be 
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synchronized at specific stages of cell cycle to allow for investigating cell cycle 
specific condensin regulation. In contrast, samples obtained from C. elegans are 
a mixture of cell types that are at different stages of the cell cycle. One can argue 
that C. elegans should have evolved more methods of regulating condensins, 
given that C. elegans has an additional condensin and that condensin IDC shares 
majority of its subunits with condensin I. Since condensin IDC can compete with 
condensin I for subunits, the presence of condensin IDC can potentially affect 
condensin I abundance, ultimately leading to a disturbance in condensin I to II 
ratio. Therefore, I hypothesize that additional methods of condensin regulation 
must have emerged to cope with having an additional condensin. To test this 
hypothesis, this dissertation aims to identify new factors that participate in 
modulating C. elegans condensin functions and perhaps uncover new themes in 
condensin regulation. In this dissertation, I report the discovery and 
characterization of SMCL-1, and our investigation into its molecular function and 
biological role. We find that SMCL-1 resembles the ATPase domains of an SMC 
protein, binds mostly to condensin SMC proteins, and negatively modulates 
condensin functions. Finally, we find that SMCL-1-like proteins are found in 
species that are also predicted to have DPY-27, the condensin subunit that is 
specific to condensin IDC.  
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CHAPTER 2: DISCOVERY AND CHARACTERIZATION OF SMCL-1 
 
Results 
Identification of condensin-interacting proteins 
C. elegans harbors three condensin complexes; each has five subunits 
and they partially overlap in subunit composition, but differ in chromosomal 
localization and function (Figue 2.1, A). As an approach to understand how the 
three condensin complexes achieve their localization and functions, we identified 
proteins associated with each of the three complexes. To do so, we created 
single-copy transgenic strains expressing a subunit representative of each 
complex: DPY-27 (IDC), DPY-26 (I & IDC) and KLE-2 (II) were each fused to the 
Multifunctional tandem Affinity Purification (MAP) tag that includes the 
fluorescent protein Venus, the FLAG epitope, and the Streptavidin Binding 
Peptide (SBP) [69] (Figure 2.1, B). Resulting fusion proteins rescued respective 
null mutants and localized properly on chromosomes. Rescued null mutants 
containing only MAP-tagged versions of the bait proteins were used for tandem 
affinity purification from adult hermaphrodite extracts by sequential anti-FLAG 
immunoprecipitation and streptavidin purification (Figure 2.1, C). Eluted proteins 
after 1-step and tandem purifications were identified through Multidimensional 
Protein Identification Technology (MudPIT) mass spectrometry which was 
performed by James Thompson, Meha Singh and John Yates III at The Scripps 
17

Condensin 
Subunits
Identified
Condensin Bait Proteins
Complexes
MAP::DPY-27
IDC
DPY-26::MAP
IDC & I
MAP::KLE-2
II
IDC I II MIX-1 6.68 4.18 1.57
I II SMC-4 - 1.46 1.27
IDC DPY-27 5.27 4.20 -
IDC I DPY-26 4.57 4.79 -
IDC I DPY-28 2.52 3.58 -
IDC I CAPG-1 2.63 4.00 -
II CAPG-2 - - 0.51
II HCP-6 - - 1.02
II KLE-2 - - 1.52
D
MAP::DPY-27
IDC
DPY-26::MAP
IDC & I
MAP::KLE-2
II
SMCL-1 2.17 RPL-28 0.50 CAH-4 4.84
RPS-9 0.33 RPS-9 0.44 RPS-9 0.24
CAH-4 0.39 C08F11.11 0.15
ECH-6 0.30 Y43F4A.4 0.13
F01G4.6a 0.27 RPS-25 0.12
E
SMC
I
CAP
II
CAP
Figure 2.1 Identification of SMCL-1 as a novel protein that co-purifies
with condensin subunits
(D) condensin proteins and (E) non-condensin proteins that co-purified from
adult extracts with MAP-tagged DPY-27, DPY-26, or KLE-2 and were identified
by MudPIT. An estimate of relative protein abundance in the sample was made
by computing for the NSAF which is calculated by normalizing each spectra to
protein length and then dividing the normalized spectra by total normalized
spectra in the sample. Values shown are averages from two replicas. The non-
condensin proteins with the five highest NSAF values are shown in E. See
Appendix A for complete list. SMCL-1 is highlighted in gray.
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Research Institute. Briefly, proteins were first digested by trypsin into peptides 
that were then separated by 2D liquid chromatography; separated peptides were 
then identified by tandem mass spectrometry and matched to a database of 
predicted protein sequences [70]. The increased resolution of peptides prior to 
mass spectrometry permits MudPIT mass spectrometry to identify individual 
proteins from complex protein samples. Proteins identified were ranked by their 
Normalized Spectral Abundance Factor (NSAF). For each protein, its NSAF 
value is calculated from its peptide count normalized to the size of the protein 
and to the total number of peptides identified in each MudPIT run [71]. Two 
biological replicas were performed for each subunit and proteins not identified in 
both replicas were not studied further. To further reduce contaminants, tandem 
purification was also performed with an untagged wild-type sample and the 
resulting proteins were removed from the rankings to generate final lists of co-
purified proteins. As predicted, purification of MAP::DPY-27 recovered condensin 
IDC subunits and purification of MAP::KLE-2 recovered condensin II subunits, 
while purification of DPY-26::MAP recovered subunits of both the condensin I 
and IDC complexes in which it participates (Figure 2.1, D). For all three subunits 
purified, known condensin complex members were the highest scoring 
interacting proteins, confirming the effectiveness of our method.  
We next examined the highest-ranking non-condensin proteins that co-
purified with each tagged subunit (Figure 2.1, E). Several are likely contaminants 
that remain despite our strategy, such as the carbonic anhydrase enzyme CAH-
20
4, and ribosomal subunits (e.g. RPS-9), which are common contaminants in 
affinity purifications. But one protein, encoded by the gene C44C10.4, stood out 
as an interesting condensin-interacting protein for several reasons: 1) it scored 
the highest among non-condensin co-purified proteins, 2) it co-purified strongly 
with MAP::DPY-27 but not with DPY-26::MAP or MAP::KLE-2, and 3) it encodes 
a protein that resembles the SMC family of proteins (more details below), which 
includes the core condensin SMC subunits. We therefore named the C44C10.4 
protein SMCL-1, for Structural Maintenance of Chromosomes Like-1, and 
decided to pursue this novel condensin-interacting protein.  
 
SMCL-1 interacts with multiple condensin subunits 
 We wondered whether the SMCL-1 protein interacted exclusively with 
DPY-27, or associated with other condensin subunits, other SMC proteins, or 
other complexes. To verify the interaction between DPY-27 and SMCL-1, and to 
identify other proteins that interact with SMCL-1, we created a MAP-tagged 
SMCL-1 transgenic strain and performed tandem purification followed by MudPIT 
mass spectrometry. Two biological replicas were performed and purification from 
the untagged wild-type sample was used as control to generate a final list of 
SMCL-1 interactors (Figure 2.2, A and B).  
We made several observations from our MAP::SMCL-1 purification. First, 
among all proteins that co-purified with MAP::SMCL-1, the three condensin SMC 
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subunits DPY-27, MIX-1, and SMC-4 were among the top interactors with some 
of the highest NSAF values (1.64, 1.34, and 0.40, respectively) (Figure 2.2, A). 
Since DPY-27 and SMC-4 do not exist in a common complex [57, 67] (Figure 
2.1, D), SMCL-1 most likely interacts with individual SMC proteins to form dimers 
or with SMC dimer pairs to form trimers. Second, CAP subunits of condensin II 
were not recovered at all and CAP subunits shared between condensins IDC and I 
were recovered with lower NSAF values (0.09-0.21) compared to SMC subunits 
(Figure 2.2, B). This suggests that SMCL-1 is not an obligate member of a 
complete five-subunit functional condensin complex, but may instead associate 
primarily with core SMC subunits for other purposes. We did recover low levels of 
DPY-26 in our MAP::SMCL-1 purification whereas SMCL-1 was not present in 
our initial MAP::DPY-26 purification. A potential explanation is that since the two 
proteins interact at a low level and since SMCL-1 is less abundant than DPY-26 
(see below), purification with MAP::SMCL-1 enriches for this interaction to allow 
easier identification through MudPIT. Third, purification of MAP::SMCL-1 yielded 
more peptides (higher NSAF value) corresponding to SMCL-1 than to condensin 
subunits (Figure 2.2, A and B). While our experiments cannot quantitatively 
assess stoichiometry, this finding suggests that there may be a pool of SMCL-1 
free from condensin subunits, or that its interaction with condensin subunits was 
unstable during purification. Finally, SMCL-1 did not co-purify subunits of other 
SMC-containing complexes, namely cohesin (HIM-1 and SMC-3) and SMC5-
SMC6 DNA repair complex (SMC-5 and SMC-6), with the exception of the 
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recovery of HIM-1 at a very low NSAF value (0.02, Appendix A). This finding 
suggests that SMCL-1 function is related to condensin but not other SMC 
complexes.  
We conclude that SMCL-1 is a bona-fide condensin-interacting protein 
that behaves differently from a canonical condensin subunit. SMCL-1 interacted 
with all three condensin SMC subunits, even the two SMC4 variants that 
participate in exclusive complexes, it showed greater interaction with SMC than 
with CAP subunits, and it weakly co-purified CAP I but not any CAP II subunits. 
We therefore hypothesize that SMCL-1 is not a full-time member of a single five-
subunit condensin holocomplex, but instead may bind to condensin SMC 
proteins to serve another role, such as condensin regulation. 
 
Characterization of the smcl-1 gene and its products 
The smcl-1 gene (C44C10.4) lies on the X chromosome, near two other 
genes (C44C10.10 and C44C10.5) that encode proteins that are homologous to 
different portions of SMCL-1, and are most likely remnants of an ancestral 
duplication event (Figure 2.3, A). Although C44C10.10 and C44C10.5 are 
homologous to SMCL-1, we decided not to pursue these genes because proteins 
from these genes were not identified by either MAP tagged condensin 
purifications or MAP::SMCL purification, and these genes are scarcely expressed 
based on our qPCR data and RNA sequencing data available on Wormbase [72]. 
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Figure 2.3 SMCL-1 gene locus, transcript and protein expression
(A) The smcl-1 gene is located on the X chromosome, downstream of two
similar genes that resemble truncated versions of smcl-1. Shaded boxes
represent exons; triangles indicate 3’ UTR. Regions of similarity between the
three genes are indicated by similarly patterned boxes. (B) Comparison
between smcl-1 and condensin subunit transcript levels. RNA levels in FPKM
are mean values from multiple published RNA sequencing data compiled by
Wormbase. (C) Adult hermaphrodites from wild-type (WT) and a strain carrying
the MAP::SMCL-1 transgene driven by endogenous smcl-1 5’ and 3’ elements.
A section of the germline is shown, imaged by DIC to show structures and
fluorescent microscopy to detect mVenus of the tag. Arrowheads denote the
first four oocytes.
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Available RNA-seq data indicate that smcl-1 mRNA is expressed throughout 
development, like condensin subunits, but at lower transcript levels than 
condensin subunits (Figure 2.3, B). To evaluate SMCL-1 protein expression and 
subcellular localization, we took advantage of our MAP-tagged smcl-1 transgene. 
The transgene is under control of endogenous 5’ and 3’ regulatory elements and 
produces a MAP::SMCL-1 fusion protein that includes the fluorescent protein 
mVenus (Figure 2.1, B). A fluorescent signal from the MAP::SMCL-1 fusion 
protein was only obvious in the germline, where it localized to nuclei (Figure 2.3, 
C). MAP::SMCL-1 did not show the typical localization of condensin IDC to X 
chromosomes or of condensins I and II to mitotic/meiotic chromosomes [24, 57], 
while our MAP-tagged DPY-27, DPY-26, and KLE-2 subunits each showed 
expected chromosomal patterns. We also raised an antibody against the C-
terminus of SMCL-1, and in immunofluorescence experiments the antibody 
recognized overexpressed SMCL-1 (see below) but not the low endogenous 
levels of SMCL-1 or MAP::SMCL-1. Together, we find that the X-linked gene 
smcl-1 produces low transcript levels throughout development, and a protein 
most obviously visualized in germline nuclei that does not seem to share the 
distinctive X-chromosome or mitotic/meiotic chromosome-binding patterns of 
functional condensin subunits.  
 
SMCL-1 is an SMC-like protein predicted to lack ATPase activity 
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We next examined the protein domains of SMCL-1 for clues about how it 
might function when bound to the core SMC subunits of condensin complexes. 
SMCL-1 is homologous to the SMC family of ATPases, but exhibits key 
differences from a typical SMC protein. SMC proteins share several features in 
primary structure: a conserved central hinge region flanked by coiled-coil regions, 
and conserved ATPase motifs at the N- and C- termini (Figure 2.4, A). Each 
SMC protein folds back on itself at the hinge, juxtaposing anti-parallel coils and 
bringing together the nucleotide binding domains of each terminus to form the 
ATPase head domain. When SMC proteins heterodimerize, they interact through 
their hinge and coiled-coil domains, and these domains provide the specificity 
and strength for dimer formation, respectively. The two ATPase head domains of 
the heterodimer interact only when ATP molecules are sandwiched between 
them, and disengage upon ATP hydrolysis, a cycle that is essential for function of 
SMC complexes such as condensins [73].  
SMCL-1 differs from canonical SMC proteins in two major ways. First, 
SMCL-1 retains the N- and C-terminal ATPase domains characteristic of SMC 
proteins, but lacks both the conserved hinge and predicted coiled-coil domains 
(Figure 2.4, A). This suggests that SMCL-1 may not function as a typical SMC 
protein and that SMCL-1 likely interacts with SMC proteins through one or both of 
its ATPase domains. Second, the C-terminal SMCL-1 ATPase domain is missing 
critical amino acids in motifs required for ATP hydrolysis that are conserved 
across the SMC family (Figure 2.4, B). SMC proteins contain a Walker A motif in 
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hhhhDE
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SMCL-1  33 TTFIGMNGCGKSIMIEAIAFVFGEDLPD.P  
MIX-1   28 NAITGYNGSGKSNILDSICFIMGINKLDNI  
DPY-27 118 TMILGPNGSGKSNVIDALLFVFGFKAGK.I  
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Figure 2.4 SMCL-1 protein features
(A) SMCL-1 contains the ATPase domains, but lacks the coiled-coil and hinge
domains of a typical SMC protein. (B) SMCL-1 amino acid sequence aligned to
C. elegans condensin SMC proteins at conserved Walker A, signature, and
Walker B ATPase motifs. Consensus sequences are shown below the
alignments. x = any amino acid and h= hydrophobic amino acid. SMCL-1
shares a conserved Walker A motif, but differs from consensus signature (C-
motif) and Walker B motifs at residues shown in red. Asterisk denotes catalytic
base required for ATP hydrolysis.
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the N-terminus required for ATP binding, and C- and Walker B motifs in the C 
terminus required for ATP hydrolysis. SMCL-1 has the conserved Walker A motif, 
but its C-motif and Walker B motif differ from the consensus. The glutamate to 
aspartate change at the last residue of Walker B is of particular interest since this 
glutamate is the conserved catalytic residue for ATP hydrolysis in both SMC and 
ABC transporter ATPases (Figure 2.4, B, noted by asterisk). Importantly, when 
an ABC transporter was mutagenized to make the same catalytic glutamate to 
aspartate change as found in the wild-type SMCL-1, the ATP hydrolysis activity 
of the transporter was completely destroyed [74]. Therefore, SMCL-1 may have 
ATP binding capability but lack ATP hydrolysis ability. It is known that when 
ATPase head domains of an SMC dimer pair interact, ATP bound by the ATP 
binding domain of one SMC is hydrolyzed by the ATP hydrolysis domain of the 
other SMC [73]. Accordingly, introducing mutant SMC proteins with impaired ATP 
hydrolysis activity can dominantly inhibit the ATPase activity of wild-type SMCs 
[75]. Thus, SMCL-1 could potentially inhibit the ATPase activity of the SMC 
proteins that it contacts. 
Based on the unusual structure of SMCL-1 and prior studies of ATPase 
mechanisms, we hypothesize that when SMCL-1 binds to condensin SMC 
proteins it leads to dominant inhibition of their ATPase activity, thereby impairing 
condensin function. Our finding that SMCL-1 showed greater co-purification of 
SMC subunits than CAP subunits implies that SMCL-1 could additionally impair 
condensin function by sequestering SMC subunits and preventing the formation 
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of functional five-subunit holocomplexes. Therefore, we hypothesize that SMCL-1 
acts as a negative regulator of condensin functions. 
 
SMCL-1 deletion suppresses the lethality and sterility defects of a dpy-28 
mutant 
To test the hypothesis that SMCL-1 regulates condensin complexes, we 
created strains that produce no SMCL-1 protein or excess SMCL-1 protein. If 
SMCL-1 inhibits condensin function, then we predicted that the loss SMCL-1 
would suppress defects of a condensin hypomorphic mutant and the gain of 
excess SMCL-1 would cause condensin loss-of-function phenotypes. It remained 
possible that SMCL-1 promotes condensin function, in which case the loss of 
SMCL-1 would cause condensin loss-of-function phenotypes or enhance defects 
of condensin hypomorphic mutants. 
We created a null allele [smcl-1(stn1), referred to as smcl-1(0) here] by 
deleting the smcl-1 open reading frame using the MosDEL targeted gene 
deletion technique [76]. Successful deletion was validated by PCR amplification 
of genomic DNA and by Western analysis (Figure 2.5, A). Initial observations 
revealed no obvious phenotypes, so we examined homozygous smcl-1(0) worms 
for specific phenotypes caused by the loss of condensin functions in mitosis, 
meiosis, and dosage compensation. For example, brood size and survival of 
progeny is lower in all condensin subunit mutants compared to wild-type animals; 
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however, the total number progeny that grow to the adult stage per 
hermaphrodite worm is similar in smcl-1(0) mutants and wild-type controls 
(Figure 2.5, B). Loss of condensin I function disrupts meiotic chromosome 
segregation, readily scored as an increase in the frequency of males (XO) 
produced by an XX hermaphrodite due to X-chromosome non-disjunction and 
production of gametes with no X chromosome. The smcl-1(0) mutant showed no 
such increase in the incidence of males compared to wild-type (Figure 2.5, C). 
Finally, we assessed hermaphrodite lethality, a phenotype that results when 
condensin IDC fails to downregulate expression of genes along hermaphrodite X 
chromosomes. To compare hermaphrodite to male viability, we mated XX 
hermaphrodites to XO males, which produces 50% X0 male and 50% XX 
hermaphrodite progeny. Again, the smcl-1(0) worms did not show any change 
from the wild-type controls, and exhibited a similar 1:1 ratio of viable male and 
hermaphrodite progeny (Figure 2.5, D). Thus, deletion of the smcl-1 gene does 
not result in phenotypes associated with condensin loss-of-function, suggesting 
that SMCL-1 is not required to promote the condensin functions that we 
examined. 
If SMCL-1 is a regulator of condensin complexes, we reasoned that the 
loss of SMCL-1 function might have subtle effects in an otherwise wild-type 
animal but more pronounced effects when combined with a condensin subunit 
mutation. We therefore generated worms carrying both the smcl-1(0) mutation 
and a partial loss-of-function allele of dpy-28. The dpy-28 gene encodes a 
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Figure 2.6 smcl-1 mildly suppresses the lethality and sterility of a dpy-28
mutant.
(A) Viable progeny count: The number of total viable progeny produced
throughout the lifetime of the worm was counted from 33 hermaphrodite
worms of each specified genotype. (B) Brood size: The number of embryos
laid throughout the lifetime of the worm was counted from 33 hermaphrodite
worms of each genotype. (C) Embryo to adult viability: The percent of embryos
that survive to adult was determined by dividing the number of viable progeny
with the number of embryos. ~2000 embryos total from each genotype were
scored in four trials. All assays were performed at the semi-permissive
temperature of 18oC. Non-parametric Mann-Whitney U test was used for all
statistical analyses. *** denotes p ≤ 0.001; ** denotes p ≤ 0.01; * denotes p
≤0.05; ns = not significant.
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CAPD-2 homolog shared between condensins I and IDC, and is represented by a 
temperature-sensitive hypomorphic allele [dpy-28(y1), referred to as dpy-28(ts) 
here] that facilitates double mutant analysis. At restrictive temperature, the dpy-
28(ts) allele causes decreased brood size, and hermaphrodite-specific embryonic 
or larval lethality. At semi-permissive temperature, some progeny of dpy-28(ts) 
worms escape these early developmental defects and grow to the adult stage. By 
counting the number of progeny per worm that survive to adult, we can quantify 
the severity of the mutant phenotype. At the semi-permissive temperature, the 
average number of viable adult progeny in the dpy-28(ts) mutant was 8, but 
survival was increased to 25 in the dpy-28(ts); smcl-1(0) double mutant (Figure 
2.6, A, p<0.001). While 25 viable progeny per worm is not near the wild-type level 
of ~375 per worm (Figure 2.5, B), this is nevertheless a significant suppression of 
dpy-28(ts) by the loss of SMCL-1 and supports the idea that SMCL-1 protein may 
restrict condensin function. Moreover, as a control, we crossed the MAP-tagged 
wild-type SMCL-1 transgene into the dpy-28(ts); smcl-1(0) double mutant, and 
found that the increased adult survival was abolished, confirming that the 
observed suppression of the dpy-28(ts) phenotype was caused by loss of SMCL-
1 (Figure 2.6, A). Thus, the phenotypic suppression of a hypomorphic dpy-28 
mutant by an smcl-1 null mutant is consistent with the model that the SMCL-1 
protein is a negative regulator whose removal allows improved function of 
condensin IDC and/or condensin I. 
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Since DPY-28 is a member of both condensin IDC and condensin I, we 
next assayed more specific phenotypes in the dpy-28(ts); smcl-1(0) double 
mutant to ask which complex was being regulated by SMCL-1. The low number 
of viable adult progeny of dpy-28(ts) mutants (Figure 2.6, A) could result from a 
reduction in the number of embryos produced (brood size) due to germline 
defects, and/or a failure of embryos to survive to adulthood due to somatic 
defects. Condensin I is present in the germline and required for meiosis and 
embryo production, while condensin IDC has no known germline function. 
Reciprocally, in somatic cells of embryos and larvae, condensin IDC is essential 
for X dosage compensation and hermaphrodite viability, while condensin I plays 
a role in mitosis but is not essential for viability [57]. To differentiate whether the 
smcl-1(0) allele allowed the dpy-28(ts) mutant to produce more embryos (likely a 
condensin I role) or allowed embryos once produced to survive (likely a 
condensin IDC role), we scored brood size and embryo to adult survival. We found 
that while the average number of embryos produced by a dpy-28(ts) worm is 55, 
that number increased to 112 in the dpy-28(ts); smcl-1(0) double mutant (Figure 
2.6, B, p<0.01). We also found that the proportion of embryos that survived to 
adulthood in the dpy-28(ts) mutant was mildly but significantly increased in the 
dpy-28(ts); smcl-1(0) double mutant, from 21% to 24% (Figure 2.6, C, p<0.01). 
For both phenotypes, we had simultaneously assayed dpy-28(ts); smcl-1(0); 
map::smcl-1 worms in which transgene-encoded SMCL-1 is present, and 
observed significant reversal of the embryo survival suppression but not the 
37
brood size suppression. A possible explanation is that the map::smcl-1 rescue 
transgene may be expressed at lower than endogenous levels in the germline, 
which is a common phenomenon observed for C. elegans transgenes. Together, 
we observed that loss of SMCL-1 ameliorated both embryo production and 
embryo survival defects of the dpy-28(ts) mutant, suggesting that SMCL-1 may 
negatively regulate both condensin I and condensin IDC functions.  
 
Overexpression of SMCL-1 causes chromosome segregation defects and 
disrupts condensin IDC localization to X chromosomes. 
If SMCL-1 is a negative regulator that prevents condensin function, then 
excess SMCL-1 protein is predicted to cause condensin loss-of-function 
phenotypes. To test this idea, we constructed a multi-copy conditional transgene 
that ubiquitously overexpresses SMCL-1 upon heat-shock. The hs::smcl-1(+) 
transgene contains the 5’ regulatory region of the heat shock protein-16.48 (hsp-
16.48) gene, the genomic coding region of smcl-1, and the 3’ untranslated region 
from the uncoordinated-54 (unc-54) gene that is commonly used in transgenes 
because it is permissive to expression (Figure 2.7 A). We injected this transgene 
along with the uncoordinated-119 (unc-119) gene as a co-transformation marker 
into unc-119(ed9) mutant animals, which permitted the identification of worms 
carrying the extrachromosomal multi-copy transgene array by rescue of the 
uncoordinated movement (“unc” phenotype) to normal non-uncoordinated 
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movement (“non-unc” phenotype). While levels of SMCL-1 protein are low in 
wild-type adults, animals carrying the transgene showed high levels of SMCL-1 
protein after heat shock (Figure 2.7, B). Immunofluorescence revealed SMCL-1 
overexpression in all stages and tissues except in the germline and early 
embryo, consistent with germline silencing typically observed for multicopy 
transgene arrays in C. elegans [77].  
The mitotic and dosage compensation roles of C. elegans condensins are 
required for viability, so we scored survival after heat shock in animals with and 
without the heat shock-inducible SMCL-1 transgene array. Multiple heat-shock 
pulses were administered from late embryogenesis through larval stage L2 and 
embryos were assayed for viability (Figure 2.8, A). To interpret these 
experiments, it is important to note that our heat shock-inducible SMCL-1 
transgene was created as a multi-copy extrachromosomal array in the unc-
119(ed9) background, and it is not stably transmitted through cell division (in 
contrast to the integrated, MAP::SMCL-1 transgene). Thus, non-unc worms 
carrying the inducible SMCL-1 overexpression array [hs::smcl-1(+) unc-119(+)] 
can give rise to progeny that do not carry the array [hs::smcl-1(-) unc-119(-)] and 
progeny that carry the array [hs::smcl-1(+) unc-119(+)] (Figure 2.8, B), which can 
be identified by their unc and non-unc movements, respectively, after the 
embryos hatch into larvae. When embryos of transgenic worms were not 
exposed to heat shock, almost all survived to adulthood, with ~34% of embryos 
becoming unc adults (without transgene), and ~65% of embryos becoming non-
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Fig 2.8. SMCL-1 overexpression leads to lethality.
(A) Bolt symbols represent heat-shock pulses administered from late embryo
to early L2 larval stage. (B) Cartoon explaining segregation of the extra-
chromosomal transgene array. Parents that are hs:smcl-1(+) give rise to
embryos with the overexpression array indicated hs:smcl-1(+), and without the
overexpression array indicated hs:smcl-1(-); upon hatching, the progeny are
identified by their non-uncoordinated and uncoordinated movements,
respectively. (C) Viability of progeny from hs:smcl-1(+) or wild-type (WT)
parent worms after no heat shock (- at bottom) or after heat-shock treatment
(+ on bottom). For hs:smcl-1(+) parents, y-axis represents percent of embryos
that develop into uncoordinated hs:smcl-1(-) adults without the transgene
(white bars) or into non-uncoordinated hs:smcl-1(+) adults with the transgene
(gray bars). For wild-type parents, y-axis represents percent of embryos that
develop to adults (striped bars). * denotes p ≤0.05; ns = not significant by non-
parametric Mann-Whitney U test.
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unc adults (with transgene) (Figure 2.8, C, HS-, white and gray bars, 
respectively). In contrast, when embryos of transgenic worms were subjected to 
heat shock pulses, all embryos hatched into L1 larvae and ~29% developed into 
unc adults (without transgene) while the rest did not survive (Figure 2.8, C, HS+, 
white and gray bars). The complete absence of transgene-expressing survivors 
indicates that prolonged overexpression of SMCL-1 during late embryogenesis 
and larval stages causes larval lethality. In contrast, when embryos from wild-
type animals with no transgene were subjected to parallel heat shock treatment, 
almost all embryos (98%) survive to adulthood after heat shock (Figure 2.8, C, 
right).  
To test if the SMCL-1 overexpression lethality phenotype was due to 
disrupting condensin function, we reduced the heat-shock regimen to a single 
non-lethal induction and assayed its effect on two known condensin functions: 
chromosome segregation (condensins I & II) and dosage compensation 
(condensin IDC). To assay for chromosome segregation defects, we performed 
heat shock at early L1 larval stage (Figure 2.9, A), so excess SMCL-1 would be 
present when intestinal nuclei divide at the end of the L1 stage. We waited until 
adult stage to look for the unresolved DNA “threads” between nuclei that indicate 
chromosome segregation defects (Figure 2.9, B), because during larval 
development the nuclei undergo rounds of DNA replication without division 
(endoreduplication) and thus are larger and easier to visualize in adults. Wild-
type adults have low levels of unresolved DNA [57], as did hs::smcl-1(-) adults 
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Fig 2.9. SMCL-1 overexpression leads to chromosome segregation
defects.
(A) A single heat-shock pulse (bolt symbol) was administered at early L1 larval
stage to monitor effects of SMCL-1 overexpression on nuclear divisions in the
gut that occur at late L1 larval stage. (B) Adult gut cells with DNA stained by
DAPI and imaged by fluorescence microscopy. Connected chromatin between
nuclei (right) indicates a prior chromosome segregation defect. (C)
Chromosome segregation defect in the gut. L1 progeny of transgenic
hermaphrodites were subjected to heat shock (+, bottom) or no heat shock (-,
bottom). Some L1s were uncoordinated hs:smcl-1(-) L1 larvae without the
transgene (white bars); others were non-uncoordinated hs:smcl-1(+) with the
SMCL-1 overexpression transgene (gray bars). The number of connected
nuclei per worm, which indicates defective chromosome segregation, was
scored in >40 worms of each genotype. PD7271 is a control strain that
contains an unrelated extrachromosomal array. ** denotes p ≤ 0.01; ns = not
significant by a non-parametric Mann-Whitney test.
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with and without heat shock (average of 0.4 and 0.3 connected nuclei per worm, 
respectively, figure 2.9, C, left). By contrast, in hs::smcl-1(+) worms, we observed 
an increase in connected nuclei per adult worm from 0.6 in the no-heat-shock 
control to 4.3 in the heat shock-induced SMCL-1 overexpression (Figure 2.9, C, 
middle, p<.001). To rule out the possibility that the mere presence of an 
extrachromosomal array could predispose the nucleus to more segregation 
defects upon heat shock, we also assayed worms containing an unrelated 
extrachromosomal array and did not observe an increase in connected nuclei 
(Figure 2.9, C, right). Thus, overexpression of SMCL-1 causes a chromosome 
segregation defect in intestinal nuclei similar to that observed upon mutation or 
depletion of condensin I or II subunits.  
To study potential effects of SMCL-1 overexpression on dosage 
compensation, we examined condensin IDC localization to X chromosomes by 
immunofluorescence microscopy. Adult hermaphrodites carrying the 
overexpression transgene array were subjected to heat shock to induce SMCL-1 
overexpression (Figure 2.10, A). After four hours worms were co-stained with a 
DNA dye and antibodies against SMCL-1 and against the condensin I/IDC subunit 
CAPG-1, and the large gut cell nuclei were examined. Heat-shocked wild-type 
animals and non-heat-shocked transgenic animals were used as controls. In 
control animals, no SMCL-1 signal was detected, consistent with our previous 
inability to detect SMCL-1 with our antibody or transgene in adult somatic nuclei; 
however, CAPG-1 is clearly visible in two foci known to represent the two X 
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Figure 2.10. SMCL-1 overexpression in the gut disrupts
condensin IDC localization on the X chromosomes.
48
Figure 2.10. SMCL-1 overexpression in the gut disrupts condensin IDC
localization on the X chromosomes.
(A) A single heat-shock pulse (bolt symbol) was administered to young adult
hermaphrodites. (B-E) Adult hermaphrodite gut tissue of the indicated strain
and treatment was stained with DAPI to image DNA (green in merge) and
immuno-stained with antibody against CAPG-1(B-C), DPY-27 (D) and DPY-28
(E), (red in merge). As subunits of condensin IDC, CAPG-1, DPY-27 and DPY-
28 localize to the two X chromosomes, resulting in intense foci when stained
with corresponding antibodies. (B-C) Antibody against SMCL-1 was also
included (blue in merge). (C) A mosaic animal with both hs::smcl-1(+) and
hs::smcl-1(-) cells in its intestine tissue. Images in (C) are maximum
projections of multiple z sections. Scale bar = 5 μm
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chromosomes (Figure 2.10, B top). In contrast, when the hs::smcl-1 (+) 
transgenic strain was subjected to heat shock, a strong SMCL-1 signal was 
observed throughout the nucleus and CAPG-1 appeared diffuse and no longer 
localized to distinct domains within the nucleus (Figure 2.10, B, bottom). 
Providing an internal control, mosaic transgenic worms that were mixtures of 
hs::smcl-1(+) and hs::smcl-1(-) cells showed two foci of CAPG-1 in nuclei with 
undetectable SMCL-1 signal, but not in adjacent nuclei with strong SMCL-1 
signal (Figure 2.10, C). We examined two other condensin IDC subunits, DPY-27 
and DPY-28, and found that heat shock of the hs::smcl-1 (+) transgenic strain 
similarly disrupted their association with X chromosomes (Figure 2.10, D and E). 
Thus, overexpression of SMCL-1 prevents the normal localization of condensin 
IDC complex proteins to hermaphrodite X chromosomes.  
In summary, SMCL-1 overexpression leads to a set of phenotypes similar 
to those observed upon loss of condensin IDC and condensin I or condensin II 
function. These results are consistent with the model that SMCL-1 acts as a 
negative regulator of condensin functions in chromosome segregation and 
dosage compensation. We also observed that SMCL-1 overexpression disrupts 
condensin IDC localization to hermaphrodite X chromosomes, suggesting that 
SMCL-1 may negatively regulate condensins by disrupting their chromosome 
association. 
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Materials and Methods 
C. elegans strains and growth 
Worms were maintained using standard worm breeding procedures [78]. Animals 
were maintained at 20oC unless otherwise noted, and fed E. coli OP50 with the 
exception of worms used for purification, which were fed HB101.  
Table 2.1 contains worm strains used for this study. 
EG4322  ttTi5605 II; unc-119(ed9) III 
KIR3  stnSi1[kle-2 promoter:map::kle-2(+):kle-2 3’UTR cb-unc-119(+)] 
II; kle-2(ok1151) III  
KIR4  stnSi2[dpy-27 promoter:map::dpy-27(+):dpy-27 3’UTR cb-unc-
119(+)] II; dpy-27(tm3326) III 
KIR5  stnSi3[dpy-26 promoter:dpy-26(+)::map:dpy-26 3’UTR cb-unc-
119(+)] II; dpy-26(tm3432) IV 
KIR6  ttTi11701 X; unc-119(ed9) III 
KIR7  smcl-1(stn1) X = smcl-1[stn1::cb-unc-119(+)] X 
KIR8  stnSi4[smcl-1 promoter:map::smcl-1(+):smcl-1 3’UTR cb-unc-
119(+)] II; smcl-1(stn1) X 
KIR9  stnEx1[hsp-16.48 promoter:smcl-1(+):unc-54 3’UTR cb-unc-
119(+)]; unc-119(ed9) III 
TY148  dpy-28(y1) III 
KIR10  dpy-28(y1) III; smcl-1(stn1) X 
KIR11  dpy-28(y1) III; smcl-1(stn1) X; stnSi4 
 
Table 2.1 List of worm strains 
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Generating fusion constructs and single-copy transgenic strains  
Worms containing MAP-tagged condensin subunits and SMCL-1 were generated 
according to Ma et al. Briefly, plasmids containing the endogenous 5’ element (1 
kb upstream of start), MAP fusion transgene and 3’UTR (0.5 kb downstream of 
start) were constructed from MosSCI destination vector pCFJ150 (Addgene, 
Cambridge, MA) using the Multisite Gateway Three-fragment Construction Kit 
(Invitrogen, Carlsbad, CA). Plasmids were injected into worm germlines to 
generate single-copy transgenes using the direct insertion MosSCI technique 
[79]. Transgenic worms were outcrossed to wild-type worms before crossing into 
null mutants.  
 
Generating smcl-1 deletion allele   
The smcl-1 deletion allele was generated using the MosDEL technique [76] with 
ttTi11701, an allele generated by the NemaGENETAG consortium [80]. ttTi11701 
harbors a Mos1 transposon insertion 335 bp upstream of the smcl-1 ORF. In the 
presence of Mos transposase, the transposon is cut to generate site-specific 
double-strand break that allows for repair through recombination. To generate 
the recombination plasmid, three PCR fragments: 3kb upstream of Mos 
transposon insertion site, cb-unc119 and 2 kb downstream of smcl-1 ORF were 
stitched together using PCR fusion [81] and recombined into pDONR P4-P1R 
(attB4 attB1r primers used) using Gateway BP Clonase II (Invitrogen). The 
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resulting plasmid was then co-injected with transposase plasmid and mCherry 
into ttTi11701; unc-119(ed9). The deletion strain was outcrossed to wild-type 
worms four times.  
 
Generating heat-shock inducible SMCL-1 transgenic strain  
PCR fusion [81] was used to generate a fragment containing in order the hsp-
16.48 promoter, smcl-1 genomic coding region (start codon to stop codon, 
including introns) and unc-54 3’UTR. The fragment was transformed into pDONR 
P4-P1r using BP Clonase II to generate the hs::smcl-1 overexpression plasmid. 
For the co-injection marker, cb-unc-119 was PCR amplified and transformed into 
pDONR P2r-P3 also with BP Clonase II to generate the co-injection plasmid. The 
two plasmids were mixed and injected at 70 ng/uL each into 35 unc-119(ed9) P0 
worms. Four independent stable transgenic lines were obtained from ~100 F1 
transformants.  
 
Viable adult progeny 
L4 hermaphrodites were picked to individual plates and transferred to new plates 
daily for egg laying. Total progeny that grew into L4 or adult per hermaphrodite 
were counted.  
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Viable adult progeny and brood size for strains containing dpy-28(ts) 
 L4 hermaphrodites were picked to individual plates and grown to adults at 15oC. 
Gravid adults were then picked to new plates at 20oC for overnight egg-lay. 
Resulting progeny were grown at 20oC to L4, picked onto individual plates, and 
transferred to new plates every 12 hours. These embryos were counted to 
determine brood size and then number of L4/adult progeny per hermaphrodite 
was counted to determine viable progeny and to determine the percent embryos 
that survive to viable adults. 
High incidence of males (X non-disjunction) assay 
L4 hermaphrodites were picked to individual plates and transferred daily for egg 
laying. Total male and hermaphrodite progeny were counted. 
Hermaphrodite to male ratio 
L4 hermaphrodites were mated to males, and transferred to new plates daily. 
The total number of male or hermaphrodite progeny per mated hermaphrodite 
was counted. 
Embryo to adult viability in SMCL-1 overexpression strain 
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L4 worms were picked to individual plates, grown until gravid at 15oC, then 
picked to a new plate for a two-hour egg lay. Total embryos were counted. At 14 
hours after egg-lay, heat shock pulses to induce SMCL-1 overexpression were 
conducted as follows: Worms on plates were heated to 30oC by placing in a 34oC 
incubator for 2 hours, then plates were moved back to a 15oC incubator for 4 
hours. This was repeated six times (36 hours) and plates were subsequently 
maintained at 15oC. Viable adults with unc or non-unc phenotypes were counted, 
to determine percent embryo to adult viability.  
 
Chromosome segregation defect in SMCL-1 overexpression strain 
Gravid adults were picked to individual plates for a 2-hour egg-lay at 15oC. 
Embryos were allowed to hatch for 19 hours and young L1 worms on plates were 
shifted to 30oC to induce SMCL-1 overexpression (using a 34oC incubator) for 2 
hours. Worms were subsequently maintained at 15oC until early, non-gravid, 
adult stage. Whole young adults were picked onto slides, treated with Carnoy’s 
fixative, rehydrated in 1x M9 buffer, and ounted in ProLong antifade containing 
DAPI. The number of pairs of nuclei with visible DAPI-stained connections were 
scored per worm. 
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Test of statistical significance 
All statistical significance of differences was determined by calculating p values 
using non-parametric Mann-Whitney U test.  
 
Tandem affinity purification of MAP-tagged proteins and MudPIT mass 
spectrometry 
Extract preparation, Western blots, and tandem affinity purifications of MAP-
tagged proteins were performed according to [69]. MudPIT mass spectrometry 
was performed as described in [57]. 
 
Microscopy and immunohistochemistry 
Live imaging of MAP-tagged protein fluorescence was performed by mounting 
worms as described in Protocol #1 of [82] and observing at 63x on a Leica TCS 
SPII confocal microscope (Deerfield, Il). For heat shock induction of SMCL-1 and 
antibody staining, young adults grown at 15oC were shifted to 30oC (by placing 
plates in a 34oC incubator) for 2 hours. Control plates were kept at 15oC (no HS, 
Fig. 6). At 4 hours after the end of heat shock, worm dissection and antibody 
staining were performed as described in Protocol #21 in [82]. All images were 
captured at 63x using a Leica (Deerfield, IL) TCS SPII confocal microscope. 
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CHAPTER III: SMCL-1 IN OTHER SPECIES 
RESULTS 
We have established that SMCL-1 modulates condensin activities as a 
negative regulator; however, the biological processes that require SMCL-1 
function remain unclear. To understand the biological function of SMCL-1, we 
investigated SMCL-1 conservation in other organisms. By identifying the 
underlying common features shared by organisms predicted to have SMCL-1, we 
sought to gain some insights into the biological role of SMCL-1. 
Many orthology prediction algorithms have been developed and are 
available to researchers. These algorithms are generally of two types: 1) 
algorithms that predict orthology based on sequence similarity, such as EggNog 
4.5, OMA, OrthoMCL [83-85] and 2) algorithms that predict orthology based on 
both sequence similarity and known speciation events (phylogeny), such as 
Treefam, Inparanoid 8, Ensembl-COMPARA [86-88]. These programs identified 
only two C. brenneri proteins as orthologs of SMCL-1. We reasoned that SMCL-1 
orthologs might have diverged too much from C. elegans SMCL-1 or that SMCL-
1-like proteins might have arisen independently from each other for them to be
identified by methods based purely on sequence similarity. Therefore, we set out 
to search for other SMCL-1-like proteins with strategies that rely on both 
sequence similarity and domain characteristics of SMCL-1 protein. 
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As mentioned in the previous chapter, SMCL-1 resembles the ATPase 
domain of an SMC protein but lacks several conserved residues in the C- and 
Walker B motifs at its C-terminus. To identify SMCL-1 in other species, we 
searched for proteins that 1) share sequence similarity with the SMCL-1 protein, 
and 2) have SMCL-1-like ATPase domain, i.e. somewhat intact C-motif, followed 
by 18 amino acids and Walker B that lacks the conserved catalytic glutamate 
residue. To accomplish this, we employed multiple strategies based on Basic 
Local Alignment Search Tool (BLAST).  
The BLAST algorithm was first developed at National Center for 
Biotechnology Information (NCBI) to identify homologous genes by aligning 
nucleotide or protein sequences based on sequence similarities [89]. Although 
BLAST can perform searches based on either protein or nucleotide sequences, 
we used protein BLAST for the rest of the study, because it accounts for 
degeneracy of the genetic code and is therefore more sensitive. Since the 
inception of BLAST, NCBI and several other groups have made improvements 
on its implementation and developed different versions of the program. Out of 
these versions, NCBI-BLAST and WU-BLAST (Gish, W., personal 
communication) are the most popular. WU-BLAST is more sensitive than NCBI-
BLAST, as demonstrated by the search results below, but NCBI-BLAST offers 
customizable versions of its protein search program to suit specific purposes. For 
example, PHI-BLAST (Pattern Hit Initiated BLAST) can limit search results to 
ones that fit a user-specified pattern, whereas PSI-BLAST (Position Specific 
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Iterated BLAST) can identify more distant homologs by performing iterations of a 
search wherein the each iteration is seeded with user-specified hits from the 
previous iteration. Thus, WU-BLAST and the suite of NCBI-BLAST programs are 
powerful tools for homology searches.  
Four different strategies were employed in our search for SMCL-1-like 
proteins (Figure 3.1, A). The first two methods involve WU-BLAST or NCBI-
BLAST standard protein searches using the C. elegans SMCL-1 sequence, 
followed by manual search for proteins that have SMCL-1-like C- and Walker B 
motifs separated by 18 amino acids. The third method uses PHI-BLAST to 
search for proteins with a pattern that represents the SMCL-1-like C-motif, 
followed by 18 amino acids, and SMCL-1-like Walker B motif. The last method 
takes the result from PHI-BLAST to seed three additional iterations of PSI-
BLAST, using proteins with SMCL-1-like C- and Walker B motifs as seed in the 
second and third iterations. For all our searches and throughout the remainder of 
the study, we limited our investigation to 15 species that include 7 other 
Caenorhabditis species, 5 nematode species outside of the genus, Drosophila 
melanogaster, Saccharomyces cerevisiae and human. Out of the four strategies, 
the first and the fourth were most effective in finding SMCL-1-like proteins (Figure 
3.1, B). In total, 11 proteins similar to C. elegans SMCL-1 were identified. This 
result was confirmed by lowering the stringency of each search and subsequent 
rounds of BLAST searches using sequences of the 11 SMCL-1-like proteins 
identified. All analyses converged on the same set of proteins, suggesting that 
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Figure 3.1. Comparison between different strategies used to search for
proteins similar to SMCL-1 in other species. (continued)
A. Schematic diagrams showing the different search strategies.
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SMCL-1-like 
proteins WU-BLAST NCBI-BLAST PHI-BLAST
PHI-BLAST
+
PSI-BLAST
CBG10266 + +
CBG10265 +
CRE07623 + +
CRE07629 + +
CBN26183 + + +
CBN16092 + + +
CBN08369 + +
CBN06071 + + +
CBN22279 +
Csp5_scaffold_04032
.g31881 + n/a n/a n/a
Csp11_Scaffold_629.
g8681 + n/a n/a n/a
I II III IV
Figure 3.1. Comparison between different strategies used to search for
proteins similar to SMCL-1 in other species.
B. Summary of results from the different search strategies. + denotes
presence of SMCL-1-like proteins; n/a = genome not available in database.
For all BLAST searches, threshold E value was set at 1E-5. Test species are
listed in Figure 3.2.
B
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these proteins are most likely the only SMCL-1-like proteins in the species that 
we examined. These SMCL-1-like proteins and the species that harbor these 
proteins are discussed further below.  
Upon closer investigation, the SMCL-1-like proteins found by our methods 
that relied on our two criteria (i.e. shared similarity with SMCL-1 protein and 
SMCL-1-like ATPase domain) are surprisingly similar to C. elegans SMCL-1 in 
terms of its other characteristics (Table 3.1). Not surprisingly, all SMCL-1-like 
proteins share homology with SMC family of proteins. However, similar to the C. 
elegans SMCL-1 , all SMCL-1-like proteins that we found are around 300 to 650 
amino acids long, shorter than typical SMC proteins (1000-1500 amino acid-
long), and are predicted to have no coiled coil and SMC hinge domains despite 
the shared homology with the SMCs [90, 91]. In addition, all of the SMCL-1-like 
proteins have intact or nearly intact Walker A near the N-terminus and SMCL-1-
like C-motif and Walker B near the C-terminus. Taken together, the SMCL-1-like 
proteins that we found generally resemble C. elegans SMCL-1 in their primary 
protein structures and share distinct SMCL-1 features that include Walker A, C- 
and Walker B motifs, short protein length, and lack of predicted coiled coil and 
SMC hinge domains. Therefore, we consider these SMCL-1 like proteins as 
strong candidates for SMCL-1 orthologs. 
What are the common features shared by the organisms that have SMCL-
1 like proteins? In addition to the SMCL-1 found in C. elegans, SMCL-1-like 
proteins were found only in five other nematode species, C. briggsae, C. 
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Table 3.1. Comparison between C. elegans SMCL-1 and SMCL-1 like
proteins in other species. Proteins are compared based on distinct SMCL-1
characteristics: amino acid length, Walker A, C- and Walker B motifs, lack of
conserved catalytic aspartic residue, lack of predicted coiled coils.
Corresponding characteristics for a typical SMC protein is provided for
comparison. For the motifs, conserved sequeces are shown below the motif
labels in the first row. x represents any amino acid; h represents any
hydrophobic amino acid; + represents amino acid in agreement with
consensus.
SMCL-1-like 
proteins length
coiled 
coils
SMC 
hinge
Walker A C-motif Walker B
GxxGxGK(S/T) LSGG(E/Q)(K/R) hhhhDE
typical SMCs
1000-
1500 yes yes ++++++++ ++++++ ++++++
SMCL-1, 
C44C10.4 537 no no ++++++++ FH++S+ +++++D
CBG10266 639 no no +++A++++ F+++++ +++++N
CBG10265 305 no no +++S++++ F+++++ +++++N
CRE07623 334 no no ++++++++ ++++++ +++++N
CRE07629 347 no no ++++++++ +++++S +++++D
CBN26183 520 no no ++++++++ MY+++Q +++++D
CBN16092 529 yes no ++++++++ ++++++ +++++S
CBN08369 393 no no S++A++++ V+++++ +++++N
CBN06071 544 no no S+++++++ ++++++ +++++N
Csp11_scaffold_
629.g8681 525 yes no ++++++++ ++++++ +++++N
Csp5_scaffold_0
4032.g31882 330 no no
++++++++
Csp5_scaffold_0
4032.g31881 336 MG++++ +++++N
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remanei, C. brenneri, C. sinica and C. tropicalis. These species are all within the 
Caenorhabditis genus, suggesting that SMCL-1 and SMCL-1-like proteins are 
present in a group of related nematodes. However, not all Caenorhabditis 
species searched have SMCL-1 (Figure 3.2); therefore, some other shared trait 
among the subset of Caenorhabditis species with SMCL-1 or SMCL-1-like 
proteins must require SMCL-1 function. These species are from a wide range of 
living environments and they are a mix of hermaphroditic and gonochoristic 
organisms. Thus, SMCL-1 is most likely not required for adapting to certain living 
conditions or a specific reproductive mode. Since the C. elegans SMCL-1 
interacts strongly with the condensin IDC-specific subunit DPY-27, this begs the 
question: Do other organisms that have SMCL-1 also have condensin IDC? To 
answer this question, we used Ensembl-COMPARA to search for predicted 
orthologs of DPY-27 [72, 88]. We found that, strikingly, all of the species that 
have SMCL-1 are also predicted to have DPY-27 orthologs. In contrast, species 
that do not have SMCL-1-like proteins also lack predicted DPY-27 orthologs 
(Figure 3.2). To confirm this result, a second method of orthology prediction 
based on clustering of BLAST hits was performed. First, the sequences of the 
seven C. elegans SMC proteins were used in WU-BLAST searches for SMC-
sized homologs in each test species. Then, all the top-scoring BLAST hits were 
clustered in a Neighbor-joining tree using Clustal Omega 1.2.1 [92-94]. This 
generates a tree that splits into clades representing the seven classes of SMC 
proteins (Figure 3.3). In each clade, the absence of representative protein from a 
64
SMCL-1 DPY-27 SMC-4
Caenorhabditis sinica + 1, 2 1, 2
Caenorhabditis briggsae + 1, 2, E 1, 2
Caenorhabditis remanei + 2 1, 2
Caenorhabditis tropicalis + 1, 2, E 2
Caenorhabditis brenneri + 1, 2 2
Caenorhabditis elegans + 1, 2, E 1, 2, E
Caenorhabditis angaria 2
Strongyloides ratti 2
Panagrellus redivivus 1, 2
Pristionchus pacificus 2
Brugia malayi 2
Onchocerca volvulus 2
Drosophila melanogaster 2, E
Homo sapiens 1, 2, E
Saccharomyces cerevisiae 1, 2, E
Figure 3.2. Comparison between presence of SMCL-1-like proteins and
presence of predicted DPY-27 (IDC) and SMC-4 (I & II) orthologs in
different species.
Phylogenetic tree built from all available Caenorhabditis species with
sequenced and well-assembled genomes, other selected nematode species,
and other selected model organisms. “+” symbol in the SMCL-1 column
denotes the presence of SMCL-1-like protein found using our methods. “1”
denotes orthologs detected using a high-confidence Ensembl-COMPARA
method and “2” denotes orthologs detected using BLAST-neighbor-joining tree
methods. “E” denotes orthologs experimentally validated in the literature.
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specific species was interpreted as the absence of orthologous protein in that 
species. From this analysis, we again found that all the species that have SMCL-
1-like proteins are also predicted to have DPY-27. Additionally, the absence of 
DPY-27 in a species was further confirmed by plugging individually the following 
proteins into the Neighbor-joining tree generated in the previous analysis: 1) all 
other BLAST hits from less stringent searches using C. elegans DPY-27 and 2) 
BLAST hits from searches using DPY-27 orthologs identified in the previous 
analysis. Thus, we conclude that only species that have predicted SMCL-1-like 
proteins are also predicted to have DPY-27. 
One question we asked is whether these SMCL-1-like proteins are true 
orthologs. Interestingly, when we performed BLAST searches for our previous 
analyses, we noticed that SMCL-1-like proteins in different species shared the 
highest sequence similarity with different SMC proteins. This suggests either that 
SMCL-1-like proteins are not true orthologs and have arisen independently 
through duplication of different SMC proteins or that these proteins were derived 
from the same ancestor but have since diverged from one another in sequence. 
We used our gene tree clustering method to test the first possibility. If SMCL-1-
like proteins arose through duplication of different SMC proteins, one would 
expect to see different SMCL-like proteins cluster with different SMC proteins. 
There is, however, a problem with this method: SMCL-1-like proteins (300-700 
aa) are much shorter than SMC proteins (1000-1500 aa). The discrepancy can 
hinder proper clustering of SMCL-1-like proteins with the SMCs by providing an 
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unfair advantage to clustering among longer SMC proteins. To solve this 
problem, we truncated the SMC sequences so that they contain only the ATPase 
domains at the N- and C-terminals, which are the domain that SMCL-1-like 
proteins resemble. This was accomplished by removing the contiguous portion of 
the sequence spanning from the first coiled coil region, through the SMC hinge, 
to the last coiled coil. The resulting sequences were 300-700 aa long, which, 
coincidentally, is about the same range of length as our SMCL-1-like proteins. 
Upon clustering with a Neighbor-joining tree using Clustal Omega, we found that 
SMCL-1-like proteins did not cluster with different SMC clades (Figure 3.4). This 
result is not consistent with the hypothesis that SMCL-1-like proteins in different 
species arose independently through duplication of different SMC proteins.  
We also wondered whether genomic sequences would be more suitable 
bases for our gene tree method given that SMCL-1-like proteins are present in 
related species. However, when SMCL-1-like and SMC genes were clustered 
based on their genomic sequences, we found that even the SMC genes did not 
cluster into known SMC clades, suggesting that genomic sequences are much 
less conserved than protein sequences and are less suitable for our analysis 
(Figure 3.5). A possible explanation is that although the species that have SMCL-
1-like genes are all within the Caenorhabditis genus, individual species are 
actually far apart. For example, the evolutionary distance between C. elegans 
and C. briggsae is estimated at 80-110 million years [95], which is a distance 
similar to that between mouse and humans (~100 million years) [96] 
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Nonetheless, the gene tree method using genomic sequences may be powerful if 
combined with bootstrapping to test the reliability of the branches. Future 
experiments can explore this possibility. 
To further investigate whether SMCL-1-like genes arose from a common 
ancestral SMC, future studies can try to reconstruct the last common ancestor of 
the SMCL-1-like genes. It will be interesting to see which SMC protein the 
ancestral SMCL-1 most resembles. In addition, synteny analysis can also provide 
us with clues as to the origin of the SMCL-1-like genes. This will be possible in 
the future when genomes of these SMCL-1-containing species are fully 
assembled.  
All predictions based on protein sequences will need to be experimentally 
validated. So far, the only species besides C. elegans that have been shown to 
have functional DPY-27 orthologs are C. tropicalis, C. briggsae and C. nigoni, 
(Lo, T.W., personal communication). C. nigoni is closely related to C. briggsae 
and was not included in this study due to lack of an annotated genome. The 
same SMCL-1 and DPY-27 prediction methods used in this study can be applied 
to C. nigoni when its genome becomes available. In addition, future assays can 
test the functionality of other predicted DPY-27 orthologs and SMCL-1-like 
proteins. 
The possibility that SMCL-1 function is conserved in multiple species is 
interesting. The smcl-1 gene is not essential, but if its function is conserved, it 
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Figure 3.5 Neighbor-joining tree constructed using genomic sequences of 
SMCL-1-like genes and SMC genes
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must provide some kind of survival advantage to the species that have them. It 
could be that SMCL-1 function is only essential under specific conditions and we 
have yet to find these conditions. However, it is also possible that SMCL-1 
provides an advantage so slight that it is immeasurable in the time scale 
available in the lab and under experimental conditions that we tested, but an 
advantage nonetheless that SMCL-1 function is conserved after billions of years 
of selection and elimination through evolution.  
Since DPY-27 is the condensin subunit unique to condensin IDC, our 
observation that species that have SMCL-1-like proteins are also predicted to 
have DPY-27 suggests that the biological role of SMCL-1 may have to do with 
condensin IDC. Since most organisms have a maximum of two condensin 
complexes, one intriguing possibility is that SMCL-1 helps C. elegans cope with 
having an additional condensin. Condensin IDC shares most of its subunits with 
condensin I, which might interfere with endogenous condensin I level regulation. 
For example, since condensin IDC can compete with condensin I for component 
subunits, increase in a IDC-specific subunit (DPY-27) abundance might cause a 
deleterious drop in condensin I level. Conversely, because condensin I shares all 
of its subunits with condensin II and IDC, in instances when condensin I level 
needs to be decreased, none of its subunits can be down-regulated without 
affecting the levels of the other condensin II and IDC. This disturbance is probably 
countered through multiple layers of condensin regulation; SMCL-1 may be one 
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of the layers that function together to achieve the proper balance among the 
three condensin complexes.  
Materials and Methods 
All searches were limited to test species listed in Figure 3.2. 
Search for SMCL-1-like protein candidates  
Four methods were employed in the search for SMCL-1-like proteins: WU-
BLAST, NCBI Standard Protein BLAST, PHI-BLAST and PHI-BLAST followed by 
PSI-BLAST. SMCL-1 predicted protein sequence from Wormbase version 
WS250 was used for all BLAST searches in non-redundant protein databases. 
Expect value threshold was set at 1X10-5 for all initial BLAST searches. 
Threshold was increased to at least 10 for subsequent less stringent searches.  
WU-BLAST. WU-BLAST 2.0 is available at http://www.wormbase.org/tools/blast_ 
blat (Gish, W., personal communication). Proteins with SMCL-1-like C-motif and 
Walker B were found by manually scanning through sequences of proteins 
identified by WU-BLAST. 
NCBI Standard Protein BLAST. Standard Protein BLAST is available at 
http://blast.ncbi.nlm.nih.gov [89]. Proteins with SMCL-1-like C-motif and Walker B 
were found by manually scanning through sequences of proteins identified by 
NCBI Standard Protein BLAST.  
73
PHI-BLAST. PHI-BLAST is available at http://blast.ncbi.nlm.nih.gov [89]. PHI-
BLAST search for proteins with SMCL-1-like C-motif and Walker B was 
performed with PROSITE syntax as follows.  
G-G-x(20)-[AVILMFYW]-[AVILMFYW]-[AVILMFYW]-[AVILMFYW]-D-
[RHKDSTNQCGPAVILMFYW] 
PHI-BLAST followed by PSI-BLAST. Proteins identified by PHI-BLAST were 
used to seed the first iteration of PSI-BLAST at http://blast.ncbi.nlm.nih.gov [89]. 
Proteins identified by the first round of PSI-BLAST were evaluated for the 
presence of SMCL-1-like C-motif and Walker B. These proteins were then used 
for two additional iterations of PSI-BLAST to search for additional proteins with 
SMCL-1-like C-motif and Walker B. 
 
Walker A prediction  
Presence of Walker A was detected by manual search of the predicted protein 
sequence of each SMCL-1 candidate for the presence of consensus 
GxxGxGK(T/S). 
 
Coiled coil prediction 
Paircoil2 was used with P-score cutoff set at 0.025 and minimum search window 
length set at 28 [90]. Paircoil2 is available at http://paircoil2.csail.mit.edu. 
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 SMC hinge domain prediction 
NCBI Conserved Domains was used with expect value threshold set at 0.01 [91]. 
NCBI Conserved Domains is available at http://www.ncbi.nlm.nih.gov/Structure/ 
cdd/wrpsb.cgi. 
 
Search for SMC-4 and DPY-27-like proteins  
Four methods were employed in the search for SMC-4 and DPY-27-like proteins: 
Ensembl-COMPARA and BLAST-gene tree method. 
Ensembl-COMPARA. Ensembl-COMPARA results were accessed through 
Parasite BioMart [72, 88] at http://parasite.wormbase.org/biomart. 
BLAST-gene tree method. WU-BLAST was first used to search for all SMC 
protein candidates, which were then clustered into a Neighbor-joining tree. C. 
elegans SMC-4 and DPY-27 predicted protein sequences from Wormbase 
version WS250 were used for WU-BLAST searches. WU-BLAST 2.0 is available 
at http://www.wormbase.org/tools/blast_blat. Expect value threshold was set at 
1X10-5 for all initial BLAST searches. Each full-length SMC homolog was 
confirmed through published sequence information and genome browser data on 
Wormbase, Flybase and Ensembl. If only a portion of a candidate SMC was 
found, its neighboring sequences were searched for possible remaining protein 
75
region. Sequences were then clustered into a Neighbor-joining tree using Clustal 
Omega 1.2.1 [92]. To further confirm the absence of an ortholog, similar BLAST 
searches were performed using sequences of orthologs identified from the first 
round of the BLAST-gene tree search. In addition, less stringent BLAST 
searches were also performed with expect value threshold increased to at least 
10. Additional SMC candidates found through these BLAST searches were then
plugged individually into the original Neighbor-joining tree to test which with SMC 
clades these candidates cluster. 
Circular and linear phylogeny trees were built using iTOL [97] and Phy-fi [98], 
respectively. 
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CHAPTER IV: DISCUSSION 
Condensins are conserved protein complexes essential for organizing 
chromatin for processes ranging from chromosome segregation to gene 
regulation. To achieve proper chromatin topology required for various biological 
processes, condensins have to be activated at the right time, to the right amount 
and for the right duration. Therefore, condensin complexes are controlled by 
multiple modes of regulation to ensure the right degree of activation. Our 
understanding of how this is accomplished remains lacking and the goal of this 
thesis is to provide new insights as to how condensin functions are modulated.  
We discovered a new condensin regulator in C. elegans, which we named 
SMCL-1. SMCL-1 is homologous to SMC proteins, but lacks their signature 
coiled coils and a conserved SMC hinge domain. SMCL-1 resembles the ATPase 
domain of SMC proteins but lacks conserved residues required for ATP 
hydrolysis. The smcl-1 RNA is expressed throughout the different C. elegans 
developmental stages at levels lower than those of condensin subunits; SMCL-1 
protein expression is highest in the germline where it localizes to the nucleus. 
SMCL-1 co-purifies with SMC proteins associated with all three condensins but 
not with SMC proteins associated with other SMC complexes, suggesting that 
the function of SMCL-1 is specific to condensins. SMCL-1 co-purifies more 
frequently with condensin SMC subunits than CAP subunits, suggesting that 
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SMCL-1 does not function as an obligate member of any of the five-subunit 
condensin complex.  
Mutant worms depleted of SMCL-1 are healthy and do not show obvious 
phenotypes associated with loss of condensin functions; however, smcl-1 
deletion mildly suppresses the condensin I and condensin IDC mutant phenotypes 
of a condensin hypomorph, suggesting that SMCL-1 functions as a negative 
modulator of condensin I and IDC functions. Consistent with this hypothesis, 
overexpression of SMCL-1 results in condensin loss-of-function phenotypes, 
including lethality, chromosome segregation defect and disruption of condensin 
IDC localization on the X chromosomes. Outside of C. elegans, the only 
organisms that are predicted to have SMCL-1-like proteins are also predicted to 
have DPY-27, the condensin subunit that is unique to condensin IDC. Unlike the 
conserved condensin I and II, condensin IDC is a relative new addition in the 
evolution of condensin complexes. Taken together, I conclude that SMCL-1 
negatively modulates condensin functions and I propose that SMCL-1 helps C. 
elegans cope with having an additional condensin. 
How Does SMCL-1 Function as a Negative Regulator? 
Speculation as to how SMCL-1 might function as a regulator of 
condensins is especially tough given that condensins’ mechanism of action is still 
unclear. Therefore, understanding the mechanism of SMCL-1 must go hand in 
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hand with understanding how condensins function. Nevertheless, several unique 
characteristics of SMCL-1 provide us with clues about how it might function.  
I propose three speculative models based on 1) the similarities and 
differences between SMCL-1 and SMC proteins, and 2) what we know about 
how SMC proteins may interact with each other. When two SMC proteins 
dimerize, they interact mainly through their hinge and coiled coil domains. SMCL-
1 lacks these domains but is still capable of interacting with the SMCs; therefore, 
SMCL-1 presumably interacts with the SMC proteins through its ATPase domain. 
In a normal SMC dimer, the ATPase domains of the SMCs only interact upon 
ATP binding and disengage upon ATP hydrolysis, due to the fact that ATP bound 
by one SMC is hydrolyzed by the residues on the other SMC. Thus, SMC 
proteins form functional ATPases only when two SMCs interact (Figure 4.1, A). 
Like canonical SMC proteins, SMCL-1 contains an intact Walker A motif that is 
crucial for ATP binding; unlike canonical SMC proteins, SMCL-1 is missing 
several conserved residues in its C- and Walker B motifs that are required for 
ATP hydrolysis. Specifically, SMCL-1 lacks the serine residue in its C-motif and 
glutamate in its Walker B motif. The importance of these residues have been 
demonstrated in mutagenesis studies in an SMC protein and a different ATPase 
that uses the same motifs. When a bacterial SMC was mutated so that it 
harbored a serine to arginine change in its C-motif or a glutamate to glutamine 
change in its Walker B, ATP hydrolysis is abolished [75, 99]. The Walker B 
glutamate is of specific interest because it is the catalytic residue responsible for 
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ATP hydrolysis. Since SMCL-1 has an aspartate in the place of the catalytic 
glutamate, it can be argued that SMCL-1 Walker B should retain its catalytic 
function since both aspartate and glutamate residues are negatively charged. 
However, when an ABC transporter, an ATPase that also uses Walker A, C-motif 
and Walker B for ATP binding and hydrolysis, was mutagenized to have similar 
glutamate to aspartate change in its Walker B as found in wild-type SMCL-1, the 
ATP hydrolysis activity of the transporter was completely destroyed [74]. 
Therefore, we speculate that when SMCL-1 interacts with an SMC protein, one of 
the resulting ATPases may be capable of ATP binding but incapable of efficient 
ATP hydrolysis. Since SMC ATPase domains associate after ATP binding, this 
may be how SMCL-1 associates with SMC proteins. A consequence of SMCL-1 
binding to SMC could be that it prevents the ATPase heads of the SMC 
heterodimer to engage with one another. Therefore, for my first model, I propose 
that SMCL-1 can wedge itself between the ATPase domains of the two 
condensin SMC proteins. Because the SMC cycle of ATP binding and hydrolysis 
is necessary for condensin function, SMCL-1 can prevent the normal 
engagement of the SMC ATPase domains that is required for condensin function 
(Figure 4.2, A).  
The second model is similar to the first but built on a working model for 
condensin mechanism that involves an intermolecular mode of condensin 
interaction. A study by Hirano et al. has shown that, in vitro, addition of mutant 
SMC devoid of ATP hydrolysis function can dominantly inhibit wild-type bacterial 
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Figure 4.2. Three proposed models for SMCL mechanism of action. (A)
SMCL-1 may prevent the normal association of the ATPase domains in an
SMC dimer. (B) SMCL-1 may disrupt a hypothetical intermolecular mode of
interaction between condensin complexes. (C) By sequestering SMC proteins,
SMCL-1 may disrupt the formation of functional condensin holocomplexes.
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BsSMC ATPase activity and this dominant inhibition occurs only in the presence 
of DNA [75]. Therefore, it has been proposed that the ability of condensin to 
move chromatin involves an intermolecular mode of condensin interaction that 
involves intermolecular ATPase activity when bound to chromatin. SMCL-1 may 
inhibit this putative intermolecular condensin interaction by acting as a “poison” to 
the ATPase activity of condensin (Figure 4.2, B). Future studies using chromatin 
IP to test whether SMCL-1 binds to genomic loci bound by condensins can help 
test the validity of both models. In addition, in vitro assays evaluating the effect of 
SMCL-1 on condensin ATPase activity in the presence or absence of chromatin 
can help resolve these two models.  
The third model is based on our finding that SMCL-1 interacts more 
abundantly with condensin SMC subunits than CAP subunits. By sequestering 
the SMC proteins, SMCL-1 may disrupt the formation of functional condensin 
holocomplexes (Figure 4.2, C). The formation of the complete condensin 
complexes is especially important in light of a recent study by Piazza et al., 
where the authors found that condensin chromatin association is dependent on 
the CAP subunits. Therefore, this model may also explain why we observe a 
disruption in condensin IDC localization upon SMCL-1 overexpression. If 
chromatin-bound condensins are in constant exchange with free condensins, as 
with the case with Xenopus and yeast condensin I [1, 11, 100], then SMCL-1 
may interrupt this exchange by binding the SMCs and depleting the pool of free 
condensins. Whether this exchange between chromatin-bound and free 
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condensins is true for C. elegans condensins has yet to be tested and future 
experiments quantifying the association between SMC and CAP subunits in 
SMCL-1 overexpression or depletion background will be a good test for this 
model. 
Why Is There a Need for SMCL-1? 
Our finding that proteins similar to SMCL-1 are found only in species that 
are also predicted to have DPY-27, a subunit that is unique to condensin IDC, 
suggests that the biological function of SMCL-1 is related to condensin IDC. Since 
the ability of SMCL-1 to negatively regulate condensin is not limited to condensin 
IDC, I propose that SMCL-1 and SMCL-1-like proteins help organisms cope with 
the presence of condensin IDC. The ratio between condensin I and II determines 
chromosome shape. In systems with only condensin I and II, since they differ 
only in their CAP subunits, the ratio between the two can be regulated by the 
relative abundance between I and II class CAP subunits [12]. The presence of an 
additional condensin in C. elegans, condensin IDC may interfere with this 
regulation, since condensin IDC associates with the same set of CAP subunits as 
condensin I. It is unclear how C. elegans copes with this problem and I propose 
that SMCL-1 arose to meet this challenge.  
When the cell increases the abundance of condensin I/IDC class CAP 
subunits to increase its condensin I level, the collateral increase in condensin IDC 
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could be mitigated if SMCL-1 inactivates excess condensin IDC. Alternatively, 
SMCL-1 could help maintain the relative amount of the three complexes by 
binding to the SMC subunits and increasing the amount of free CAP subunits that 
can then form the desired condensin complex. Either way, SMCL-1 may help 
worms adapt to a system with three condensin complexes by maintaining the 
right balance of functional complexes. One way to test this hypothesis is through 
an in vitro assay using purified condensin subunits and test if addition of SMCL-1 
perturbs the balance among complexes. 
If the role of SMCL-1 were to maintain the right balance among the three 
condensin complexes, one would expect SMCL-1 to be most needed during 
prophase of mitosis and meiosis. In C. elegans and in all other organisms, 
condensin II associates with chromatin as soon as prophase begins, whereas 
condensin I does not associate with chromatin until late prophase. In organisms 
with just condensin I and II, this is regulated by nuclear envelope breakdown 
(NEBD): condensin I is cytoplasmic until NEBD at late prophase whereas 
condensin II is nuclear throughout cell cycle. In C. elegans, both condensin II and 
IDC are nuclear throughout cell cycle. Since condensin I shares all its subunits 
with condensin II and IDC, all the components needed to make condensin I are 
present in the nucleus in early prophase. Therefore, C. elegans has lost the 
condensin I regulation by NEBD while still retaining the late prophase chromatin 
association of condensin I. How is this accomplished? One scenario is that 
SMCL-1 could inhibit condensin I formation before it is needed. 
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Alternatively, it is possible that condensin IDC formation is more favorable 
than condensin I and no additional regulation is required to keep condensin I 
level low. Interestingly, this may explain why condensin II has evolved a 
dominant role during mitosis in C. elegans and condensin I is dispensable for 
viability whereas condensin I is the predominant mitotic condensin in other 
organisms [57]. If IDC formation is more favorable than condensin I, then perhaps 
SMCL-1 functions to ensure that enough condensin I is made from condensin IDC 
when it is needed at late prophase. And if all this is correct, then one would 
expect to see enhancement, instead of suppression, of condensin I phenotype in 
somatic cells upon smcl-1 deletion. However, our preliminary data does not 
support this as smcl-1 deletion did not significantly affect the mitotic segregation 
defect in a condensin I mutant. Nevertheless, the role of SMCL-1 in mitotic 
prophase should be more meticulously investigated. Future experiments can 
check for SMCL-1 in the nucleus specifically during mitotic prophase and assess 
the timing of condensin I formation and chromatin association in smcl-1 mutant. 
These experiments can be complemented by assaying for changes in 
chromosome shape during mitosis and premature condensation during 
interphase in smcl-1 mutant.  
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SMCL-1 in the Germline 
With the assumption that the primary role of SMCL-1 is to maintain the 
right balance among the three condensins, can we reconcile SMCL-1’s function 
with its intense expression pattern throughout the germline? The C. elegans 
germline consists of a continuum of nuclei progressing through stem cell mitosis 
and different stages of a prolonged meiosis prophase I. During late prophase I of 
meiosis, all condensin subunits are expressed; since the ordered chromatin 
binding of condensin II followed by condensin I in mitosis is also observed in 
meiosis I, the same requirements for SMCL-1 regulation presumably applies here 
(see previous paragraph). However, prior to this stage, DPY-27 (IDC) is absent in 
the germline. Therefore, SMCL-1 is not needed to balance the three complexes 
at this part of the germline because only condensin I and II are present.  
One possibility is that SMCL-1 has been co-opted to regulate the balance 
between condensin I and II even in the absence of condensin IDC. The need to 
balance condensin I and II might be especially important during early prophase I. 
In C. elegans, condensin I and II have evolved roles in limiting crossover 
formation between homologous chromosomes during early prophase I [101]. 
Although both condensin I and II are required for this process, they have non-
overlapping function: condensin I and II depletion results in additional crossover 
formation on different parts of the chromosome. Therefore, additional regulation 
of condensin I and II by SMCL-1 may be needed. In addition, germline chromatin 
undergoes dramatic but gradual changes in chromosome shapes that 
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presumably demand dynamic reorganization of the chromatin through constant 
tinkering of condensin I to II ratio. This may be the reason why SMCL-1 function 
is most necessary in the germline. However, the nematode Pristionchus pacificus 
has germline with similar chromosome morphology as C. elegans but according 
to our prediction, P. pacificus does not have SMCL-1 nor condensin IDC. 
Nevertheless, P. pacificus could have evolved a different method to regulate 
condensins and chromosome morphology in the germline, and the hypothesis 
that SMCL-1 has co-opted the role of balancing condensin I and II should be 
further investigated. Future studies can explore if smcl-1 deletion affects 
crossover number and chromosome shapes in the germline.  
The early germline presents an interesting place for testing the overall 
hypotheses that DPY-27 (IDC) disturbs condensin I to II ratio and that SMCL-1 
functions to restore the balance. One can force the expression of DPY-27 in early 
germline where DPY-27 is not normally expressed and assay for changes in 
condensin I or II phenotypes such as increase in crossover formation or 
abnormal chromosome shapes, followed by testing whether smcl-1 deletion 
enhances these phenotypes. 
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A (working) Theory of Everything 
This story began when an SMC protein was duplicated in the genome of 
an ancient nematode. Through generations of trimming and alterations, the new 
SMC developed into SMCL-1, a regulator for its ancestral sister protein. SMCL-1 
resembles the ATPase domain of an SMC, but lacks residues required for ATP 
hydrolysis. It therefore binds SMC proteins and prevents them from performing 
their normal function as subunits of condensins. By inactivating specific 
condensins, SMCL-1 helps maintain the balance among different functional 
condensin complexes. The balance among complexes is important for deciding 
chromosome shapes; therefore, SMCL-1 is most abundant in C. elegans 
germline, where the chromatin undergoes different biological processes that 
require dramatic changes in chromosome shapes without the 
compartmentalization of the different condensins provided by breakdown of the 
nuclear envelope. The function of SMCL-1 in maintaining the correct ratio of 
condensins is especially important for organisms that have evolved condensin IDC 
which competes with condensin I for the same CAP subunits. Thus, SMCL-1-like 
proteins are found only in species that are predicted to have the condensin IDC-
specific subunit, DPY-27. 
This working model is admittedly speculative but accounts for everything 
we have learned so far about SMCL-1. 
90
Future Directions 
Does SMCL-1 also regulate condensin II?  
Although we were able to show that SMCL-1 regulates condensin I and 
IDC, it remains unclear whether SMCL-1 also affects condensin II. We did assay 
for the effect of smcl-1 deletion on brood size and somatic segregation 
phenotypes of a temperature-sensitive allele of hcp-6, mr17, and could not detect 
suppression nor enhancement at the semi-permissive temperature of 20°C [102]. 
However, we are hesitant to draw conclusions from these negative results since 
it remains possible an effect can be detected by assaying other condensin II 
phenotypes at another temperature. My interpretation is that smcl-1 has such 
subtle effect on condensin function, as evidenced from the mild suppression of 
smcl-1 deletion on the condensin I/IDC hypomorph. Therefore, its effect can only 
be detected in mild hypomorphs. The mr17, albeit a temperature-sensitive allele, 
is a strong allele in the sense that a subpopulation of mutants with intermediate 
phenotypes is not observed at all temperatures tested. Future studies can 
therefore look for mild condensin II hypomorphs and test the effect of smcl-1 
deletion on the mutant phenotype. Another way to answer this question is to 
check if SMCL-1 overexpression disrupts condensin II localization. The limitation 
of the present overexpression transgene is that the transgene is on an 
extrachromosomal array, the repetitive nature of which induces silencing in the 
germline through early embryos, which are cell types where condensin II 
localization pattern is best observed. Therefore, future immunohistochemistry 
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experiments using an integrated SMCL-1 overexpression transgene in the 
germline will be better suited for this experiment. Alternatively, better IHC and 
microscopy techniques can be applied to the present transgene for assessing 
condensin II localization in late-staged embryos. 
How does SMCL-1 interact with SMC proteins?  
Our assumption that SMCL-1 interacts with SMC proteins through its 
ATPase domain that is incapable of ATP hydrolysis will have to be tested 
experimentally. One could mutagenize the SMCL-1 ATPase domain back to 
SMC consensus and assess whether the mutated SMCL-1 can still bind to SMC 
proteins or function as a negative regulator of condensin. A related question is 
whether SMCL-1 interacts with condensin SMC proteins individually or as 
dimers. Our preliminary sequential IP results suggest SMCL-1 can interact with 
MIX-1-DPY-27 SMC dimer, but additional sequential IP and sucrose gradient 
centrifugation assays will be able to comprehensively assess this. If cell lines can 
be established from which massive amounts of components can be purified, 
mobility shift assays and cryo-electron microscopy can also assess the three 
dimensional conformation of their interaction.  
How does SMCL-1 regulate different condensins in different tissues?  
SMCL-1 can regulate condensin I in the germline whereas it can regulate 
condensin IDC in embryos. It is rather interesting that SMCL-1 may affect different 
condensin complexes in different tissue types. It is possible that SMCL-1 affects 
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both complexes in both tissues but the phenotype of one condensin is more 
prominent than the other in a specific tissue. Another possibility is that SMCL-1 
responds to protein levels and regulates which complex is more abundant in the 
tissue. In vitro assays using purified components can address this question in the 
future. If SMCL-1 does respond to relative concentration, one would expect it to 
have similar KD for its interaction with both DPY-27/DPY-27-MIX-1 dimer and 
SMC-4/SMC-4-MIX-1 dimer. 
Why does smcl-1 deletion not give a developmental phenotype? 
In a previous study, depletion of a negative regulator of condensin, 
microcephalin (MCPH1), results in under-development of the brain in humans, a 
condition known as microcephaly [43, 44]. It is therefore perplexing that smcl-1 
deletion by itself does not cause developmental defects. In fact, worms depleted 
of smcl-1 appear to be wild-type and its role as a negative regulator was only 
apparent when smcl-1 deletion was observed to mildly suppress condensin 
hypomorphic phenotypes. This suggests that the role SMCL-1 plays is more in 
modulating condensin activity to achieve fine-tuned condensin functions. Future 
studies looking for enhancement of phenotype in smcl-1 deletion mutant 
background can identify factors that might work with SMCL-1 to modulate 
condensin activity.  
Another possible explanation for the lack of smcl-1 phenotype is that 
SMCL-1 function contributes to the robustness of C. elegans; therefore, smcl-1 
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phenotype is only observed under stress. We have tested the effect of high 
temperature, aging and starvation on progeny size of smcl-1 mutant worms but 
failed to observe an effect. However, we cannot rule out the possibility that 
SMCL-1 function is only necessary under certain circumstances. One example of 
stress is viral infection. The Epstein-Barr virus, a DNA virus, hyperactivates 
condensins and induces premature condensation of the chromatin which 
facilitates replication of the viral episomal DNA during the lytic cycle [103]. 
Although this type of virus is not known to infect nematodes, it remains possible 
that other viruses might deploy the same type of tactic and SMCL-1 exists to 
counter it. Future experiments can challenge smcl-1 mutants with other stress 
conditions and viral infections to explore possible SMCL-1 function under stress. 
Can we learn more from MAP::SMCL-1 purification data? 
By evaluating the interactors common between SMCL-1 and DPY-27, we 
can find other proteins that might function with SMCL-1 in modulating 
condensins. A list of proteins identified in both MAP::SMCL-1 and MAP::DPY-27 
tandem purifications but not in untagged control purification is provided in 
Appendix C. One of the proteins identified is UEV-2, which may function in 
SUMO conjugation based on similarity with human, zebra fish and yeast proteins. 
This is interesting because SUMOylated DPY-27 is required for condensin IDC 
function [40]. Future experiments can assess whether SMCL-1 affects DPY-27 
SUMOylation. In addition, by assessing the interactors that are unique to SMCL-
1, we can potentially find clues as to the possible SMCL-1 functions outside of 
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condensin regulation. A list of proteins identified only in MAP::SMCL-1 tandem 
purification is provided in Appendix D. Lastly, future MudPIT analyses can 
specifically assay for post-translational marks on the condensin subunits that co-
purifies with SMCL-1. This will give us a clue as to whether SMCL-1 interacts 
specifically with and thereby affects only active or inactive condensin subunits. 
Closing Remarks 
Our study started with a biochemical approach to identify interactors of 
condensins. Through this, we were able to study a protein whose function was so 
exquisitely subtle that it slipped through prior genome-wide mutagenesis and 
RNAi screens undetected. Advances in purification methods and proteomics, 
plus availability of genomic data has made reverse genetics a useful and 
increasingly important tool for studying protein coding genes with cryptic 
phenotypes. In our case, we discovered SMCL-1, a negative regulator that fine-
tunes condensin functions. Plenty of work remains to be done, but our study 
highlights how subtle modulation of condensin function might be ultimately 
important for survival. Continued exploration of this protein will provide us with 
more insight on the full spectrum of condensin functions in C. elegans and in 
other eukaryotes. 
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Locus Protein Gene
Spectrum 
Count NSAF
Spectrum 
Count NSAF
B0035.9 CE03252 his-46 3 1.4E-02 3 4.7E-03
B0041.4 CE07669 rpl-4 - - 6 2.8E-03
B0250.1 CE18478 rpl-2 2 3.6E-03 8 4.9E-03
B0272.1 CE00850 tbb-4 - - 1 3.6E-04
B0336.10 CE00778 rpl-23 3 1.0E-02 5 5.7E-03
B0350.2a CE06702 unc-44 - - 3 2.4E-04
B0412.4 CE26849 rps-29 - - 1 2.9E-03
C04F12.4 CE19677 rpl-14 3 1.0E-02 3 3.6E-03
C04F12.6 CE19679 - - 2 1.3E-03
C04F6.1 CE03921 vit-5 4 1.2E-03 6 6.0E-04
C06A8.3 CE02454 - - 4 4.3E-03
C06G3.6 CE07982 - - 4 1.3E-03
C06H2.1 CE15602 atp-5 - - 3 2.5E-03
C07A12.4a CE03972 pdi-2 - - 3 9.8E-04
C07A12.4b CE31878 pdi-2 - - 3 1.1E-03
C07A12.4c CE40737 pdi-2 - - 1 4.3E-04
C09D4.5 CE08034 rpl-19 - - 2 1.6E-03
C12C8.1 CE08110 hsp-70 - - 5 1.3E-03
C15F1.7a CE23550 sod-1 - - 1 8.9E-04
C15F1.7b CE20508 sod-1 - - 1 1.0E-03
C15H9.6 CE08177 hsp-3 - - 4 9.7E-04
C16A3.9 CE04009 rps-13 - - 2 2.1E-03
C18A11.7a CE27706 dim-1 - - 8 2.0E-03
C18A11.7b CE04038 dim-1 - - 8 4.0E-03
C23G10.3 CE01810 rps-3 6 1.1E-02 8 5.2E-03
C25G4.5 CE08398 dpy-26 117 4.3E-02 379 4.8E-02
C27A2.2a CE04102 rpl-22 6 2.1E-02 3 3.7E-03
C29E4.2 CE30620 kle-2 - - 1 2.0E-04
C32E8.2a CE08526 rpl-13 - - 2 1.6E-03
C34E10.6 CE29950 atp-2 - - 9 2.7E-03
C35E7.10a CE17523 - - 1 3.7E-04
C36E6.3 CE34269 mlc-1 - - 2 1.9E-03
C36E6.5 CE20542 mlc-2 - - 2 1.9E-03
C36E8.5 CE00913 tbb-2 - - 3 1.1E-03
C37A2.7 CE30433 3 1.3E-02 2 3.0E-03
C42D8.2a CE06950 vit-2 3 8.7E-04 4 4.0E-04
C42D8.2b CE41109 vit-2 3 9.0E-04 4 4.1E-04
C44B7.10 CE32326 - - 12 4.1E-03
C44C10.4 CE31442 18 1.6E-02 93 2.8E-02
C44E4.6 CE08720 acbp-1 - - 1 1.9E-03
C47E8.5 CE05441 daf-21 - - 2 4.6E-04
C48B6.6a CE30258 smg-1 - - 1 6.9E-05
C48B6.6b CE36919 smg-1 - - 1 8.0E-05
C49H3.11 CE04237 rps-2 4 6.8E-03 7 4.1E-03
C50E3.12 CE08905 - - 1 4.2E-04
C50F4.7 CE03252 his-37 3 1.4E-02 3 4.7E-03
C53H9.1 CE19381 rpl-27 - - 3 3.5E-03
Appendix A: Complete list of proteins identified by tandem affinity 
purification of MAP-tagged condensin subunit, MAP::SMCL-1 or untagged 
control followed by MudPIT mass spectrometry
Tandem MAP::DPY-27 Purification
Biological Replica 1 Biological Replica 2
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Locus Protein Gene
Spectrum 
Count NSAF
Spectrum 
Count NSAF
Tandem MAP::DPY-27 Purification
Biological Replica 1 Biological Replica 2
C54C6.2 CE33770 ben-1 - - 3 1.1E-03
C55B7.4a CE09015 acdh-1 - - 2 7.5E-04
D1007.12 CE09047 rpl-24.1 - - 4 4.0E-03
D1007.6 CE09041 rps-10 - - 3 3.2E-03
D2023.2 CE09072 pyc-1 3 1.2E-03 - -
D2096.8 CE04306 - - 4 2.0E-03
E04A4.8 CE21392 rpl-20 - - 4 3.6E-03
F01F1.12a CE01225 aldo-2 - - 6 2.6E-03
F01F1.12b CE30646 aldo-2 - - 2 1.2E-03
F02A9.3 CE00134 far-2 - - 8 7.1E-03
F07B7.9 CE03252 his-50 3 1.4E-02 3 4.7E-03
F07D10.1 CE07033 rpl-11.2 - - 2 1.6E-03
F09E5.15a CE32361 prdx-2 - - 6 4.9E-03
F09E5.15b CE41559 prdx-2 - - 6 4.8E-03
F10B5.1 CE01543 rpl-10 2 4.3E-03 3 2.3E-03
F10E7.7 CE04362 rpl-33 - - 2 2.6E-03
F11C3.3 CE09349 unc-54 2 4.7E-04 2 1.6E-04
F13B10.2a CE05598 rpl-3 2 2.3E-03 4 1.6E-03
F13B10.2c CE36996 rpl-3 2 2.6E-03 4 1.8E-03
F13B10.2d CE36997 rpl-3 2 3.1E-03 2 1.1E-03
F13D12.4a CE02183 alh-8 - - 5 1.5E-03
F15E11.1 CE16999 - - 3 3.1E-03
F15E11.13 CE25224 - - 2 2.1E-03
F15E11.14 CE16999 - - 3 3.1E-03
F15E11.15a CE35276 - - 1 7.4E-04
F15E11.15b CE33283 - - 1 9.3E-04
F17C11.9a CE05656 - - 1 4.0E-04
F17C11.9b CE32385 - - 1 4.3E-04
F17C11.9c CE39492 - - 1 4.4E-04
F17E9.12 CE03252 his-31 3 1.4E-02 3 4.7E-03
F20B6.2 CE04424 vha-12 - - 4 1.3E-03
F20H11.3 CE09512 mdh-1 - - 3 1.4E-03
F22B3.1 CE03252 his-64 3 1.4E-02 3 4.7E-03
F23B12.5 CE09597 - - 4 1.3E-03
F25B5.4a CE01921 ubq-1 - - 3 5.8E-04
F25B5.4c CE31915 ubq-1 - - 3 9.0E-04
F25H2.10 CE09655 rpa-0 6 8.9E-03 6 3.1E-03
F25H2.11 CE09656 tct-1 - - 6 5.3E-03
F25H2.5 CE09650 - - 4 4.2E-03
F25H5.4 CE15900 eft-2 - - 3 5.7E-04
F26D10.3 CE09682 hsp-1 15 1.1E-02 22 5.5E-03
F27C8.6 CE03271 - - 1 3.8E-04
F27D4.5 CE05736 tag-173 - - 4 1.8E-03
F28C6.3 CE03274 cpf-1 2 2.2E-03 27 1.0E-02
F28C6.6 CE03277 suf-1 5 3.2E-03 12 2.6E-03
F28C6.7a CE03278 rpl-26 4 1.3E-02 6 6.8E-03
F28C6.7b CE20731 rpl-26 4 1.8E-02 6 9.1E-03
F28C6.7c CE32883 rpl-26 4 1.7E-02 6 8.9E-03
F28D1.7 CE05747 rps-23 3 9.8E-03 7 7.9E-03
F29D11.2 CE09790 96 3.9E-02 100 1.4E-02
F31E3.5 CE01270 eft-3 4 4.0E-03 25 8.7E-03
F32A5.1a CE28287 ada-2 - - 1 2.7E-04
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Locus Protein Gene
Spectrum 
Count NSAF
Spectrum 
Count NSAF
Tandem MAP::DPY-27 Purification
Biological Replica 1 Biological Replica 2
F32A5.1b CE37767 ada-2 - - 1 2.8E-04
F33H1.2 CE01568 gpd-4 - - 2 9.4E-04
F35C8.6 CE39098 pfn-2 - - 1 1.2E-03
F35G12.8 CE03287 smc-4 - - 4 4.2E-04
F36A2.6 CE09945 rps-15 2 6.2E-03 2 2.1E-03
F37C12.4 CE30781 rpl-36 4 1.8E-02 - -
F37C12.9 CE00821 rps-14 5 1.5E-02 5 5.3E-03
F39B2.10 CE16015 dnj-12 - - 1 4.0E-04
F39B2.6 CE16012 rps-26 4 1.6E-02 - -
F40A3.6 CE10152 - - 18 1.1E-02
F40F11.1 CE05860 rps-11 - - 1 1.0E-03
F40F8.10 CE05849 rps-9 2 4.9E-03 2 1.7E-03
F42C5.8 CE04561 rps-8 9 2.0E-02 5 3.9E-03
F44E5.4 CE18679 - - 5 1.2E-03
F44E5.5 CE18679 - - 5 1.2E-03
F45F2.3 CE03252 his-5 3 1.4E-02 3 4.7E-03
F46E10.10a CE20820 - - 3 1.4E-03
F46E10.10b CE33096 - - 2 1.2E-03
F46E10.10c CE33097 - - 2 1.8E-03
F46F11.2 CE10598 cey-2 - - 2 1.2E-03
F46F11.5 CE10604 vha-10 - - 1 1.3E-03
F46G10.1a CE41319 - - 6 5.4E-03
F46H5.3a CE37112 - - 4 1.6E-03
F46H5.3b CE33098 - - 4 1.8E-03
F52B5.6 CE05721 rpl-25.2 6 1.9E-02 13 1.4E-02
F52D10.3a CE03389 ftt-2 - - 2 1.3E-03
F52D10.3b CE36489 ftt-2 - - 1 8.1E-04
F53A2.7 CE10878 3 3.5E-03 9 3.7E-03
F53G12.10 CE11024 rpl-7 - - 6 4.0E-03
F54B3.3 CE35878 atad-3 - - 1 2.7E-04
F54C9.1 CE02249 iff-2 - - 1 1.0E-03
F54C9.5 CE02255 rpl-5 3 4.8E-03 6 3.3E-03
F54D5.7 CE03411 - - 2 7.9E-04
F54E12.3 CE03252 his-56 3 1.4E-02 3 4.7E-03
F54E7.2 CE26896 rps-12 2 6.6E-03 10 1.1E-02
F54H12.1a CE25005 aco-2 - - 1 2.1E-04
F54H12.1b CE30144 aco-2 - - 1 2.4E-04
F54H12.1c CE32436 aco-2 - - 1 2.4E-04
F54H12.6 CE00548 - - 1 7.5E-04
F55D10.2 CE02777 rpl-25.1 5 1.6E-02 7 7.7E-03
F55G1.11 CE03252 his-60 3 1.4E-02 3 4.7E-03
F56A8.6 CE16126 cpf-2 - - 10 4.8E-03
F56D12.5a CE11254 vig-1 - - 3 1.3E-03
F56D2.4 CE01332 uev-2 - - 5 3.5E-03
F56E10.4 CE19904 rps-27 - - 4 7.7E-03
F56F3.5 CE00664 rps-1 - - 9 5.6E-03
F56H1.7 CE41412 - - 2 2.0E-03
F58B3.5 CE06007 mrs-1 - - 2 3.5E-04
F58F12.1 CE01976 - - 1 9.9E-04
F59B8.2 CE03436 idh-1 - - 4 1.6E-03
F59D8.1 CE20900 vit-3 - - 6 6.0E-04
F59D8.2 CE26817 vit-4 4 1.2E-03 6 6.0E-04
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Spectrum 
Count NSAF
Spectrum 
Count NSAF
Tandem MAP::DPY-27 Purification
Biological Replica 1 Biological Replica 2
H27A22.1a CE17979 - - 1 4.7E-04
H27A22.1b CE40259 - - 1 4.5E-04
H28O16.1a CE18826 3 2.6E-03 12 3.6E-03
H28O16.1b CE34194 - - 3 3.3E-03
H28O16.1c CE34195 3 2.8E-03 9 2.9E-03
H28O16.1d CE36263 3 2.7E-03 12 3.8E-03
JC8.3a CE17986 rpl-12 2 5.6E-03 6 5.8E-03
JC8.3c CE39743 rpl-12 - - 2 6.4E-03
K01G5.7 CE16197 tbb-1 - - 3 1.1E-03
K01H12.2 CE03454 ant-1.3 - - 4 2.1E-03
K02F2.2 CE17154 ahcy-1 - - 5 1.8E-03
K03A1.6 CE03252 his-38 3 1.4E-02 3 4.7E-03
K04D7.1 CE06090 rack-1 - - 7 3.5E-03
K06C4.10 CE03252 his-18 3 1.4E-02 3 4.7E-03
K06C4.2 CE03252 his-28 3 1.4E-02 3 4.7E-03
K07H8.6a CE28594 vit-6 19 5.4E-03 30 2.9E-03
K07H8.6b CE34921 vit-6 - - 1 8.0E-04
K07H8.6c CE18026 vit-6 19 5.4E-03 30 2.9E-03
K09F5.2 CE04746 vit-1 - - 3 3.0E-04
K10B3.7 CE07370 gpd-3 - - 4 1.9E-03
K10B3.8 CE07371 gpd-2 - - 4 1.9E-03
K12C11.2 CE18056 smo-1 - - 2 3.5E-03
LLC1.3 CE31971 - - 23 7.5E-03
M01F1.2 CE01030 rpl-16 - - 1 8.0E-04
M02D8.1 CE04757 - - 1 8.2E-04
M03F4.2a CE12358 act-4 4 4.9E-03 2 8.6E-04
M03F4.2b CE28620 act-4 4 5.6E-03 2 9.7E-04
M03F4.2c CE37134 act-4 4 5.1E-03 2 8.9E-04
M106.1 CE18083 mix-1 163 6.1E-02 562 7.3E-02
M117.2 CE06200 par-5 2 3.8E-03 1 6.5E-04
R01E6.3a CE29433 cah-4 - - 1 5.7E-04
R01E6.3b CE29434 cah-4 - - 1 6.8E-04
R03G5.1a CE01270 eft-4 4 4.0E-03 25 8.7E-03
R03G5.1c CE33154 eft-4 - - 3 1.8E-03
R03G5.1d CE33155 eft-4 4 4.3E-03 23 8.6E-03
R09B3.3 CE16308 - - 1 1.9E-03
R11A5.4a CE12728 - - 1 2.5E-04
R11A5.4b CE36358 - - 1 2.8E-04
R11A5.4c CE36359 - - 1 2.7E-04
R11A5.4d CE36360 - - 1 2.6E-04
R13A5.8 CE01380 rpl-9 - - 4 3.4E-03
R13G10.1 CE01052 dpy-27 167 5.3E-02 480 5.3E-02
R151.3 CE00744 rpl-6 2 4.3E-03 2 1.5E-03
T01B11.4 CE12898 ant-1.4 - - 4 2.1E-03
T01C3.6 CE12918 rps-16 4 1.3E-02 6 6.7E-03
T01C3.7 CE12920 fib-1 - - 2 9.1E-04
T03F1.3 CE13100 pgk-1 - - 2 7.7E-04
T04A8.9 CE01078 dnj-18 - - 1 6.5E-04
T04C12.4 CE13148 act-3 4 4.9E-03 2 8.6E-04
T04C12.5 CE13150 act-2 4 4.9E-03 2 8.6E-04
T04C12.6 CE13148 act-1 4 4.9E-03 2 8.6E-04
T05C3.5 CE13229 dnj-19 - - 1 3.7E-04
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Spectrum 
Count NSAF
Spectrum 
Count NSAF
Tandem MAP::DPY-27 Purification
Biological Replica 1 Biological Replica 2
T05E11.1 CE06360 rps-5 - - 7 5.4E-03
T05F1.3 CE13265 rps-19 - - 2 2.2E-03
T05G5.10 CE37787 iff-1 - - 1 8.2E-04
T05H4.12 CE13291 atp-4 - - 2 2.5E-03
T07A9.11 CE40119 rps-24 - - 3 3.7E-03
T08B2.10 CE26948 rps-17 3 1.1E-02 5 6.2E-03
T09F3.3 CE02343 gpd-1 - - 2 9.4E-04
T10C6.14 CE03252 his-1 3 1.4E-02 3 4.7E-03
T12G3.1 CE37554 - - 2 4.6E-04
T21B10.2a CE03684 enol-1 - - 5 1.9E-03
T21B10.2b CE32730 enol-1 - - 3 1.4E-03
T21B10.2c CE36954 enol-1 - - 5 1.7E-03
T22B11.5 CE28486 4 1.8E-03 6 9.4E-04
T22F3.4 CE13968 rpl-11.1 - - 2 1.6E-03
T23D8.5 CE03252 his-67 3 1.4E-02 3 4.7E-03
T24B8.1a CE03709 rpl-32 - - 2 2.4E-03
T24B8.1b CE43313 rpl-32 - - 2 4.0E-03
T25C8.2 CE16463 act-5 - - 12 5.1E-03
T26E3.7 CE14196 - - 1 1.5E-03
T27A1.4 CE14211 lgc-34 2 2.4E-03 - -
T27E9.1a CE14263 ant-1.1 2 3.1E-03 8 4.3E-03
T27E9.1b CE33843 ant-1.1 - - 6 7.5E-03
T27E9.1c CE33844 ant-1.1 2 4.5E-03 6 4.7E-03
W02F12.5 CE31083 15 1.5E-02 101 3.5E-02
W09C5.6a CE20168 rpl-31 - - 1 1.3E-03
W09D10.3 CE16564 - - 1 9.3E-04
Y105E8A.16 CE29835 rps-20 - - 5 6.9E-03
Y106G6H.2a CE20412 pab-1 - - 1 2.5E-04
Y106G6H.2c CE36228 pab-1 - - 1 2.7E-04
Y17G7B.5a CE19038 mcm-2 - - 1 1.8E-04
Y17G7B.5b CE36030 mcm-2 - - 1 1.3E-03
Y19D10B.7 CE25224 - - 2 2.1E-03
Y22D7AL.5a CE27244 hsp-60 - - 6 1.7E-03
Y22D7AL.5b CE42184 hsp-60 - - 6 2.5E-03
Y24D9A.4a CE27398 rpl-7A 5 8.8E-03 4 2.4E-03
Y24D9A.4c CE30401 rpl-7A 5 9.5E-03 4 2.6E-03
Y37E3.7 CE26658 rla-1 - - 5 7.2E-03
Y37E3.9 CE26775 phb-1 - - 1 5.8E-04
Y38A10A.5 CE21562 crt-1 - - 3 1.2E-03
Y39A1B.3 CE31734 dpy-28 107 3.3E-02 160 1.7E-02
Y39B6A.14 CE40630 pro-3 - - 1 2.0E-04
Y39B6A.20 CE21681 asp-1 - - 6 2.4E-03
Y39E4A.3a CE33866 3 3.2E-03 5 1.9E-03
Y39E4A.3b CE38987 3 3.2E-03 5 1.9E-03
Y41D4B.5 CE21842 rps-28 - - 2 4.9E-03
Y41E3.10a CE37568 - - 1 6.1E-04
Y43B11AR.4 CE24278 rps-4 4 7.2E-03 10 6.2E-03
Y43F4A.4 CE16625 - - 1 1.5E-03
Y45F10D.12 CE16650 rpl-18 3 7.4E-03 8 6.8E-03
Y48G8AL.8a CE22195 rpl-17 - - 4 3.4E-03
Y48G8AL.8b CE30023 rpl-17 - - 2 2.0E-03
Y57G11C.16 CE14956 rps-18 - - 6 6.3E-03
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Tandem MAP::DPY-27 Purification
Biological Replica 1 Biological Replica 2
Y62E10A.1 CE22694 rla-2 - - 4 5.8E-03
Y65B4BR.5a CE22740 - - 3 2.5E-03
Y65B4BR.5b CE33239 - - 1 8.2E-04
Y69A2AR.18a CE27514 - - 4 2.2E-03
Y69A2AR.18b CE29133 - - 4 2.1E-03
Y69A2AR.18c CE33241 - - 2 1.6E-03
Y71A12B.1 CE24592 rps-6 5 9.5E-03 4 2.6E-03
Y71F9AL.13a CE25552 rpl-1 - - 3 2.2E-03
Y71F9AL.13b CE28379 rpl-1 - - 1 1.0E-03
Y73B3A.18a CE27328 - - 2 1.4E-03
Y73B3A.18b CE31261 - - 2 1.6E-03
Y73B6BL.6a CE29008 sqd-1 - - 1 5.3E-04
Y73B6BL.6b CE38662 sqd-1 - - 1 5.2E-04
Y75B12B.2 CE20371 cyn-7 - - 2 1.9E-03
Y75B12B.5 CE20374 cyn-3 - - 1 9.3E-04
ZC434.2 CE06577 rps-7 - - 10 8.3E-03
ZK1010.1 CE15495 ubq-2 - - 4 5.0E-03
ZK131.1 CE03252 his-26 3 1.4E-02 3 4.7E-03
ZK131.4 CE03252 his-10 3 1.4E-02 3 4.7E-03
ZK131.8 CE03252 his-14 3 1.4E-02 3 4.7E-03
ZK1320.9 CE01707 - - 1 3.4E-04
ZK154.3 CE15257 mec-7 - - 1 3.6E-04
ZK430.3 CE05080 sod-5 - - 1 9.0E-04
ZK652.3 CE00449 tag-277 - - 1 1.7E-03
ZK669.4 CE01115 22 2.3E-02 76 2.7E-02
ZK829.4 CE06652 - - 1 3.0E-04
ZK836.2 CE35706 - - 1 1.8E-04
ZK863.6 CE15445 dpy-30 - - 2 2.6E-03
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B0041.4 CE07669 rpl-4 3 2.52E-03 3 1.11E-03
B0250.1 CE18478 rpl-2 5 5.56E-03 - -
B0336.10 CE00778 rpl-23 3 6.20E-03 6 5.46E-03
B0365.3 CE07721 eat-6 6 1.74E-03 2 2.56E-04
B0403.4 CE03880 tag-320 2 1.32E-03 - -
B0464.1 CE00015 drs-1 2 1.09E-03 3 7.20E-04
C04F12.4 CE19677 rpl-14 4 8.57E-03 3 2.83E-03
C04F6.1 CE03921 vit-5 24 4.33E-03 15 1.19E-03
C05D11.11a CE01130 mel-32 3 1.79E-03 1 2.63E-04
C05D11.11b CE29661 mel-32 3 1.71E-03 1 2.51E-04
C06A1.1 CE02114 cdc-48.1 2 7.15E-04 - -
C06A8.3 CE02454 4 7.66E-03 3 2.53E-03
C07A12.4a CE03972 pdi-2 5 2.93E-03 - -
C07A12.4b CE31878 pdi-2 5 3.31E-03 - -
C07A12.4c CE40737 pdi-2 5 3.90E-03 - -
C08H9.2a CE23530 7 1.66E-03 - -
C09D4.5 CE08034 rpl-19 2 2.92E-03 - -
C14B1.1 CE00897 pdi-1 3 1.79E-03 - -
C14B9.7 CE00078 rpl-21 2 3.59E-03 1 7.92E-04
C15H9.6 CE08177 hsp-3 7 3.06E-03 10 1.93E-03
C16A3.9 CE04009 rps-13 3 5.75E-03 - -
C17H12.14 CE19362 vha-8 3 3.84E-03 - -
C18F3.2b CE38779 sax-7 5 1.09E-03 10 9.60E-04
C18F3.2c CE38935 sax-7 5 1.09E-03 10 9.58E-04
C23G10.3 CE01810 rps-3 9 1.05E-02 14 7.23E-03
C23G10.4a CE40437 rpn-2 2 6.64E-04 1 1.46E-04
C23G10.4b CE31311 rpn-2 2 6.00E-04 1 1.32E-04
C25F6.3 CE38489 dpyd-1 2 5.46E-04 - -
C25G4.5 CE08398 dpy-26 110 2.52E-02 700 7.07E-02
C27A2.2a CE04102 rpl-22 7 1.56E-02 2 1.96E-03
C30G12.6a CE29205 2 5.26E-04 5 5.80E-04
C30G12.6b CE29206 2 5.27E-04 5 5.81E-04
C32E8.2a CE08526 rpl-13 4 5.59E-03 - -
C34E10.6 CE29950 atp-2 3 1.61E-03 9 2.13E-03
C36E8.5 CE00913 tbb-2 3 1.93E-03 8 2.27E-03
C37A2.7 CE30433 8 2.16E-02 3 3.57E-03
C37E2.1 CE08620 2 1.53E-03 - -
C41C4.8 CE05402 cdc-48.2 2 7.14E-04 - -
C42C1.14 CE26911 rpl-34 2 5.26E-03 1 1.16E-03
C44E4.4 CE08718 2 1.46E-03 - -
C47E8.5 CE05441 daf-21 7 2.88E-03 10 1.82E-03
C49H3.11 CE04237 rps-2 5 5.32E-03 5 2.34E-03
C56C10.8 CE02573 icd-1 3 5.39E-03 - -
D1007.12 CE09047 rpl-24.1 2 3.64E-03 - -
D2085.1 CE41886 pyr-1 2 2.63E-04 4 2.32E-04
D2096.8 CE04306 2 1.83E-03 8 3.23E-03
E04A4.8 CE21392 rpl-20 5 8.04E-03 4 2.83E-03
F01F1.12a CE01225 2 1.58E-03 6 2.09E-03
F01F1.12b CE30646 2 2.23E-03 5 2.46E-03
F01G10.1 CE09163 2 9.36E-04 - -
F01G4.6a CE09162 5 4.25E-03 3 1.13E-03
F01G4.6b CE40325 5 3.74E-03 3 9.88E-04
Tandem DPY-26::MAP Purification
Biological Replica 1 Biological Replica 2
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F02A9.2 CE00133 far-1 4 6.36E-03 - -
F02A9.3 CE00134 far-2 3 4.77E-03 3 2.10E-03
F02E8.1 CE07016 asb-2 3 2.85E-03 - -
F09E5.15a CE32361 prdx-2 2 2.97E-03 - -
F09E5.15b CE41559 prdx-2 2 2.91E-03 - -
F10B5.1 CE01543 rpl-10 3 4.06E-03 3 1.79E-03
F10G7.2 CE02626 tsn-1 6 1.90E-03 3 4.19E-04
F11C3.3 CE09349 unc-54 6 8.84E-04 29 1.88E-03
F13B10.2a CE05598 rpl-3 7 5.05E-03 3 9.54E-04
F13B10.2c CE36996 rpl-3 7 5.74E-03 2 7.22E-04
F13B10.2d CE36997 rpl-3 7 6.68E-03 1 4.21E-04
F13D12.4a CE02183 alh-8 5 2.77E-03 4 9.75E-04
F15E11.1 CE16999 2 3.76E-03 - -
F15E11.13 CE25224 3 5.75E-03 - -
F15E11.14 CE16999 2 3.76E-03 - -
F17C11.9a CE05656 2 1.45E-03 2 6.41E-04
F17C11.9b CE32385 2 1.55E-03 2 6.84E-04
F17C11.9c CE39492 2 1.59E-03 2 6.99E-04
F20D12.1a CE04431 csr-1 2 5.62E-04 - -
F20D12.1b CE39920 csr-1 2 6.67E-04 - -
F21F8.7 CE09542 asp-6 3 2.23E-03 - -
F25H2.10 CE09655 rpa-0 9 8.35E-03 4 1.63E-03
F25H2.11 CE09656 tct-1 10 1.60E-02 - -
F25H5.4 CE15900 eft-2 8 2.72E-03 6 8.98E-04
F26D10.3 CE09682 hsp-1 23 1.04E-02 28 5.58E-03
F27C1.7a CE09719 atp-3 2 2.80E-03 - -
F27C1.7b CE36139 atp-3 2 2.54E-03 - -
F28C6.3 CE03274 cpf-1 7 4.71E-03 19 5.63E-03
F28C6.6 CE03277 suf-1 16 6.30E-03 16 2.78E-03
F28C6.7a CE03278 rpl-26 5 1.02E-02 - -
F28C6.7b CE20731 rpl-26 5 1.36E-02 - -
F28C6.7c CE32883 rpl-26 5 1.33E-02 - -
F28H1.2 CE09767 cpn-3 3 6.11E-03 - -
F29D11.2 CE09790 74 1.86E-02 555 6.14E-02
F31E3.5 CE01270 eft-3 7 4.37E-03 12 3.30E-03
F33H1.2 CE01568 gpd-4 3 2.55E-03 - -
F35G12.8 CE03287 smc-4 88 1.64E-02 154 1.27E-02
F37C12.4 CE30781 rpl-36 7 1.95E-02 4 4.90E-03
F37C12.9 CE00821 rps-14 3 5.71E-03 3 2.52E-03
F39C12.1 CE10092 5 2.83E-04 10 2.50E-04
F40A3.6 CE10152 3 3.36E-03 11 5.44E-03
F40F8.10 CE05849 rps-9 4 6.12E-03 4 2.70E-03
F42C5.8 CE04561 rps-8 5 6.95E-03 4 2.45E-03
F46F11.2 CE10598 cey-2 5 5.42E-03 2 9.55E-04
F46G10.1a CE41319 5 8.13E-03 4 2.87E-03
F46H5.3a CE37112 5 3.65E-03 - -
F46H5.3b CE33098 5 4.03E-03 - -
F52B5.6 CE05721 rpl-25.2 4 7.93E-03 1 8.73E-04
F52D10.3a CE03389 ftt-2 7 8.17E-03 2 1.03E-03
F52D10.3b CE36489 ftt-2 7 1.02E-02 - -
F53A2.7 CE10878 2 1.47E-03 4 1.29E-03
F53G12.10 CE11024 rpl-7 5 5.93E-03 2 1.05E-03
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F54C9.5 CE02255 rpl-5 7 6.91E-03 1 4.35E-04
F54E7.2 CE26896 rps-12 3 6.20E-03 3 2.73E-03
F54H12.1a CE25005 aco-2 4 1.49E-03 - -
F54H12.1b CE30144 aco-2 4 1.74E-03 - -
F55D10.2 CE02777 rpl-25.1 2 3.94E-03 2 1.73E-03
F56A8.6 CE16126 cpf-2 4 3.44E-03 5 1.90E-03
F56D2.1 CE11226 ucr-1 4 2.46E-03 - -
F56D2.4 CE01332 uev-2 2 2.52E-03 2 1.11E-03
F56F3.5 CE00664 rps-1 3 3.38E-03 2 9.92E-04
F59A2.1a CE17939 npp-9 2 6.73E-04 - -
F59A2.1b CE33525 npp-9 2 6.55E-04 - -
F59B8.2 CE03436 idh-1 2 1.40E-03 - -
F59D8.1 CE20900 vit-3 23 4.15E-03 21 1.67E-03
F59D8.2 CE26817 vit-4 28 5.05E-03 21 1.67E-03
H06O01.1 CE11570 pdi-3 2 1.19E-03 - -
H28O16.1a CE18826 6 3.23E-03 5 1.18E-03
H28O16.1c CE34195 6 3.45E-03 4 1.01E-03
H28O16.1d CE36263 6 3.40E-03 5 1.25E-03
K01G5.4 CE16194 ran-1 3 4.04E-03 - -
K01G5.7 CE16197 tbb-1 4 2.58E-03 8 2.27E-03
K02F2.2 CE17154 3 1.99E-03 2 5.84E-04
K04D7.1 CE06090 rack-1 2 1.78E-03 3 1.18E-03
K07A3.1 CE21023 fbp-1 2 1.70E-03 - -
K07H8.6a CE28594 vit-6 40 7.01E-03 19 1.47E-03
K07H8.6c CE18026 vit-6 40 7.01E-03 19 1.47E-03
K08H10.1 CE18875 lea-1 2 7.89E-04 - -
K09F5.2 CE04746 vit-1 20 3.58E-03 19 1.50E-03
K10B3.10 CE07373 spc-1 3 3.58E-04 - -
K10B3.7 CE07370 gpd-3 5 4.24E-03 2 7.48E-04
K10B3.8 CE07371 gpd-2 5 4.24E-03 2 7.48E-04
M01E11.5 CE12296 cey-3 2 2.18E-03 3 1.44E-03
M03A8.1 CE04770 dhs-28 2 1.33E-03 - -
M03F4.2c CE37134 act-4 11 8.79E-03 15 5.28E-03
M03F4.7a CE12368 calu-1 2 1.84E-03 - -
M106.1 CE18083 mix-1 157 3.65E-02 460 4.71E-02
M117.2 CE06200 par-5 5 5.83E-03 3 1.54E-03
R01E6.3a CE29433 cah-4 2 2.07E-03 10 4.55E-03
R01E6.3b CE29434 cah-4 2 2.46E-03 10 5.43E-03
R02D3.1 CE18095 2 6.20E-04 - -
R03G5.1a CE01270 eft-4 7 4.37E-03 12 3.30E-03
R03G5.1d CE33155 eft-4 7 4.72E-03 10 2.97E-03
R11A5.4a CE12728 2 8.85E-04 - -
R11A5.4c CE36359 2 9.86E-04 - -
R11A5.4d CE36360 2 9.36E-04 - -
R11D1.8 CE06313 rpl-28 3 6.89E-03 3 3.04E-03
R13A5.8 CE01380 rpl-9 3 4.59E-03 - -
R13G10.1 CE01052 dpy-27 119 2.34E-02 697 6.05E-02
R151.3 CE00744 rpl-6 5 6.67E-03 3 1.76E-03
T01C3.6 CE12918 rps-16 2 4.02E-03 2 1.77E-03
T03E6.7 CE16333 cpl-1 5 4.29E-03 - -
T03F1.3 CE13100 pgk-1 2 1.39E-03 - -
T05F1.3 CE13265 rps-19 5 9.91E-03 - -
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T05G5.6 CE00318 ech-6 5 5.02E-03 2 8.85E-04
T05H4.12 CE13291 atp-4 2 4.49E-03 - -
T08B2.7a CE13431 5 1.85E-03 1 1.63E-04
T08B2.7b CE26950 5 1.92E-03 1 1.69E-04
T09F3.3 CE02343 gpd-1 3 2.55E-03 - -
T14F9.1 CE07497 vha-15 2 1.23E-03 - -
T20G5.1 CE00480 chc-1 2 3.44E-04 12 9.10E-04
T20G5.2 CE00513 cts-1 2 1.24E-03 - -
T21B10.2a CE03684 enol-1 4 2.67E-03 11 3.23E-03
T21B10.2c CE36954 enol-1 4 2.49E-03 11 3.02E-03
T22B11.5 CE28486 3 8.43E-04 7 8.67E-04
T22E5.5 CE04994 mup-2 2 1.43E-03 - -
T24B8.1 CE03709 rpl-32 2 4.32E-03 - -
T25C8.2 CE16463 act-5 2 1.54E-03 6 2.04E-03
T27E9.1a CE14263 ant-1.1 7 6.75E-03 17 7.23E-03
T27E9.7 CE18971 abcf-2 4 1.86E-03 6 1.23E-03
VC5.3a CE21224 npa-1 4 8.04E-04 - -
W02D3.5 CE14426 lbp-6 2 4.29E-03 - -
W02F12.5 CE31083 14 8.75E-03 42 1.16E-02
W05G11.6a CE19610 2 8.89E-04 - -
W05G11.6b CE14634 2 1.07E-03 - -
W06H8.8d CE36724 ttn-1 2 5.47E-05 - -
W06H8.8e CE36725 ttn-1 2 3.12E-05 - -
W06H8.8f CE36726 ttn-1 2 3.12E-05 - -
W06H8.8g CE36727 ttn-1 2 3.12E-05 - -
Y105E8B.1a CE28782 lev-11 2 2.04E-03 - -
Y105E8B.1b CE36223 lev-11 2 3.00E-03 - -
Y105E8B.1c CE29059 lev-11 2 2.26E-03 - -
Y105E8B.1d CE29060 lev-11 2 2.04E-03 - -
Y105E8B.1e CE31733 lev-11 2 2.26E-03 - -
Y106G6H.2a CE20412 pab-1 4 1.79E-03 2 3.95E-04
Y106G6H.2b CE36227 pab-1 4 1.98E-03 - -
Y106G6H.2c CE36228 pab-1 4 1.97E-03 2 4.35E-04
Y18D10A.19 CE21417 fkb-2 2 5.36E-03 - -
Y19D10B.7 CE25224 3 5.75E-03 - -
Y22D7AL.10 CE27242 3 8.04E-03 - -
Y22D7AL.5a CE27244 hsp-60 5 2.55E-03 6 1.35E-03
Y24D9A.4a CE27398 rpl-7A 3 3.28E-03 1 4.81E-04
Y24D9A.4c CE30401 rpl-7A 3 3.54E-03 1 5.20E-04
Y38H6C.1 CE19095 dct-16 6 1.93E-02 1 1.42E-03
Y39A1B.3 CE31734 dpy-28 97 1.87E-02 621 5.28E-02
Y39E4A.3a CE33866 4 2.69E-03 1 2.96E-04
Y39E4A.3b CE38987 4 2.68E-03 1 2.95E-04
Y43B11AR.4 CE24278 rps-4 5 5.59E-03 2 9.85E-04
Y45F10D.12 CE16650 rpl-18 4 6.16E-03 2 1.36E-03
Y49A3A.2 CE22210 vha-13 3 1.43E-03 3 6.31E-04
Y59A8A.3 CE26201 2 8.56E-04 - -
Y62E10A.1 CE22694 rla-2 7 1.84E-02 1 1.16E-03
Y65B4BR.5a CE22740 5 7.42E-03 3 1.96E-03
Y71A12B.1 CE24592 rps-6 6 7.06E-03 3 1.55E-03
Y71F9AL.13a CE25552 rpl-1 2 2.68E-03 5 2.95E-03
Y71F9AL.13b CE28379 rpl-1 2 3.73E-03 2 1.65E-03
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Y71F9AL.9 CE22858 2 1.84E-03 - -
Y71H2AM.23 CE27322 tufm-1 2 1.17E-03 - -
Y75B12B.2 CE20371 cyn-7 2 3.38E-03 - -
Y80D3A.1 CE35140 wrs-1 2 1.39E-03 - -
ZK455.1 CE03812 aco-1 3 9.79E-04 - -
ZK652.4 CE00450 rpl-35 7 1.65E-02 - -
ZK669.4 CE01115 18 1.16E-02 75 2.13E-02
ZK829.4 CE06652 5 2.70E-03 2 4.76E-04
B0001.7 CE05145 - - 1 1.74E-04
B0035.7 CE04501 his-47 - - 1 1.00E-03
B0035.8 CE05165 his-48 - - 1 1.04E-03
B0035.9 CE03252 his-46 - - 5 6.19E-03
B0205.7 CE17321 kin-3 - - 4 1.42E-03
B0272.1 CE00850 tbb-4 - - 1 2.87E-04
B0336.2 CE00696 arf-1.2 - - 1 7.04E-04
B0350.2a CE06702 unc-44 - - 8 5.00E-04
B0350.2c CE06704 unc-44 - - 4 2.73E-04
B0350.2e CE31147 unc-44 - - 4 2.77E-04
B0350.2f CE31847 unc-44 - - 4 7.29E-05
B0350.2g CE35821 unc-44 - - 3 3.81E-04
C01G8.5a CE07805 erm-1 - - 1 2.26E-04
C01G8.5b CE07806 erm-1 - - 1 2.26E-04
C02E11.1a CE28528 nra-4 - - 2 2.27E-04
C02E11.1b CE32040 nra-4 - - 2 2.27E-04
C07A9.7a CE00498 set-3 - - 10 2.74E-03
C07A9.7b CE31769 set-3 - - 8 2.23E-03
C08B11.3 CE01473 - - 1 1.02E-04
C09D1.1a CE30426 unc-89 - - 2 3.85E-05
C09D1.1b CE34251 unc-89 - - 2 3.16E-05
C09D1.1e CE37702 unc-89 - - 2 4.26E-05
C09D1.1f CE37703 unc-89 - - 2 3.43E-05
C09D1.1g CE37704 unc-89 - - 2 3.58E-05
C12C8.1 CE08110 hsp-70 - - 7 1.39E-03
C12D8.11 CE15613 rop-1 - - 1 1.98E-04
C13B9.3 CE01778 - - 2 4.95E-04
C13G3.3a CE05279 pptr-2 - - 3 6.87E-04
C13G3.3b CE20505 pptr-2 - - 3 6.82E-04
C13G3.3c CE41982 pptr-2 - - 3 6.30E-04
C16H3.2 CE08236 lec-9 - - 1 9.11E-04
C18A11.7a CE27706 dim-1 - - 4 7.97E-04
C18A11.7b CE04038 dim-1 - - 4 1.57E-03
C18F3.2a CE37202 sax-7 - - 10 1.11E-03
C18F3.2d CE38936 sax-7 - - 10 1.11E-03
C27A2.2b CE29188 rpl-22 - - 1 2.41E-03
C27D11.1 CE00543 egl-45 - - 1 1.18E-04
C30H6.7a CE15651 - - 2 7.57E-04
C36B1.8a CE34472 - - 2 2.43E-04
C36B1.8b CE34473 - - 2 2.42E-04
C36B1.8c CE43936 - - 2 2.53E-04
C36E6.3 CE34269 mlc-1 - - 1 7.50E-04
C36E6.5 CE20542 mlc-2 - - 2 1.50E-03
C42D8.2a CE06950 vit-2 - - 24 1.90E-03
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C42D8.2b CE41109 vit-2 - - 24 1.96E-03
C44B11.3 CE24843 mec-12 - - 3 8.50E-04
C44B7.10 CE32326 - - 4 1.08E-03
C44E4.6 CE08720 acbp-1 - - 2 2.97E-03
C47B2.3 CE17563 tba-2 - - 8 2.28E-03
C50F4.13 CE05477 his-35 - - 1 1.00E-03
C50F4.5 CE05470 his-41 - - 1 1.04E-03
C50F4.7 CE03252 his-37 - - 5 6.19E-03
C53H9.1 CE19381 rpl-27 - - 1 9.38E-04
C54C6.2 CE33770 ben-1 - - 2 5.74E-04
C54G4.9 CE05515 - - 10 2.75E-03
D1007.6 CE09041 rps-10 - - 1 8.56E-04
F07B7.10 CE04501 his-51 - - 1 1.00E-03
F07B7.11 CE26800 his-54 - - 1 9.04E-04
F07B7.3 CE04501 his-53 - - 1 1.00E-03
F07B7.4 CE26800 his-52 - - 1 9.04E-04
F07B7.9 CE03252 his-50 - - 5 6.19E-03
F07D10.1 CE07033 rpl-11.2 - - 3 1.95E-03
F08B6.4a CE20658 unc-87 - - 6 1.35E-03
F08B6.4b CE27922 unc-87 - - 7 2.39E-03
F08B6.4c CE36924 unc-87 - - 6 1.41E-03
F08G2.1 CE07075 his-44 - - 1 1.05E-03
F08G2.2 CE04501 his-43 - - 1 1.00E-03
F09F7.2a CE01236 mlc-3 - - 2 1.67E-03
F09F7.2b CE30652 mlc-3 - - 1 1.42E-03
F10E9.8 CE29756 sas-4 - - 1 1.58E-04
F13D12.4b CE36262 alh-8 - - 1 1.13E-03
F16D3.1 CE09434 tba-5 - - 1 2.85E-04
F17E9.12 CE03252 his-31 - - 5 6.19E-03
F17E9.13 CE04501 his-33 - - 1 1.00E-03
F17E9.9 CE07075 his-34 - - 1 1.05E-03
F18C12.3 CE15869 - - 3 7.02E-04
F18H3.3a CE02193 pab-2 - - 1 1.84E-04
F18H3.3b CE03230 pab-2 - - 1 2.25E-04
F20H11.3 CE09512 mdh-1 - - 1 3.74E-04
F22B3.1 CE03252 his-64 - - 5 6.19E-03
F22D3.2a CE44003 - - 2 3.53E-04
F22D3.2b CE43954 - - 2 4.00E-04
F22D3.2c CE37762 - - 2 8.56E-04
F23B12.5 CE09597 - - 2 5.03E-04
F23F1.8a CE29280 rpt-4 - - 2 6.28E-04
F23F1.8b CE09608 rpt-4 - - 2 6.41E-04
F23F12.6 CE01253 rpt-3 - - 1 3.08E-04
F25B5.4a CE01921 ubq-1 - - 1 1.52E-04
F25B5.4c CE31915 ubq-1 - - 1 2.37E-04
F26B1.3 CE09675 ima-2 - - 1 2.40E-04
F26E4.8 CE09692 tba-1 - - 7 1.99E-03
F26F4.10a CE29495 rrt-1 - - 2 3.58E-04
F26F4.10b CE37225 rrt-1 - - 2 3.69E-04
F26G5.9 CE09704 tam-1 - - 1 1.35E-04
F27D4.5 CE05736 tag-173 - - 3 1.05E-03
F28B3.7a CE42002 him-1 - - 1 1.01E-04
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F31D4.3 CE15929 fkb-6 - - 2 5.92E-04
F32H2.5 CE42777 fasn-1 - - 1 4.88E-05
F32H2.9 CE34484 tba-6 - - 1 2.75E-04
F35H10.1 CE04501 his-30 - - 1 1.00E-03
F35H10.11 CE07075 his-29 - - 1 1.05E-03
F36A2.6 CE09945 rps-15 - - 4 3.38E-03
F38H4.9 CE10074 let-92 - - 3 1.20E-03
F40F4.5 CE30131 tba-9 - - 1 2.80E-04
F41C3.5 CE02733 - - 1 2.72E-04
F41G3.3 CE01287 - - 1 2.21E-04
F43D9.4 CE00994 sip-1 - - 8 6.42E-03
F43E2.8 CE07244 hsp-4 - - 4 7.76E-04
F43G9.1 CE34018 - - 2 7.12E-04
F44E5.4 CE18679 - - 7 1.38E-03
F44E5.5 CE18679 - - 7 1.38E-03
F44F4.11 CE18680 tba-4 - - 6 1.71E-03
F45F2.12 CE10538 his-8 - - 1 1.04E-03
F45F2.3 CE03252 his-5 - - 5 6.19E-03
F45F2.4 CE04501 his-7 - - 1 1.00E-03
F46F2.2a CE38356 kin-20 - - 1 2.66E-04
F46F2.2b CE39502 kin-20 - - 1 3.51E-04
F46F2.2c CE38358 kin-20 - - 1 2.57E-04
F46F2.2d CE38359 kin-20 - - 1 2.66E-04
F46G10.7a CE02243 sir-2.2 - - 2 8.89E-04
F46G10.7b CE35540 sir-2.2 - - 3 1.32E-03
F46G10.7c CE44321 sir-2.2 - - 3 1.30E-03
F47B10.1 CE03351 - - 4 1.17E-03
F47D12.9a CE01952 - - 1 2.34E-04
F47D12.9b CE32425 - - 1 3.09E-04
F52B10.1 CE31177 nmy-1 - - 1 6.50E-05
F52E1.7a CE04635 hsp-17 - - 1 8.56E-04
F52E1.7b CE35323 hsp-17 - - 1 8.62E-04
F52G2.2a CE40653 rsd-2 - - 1 9.67E-05
F52G2.2b CE39737 rsd-2 - - 1 1.13E-04
F52H3.7a CE32894 lec-2 - - 1 1.02E-04
F52H3.7b CE29330 lec-2 - - 1 4.59E-04
F53F10.3 CE28447 - - 1 9.59E-04
F54B3.1a CE43308 - - 4 1.43E-04
F54B3.1b CE43180 - - 4 1.43E-04
F54B3.3 CE35878 atad-3 - - 1 2.14E-04
F54C9.1 CE02249 iff-2 - - 1 7.92E-04
F54D5.7 CE03411 - - 6 1.87E-03
F54E12.3 CE03252 his-56 - - 5 6.19E-03
F54E12.4 CE05165 his-58 - - 1 1.04E-03
F54E12.5 CE04501 his-57 - - 1 1.00E-03
F54E2.3a CE30078 ketn-1 - - 1 2.84E-05
F54E2.3b CE28729 ketn-1 - - 1 3.03E-05
F54E2.3c CE30807 ketn-1 - - 1 2.87E-05
F54E2.3d CE30808 ketn-1 - - 1 2.92E-05
F54H12.6 CE00548 - - 3 1.80E-03
F55G1.10 CE04501 his-61 - - 1 1.00E-03
F55G1.11 CE03252 his-60 - - 5 6.19E-03
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Biological Replica 1 Biological Replica 2
F55G1.3 CE05165 his-62 - - 1 1.04E-03
F56C9.1 CE01319 gsp-2 - - 2 7.66E-04
F57F10.1a CE28476 abts-3 - - 1 1.33E-04
F57F10.1b CE31811 abts-3 - - 1 1.60E-04
F57F10.1c CE38965 abts-3 - - 1 1.43E-04
F57H12.1 CE17122 arf-3 - - 1 7.08E-04
F58D5.1a CE36388 hrp-2 - - 1 2.09E-04
F58E10.3a CE18785 - - 1 2.27E-04
H02I12.6 CE05165 his-66 - - 1 1.04E-03
H02I12.7 CE04501 his-65 - - 1 1.00E-03
H19N07.2a CE16182 math-33 - - 1 1.13E-04
H19N07.2b CE16183 math-33 - - 1 1.13E-04
H19N07.2c CE36180 math-33 - - 1 1.12E-04
H27A22.1a CE17979 - - 16 5.97E-03
H27A22.1b CE40259 - - 16 5.73E-03
JC8.3a CE17986 rpl-12 - - 3 2.32E-03
K01D12.1 CE06040 - - 1 4.06E-04
K01H12.2 CE03454 ant-1.3 - - 13 5.30E-03
K03A1.6 CE03252 his-38 - - 5 6.19E-03
K04G2.1 CE16227 iftb-1 - - 1 5.10E-04
K06C4.10 CE03252 his-18 - - 5 6.19E-03
K06C4.11 CE04501 his-19 - - 1 1.00E-03
K06C4.12 CE10538 his-22 - - 1 1.04E-03
K06C4.2 CE03252 his-28 - - 5 6.19E-03
K06C4.3 CE04501 his-21 - - 1 1.00E-03
K06C4.4 CE10538 his-20 - - 1 1.04E-03
K07H8.10 CE18030 - - 1 1.60E-04
K07H8.6b CE34921 vit-6 - - 1 6.34E-04
K08F4.2 CE37535 - - 1 2.70E-04
K08F4.3 CE06151 - - 1 7.01E-04
K11C4.3a CE28604 unc-70 - - 1 5.65E-05
K11C4.3b CE30159 unc-70 - - 1 5.54E-05
K11H12.2 CE12148 rpl-15 - - 2 1.25E-03
K11H3.3 CE00474 - - 2 8.17E-04
K12C11.2 CE18056 smo-1 - - 1 1.40E-03
K12D12.1 CE06184 top-2 - - 5 4.19E-04
K12F2.1 CE34936 myo-3 - - 5 3.24E-04
K12G11.3 CE12212 sodh-1 - - 1 3.65E-04
LLC1.3 CE31971 - - 19 4.89E-03
M01F1.2 CE01030 rpl-16 - - 3 1.89E-03
M03F4.2a CE12358 act-4 - - 15 5.09E-03
M03F4.2b CE28620 act-4 - - 14 5.38E-03
M18.7a CE06198 aly-3 - - 1 5.31E-04
M88.5a CE33678 - - 1 1.54E-04
M88.5b CE37033 - - 1 1.81E-04
MAP_TAG_SEQ MAP sequence - - 142 5.77E-02
R03G5.1b CE33153 eft-4 - - 2 3.31E-03
R03G5.1c CE33154 eft-4 - - 4 1.91E-03
R03G5.2 CE31210 sek-1 - - 3 1.14E-03
R05G6.7 CE29443 - - 4 1.80E-03
R06A4.4a CE18111 imb-2 - - 1 1.44E-04
R06C7.10 CE06253 let-75 - - 5 3.29E-04
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R07B1.10 CE26721 lec-8 - - 1 7.08E-04
R08C7.3 CE07426 htz-1 - - 1 9.11E-04
R12E2.3 CE18135 rpn-8 - - 1 3.52E-04
R13H4.2a CE21124 - - 1 5.67E-04
T01B11.4 CE12898 ant-1.4 - - 13 5.30E-03
T01C3.7 CE12920 fib-1 - - 1 3.62E-04
T01G9.6a CE18168 kin-10 - - 4 2.18E-03
T01G9.6b CE06343 kin-10 - - 4 2.17E-03
T04C12.4 CE13148 act-3 - - 15 5.09E-03
T04C12.5 CE13150 act-2 - - 14 4.75E-03
T04C12.6 CE13148 act-1 - - 15 5.09E-03
T05C12.7 CE02319 cct-1 - - 3 6.97E-04
T05E11.1 CE06360 rps-5 - - 3 1.82E-03
T05F1.1a CE13267 nra-2 - - 5 1.14E-03
T05F1.1b CE41012 nra-2 - - 5 1.13E-03
T05G5.10 CE37787 iff-1 - - 1 6.54E-04
T05G5.3 CE00315 cdk-1 - - 1 3.84E-04
T07A9.11 CE40119 rps-24 - - 4 3.89E-03
T08B2.10 CE26948 rps-17 - - 2 1.96E-03
T08B2.7c CE30299 - - 1 1.83E-04
T08G11.1a CE13443 - - 1 3.97E-05
T08G11.1b CE30353 - - 1 4.00E-05
T08G2.3 CE07473 acdh-10 - - 1 3.06E-04
T09B4.9 CE13473 - - 1 3.00E-04
T10B10.2 CE23962 ucr-2.2 - - 1 3.02E-04
T10C6.11 CE16386 his-4 - - 1 9.04E-04
T10C6.12 CE04501 his-3 - - 1 1.00E-03
T10C6.14 CE03252 his-1 - - 5 6.19E-03
T10F2.4 CE38104 - - 2 5.18E-04
T18D3.4 CE31619 myo-2 - - 4 2.62E-04
T19B4.5 CE13744 - - 2 6.38E-04
T19H5.4a CE01675 - - 1 4.07E-04
T21B10.2b CE32730 enol-1 - - 9 3.41E-03
T21E12.4 CE23997 dhc-1 - - 2 5.58E-05
T21F4.1 CE33700 - - 2 7.80E-04
T22F3.4 CE13968 rpl-11.1 - - 2 1.30E-03
T23D8.5 CE03252 his-67 - - 5 6.19E-03
T23D8.6 CE04501 his-68 - - 1 1.00E-03
T24H7.1 CE40718 phb-2 - - 1 4.34E-04
T25C12.3 CE40820 - - 2 1.21E-04
T25G12.5 CE18284 acdh-7 - - 1 3.09E-04
T25G12.7 CE37275 dhs-30 - - 1 4.10E-04
T27E9.1b CE33843 ant-1.1 - - 9 8.97E-03
T27E9.1c CE33844 ant-1.1 - - 11 6.78E-03
T28D6.2 CE16521 tba-7 - - 4 1.15E-03
T28D9.10 CE02065 snr-3 - - 1 1.01E-03
T28F12.2a CE21219 unc-62 - - 1 2.26E-04
T28F12.2b CE21220 unc-62 - - 1 2.42E-04
T28F12.2c CE31073 unc-62 - - 1 8.33E-04
T28F12.2d CE31074 unc-62 - - 1 1.15E-03
T28F12.2e CE33584 unc-62 - - 1 2.44E-04
T28F12.2f CE33585 unc-62 - - 1 2.28E-04
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T28F12.2g CE37795 unc-62 - - 1 2.60E-04
W01B11.3 CE18307 nol-5 - - 1 2.62E-04
W02D3.6 CE14428 ant-1.2 - - 1 4.25E-04
W02H5.8 CE21240 - - 2 4.41E-04
W07E6.1 CE28259 nol-1 - - 1 1.92E-04
W08E3.3 CE14708 tag-210 - - 1 3.23E-04
W10D9.5 CE14794 - - 2 2.34E-03
Y102A5A.1 CE20378 cand-1 - - 2 2.00E-04
Y105E8A.17a CE29836 ekl-4 - - 2 5.25E-04
Y105E8A.17b CE41712 ekl-4 - - 2 5.23E-04
Y106G6H.3 CE20413 rpl-30 - - 2 2.26E-03
Y17G7B.7 CE19040 tpi-1 - - 1 5.16E-04
Y18D10A.17 CE21413 car-1 - - 2 7.50E-04
Y22D7AL.5b CE42184 hsp-60 - - 3 1.00E-03
Y24D9A.2 CE33849 set-21 - - 1 2.24E-04
Y24D9A.8a CE28974 - - 1 4.00E-04
Y25C1A.5 CE21472 - - 3 3.94E-04
Y32H12A.8 CE42033 - - 3 9.94E-05
Y37A1B.1a CE19070 lst-3 - - 1 1.04E-04
Y37B11A.3 CE33942 - - 1 3.76E-04
Y37E3.17a CE30219 - - 3 4.61E-04
Y37E3.17b CE37062 - - 3 4.57E-04
Y37E3.7 CE26658 rla-1 - - 3 3.45E-03
Y39A1C.3 CE19148 cey-4 - - 1 4.34E-04
Y39B6A.14 CE40630 pro-3 - - 1 1.59E-04
Y39G10AR.14 CE21767 mcm-4 - - 1 1.55E-04
Y41D4B.5 CE21842 rps-28 - - 1 1.96E-03
Y41E3.10a CE37568 - - 3 1.45E-03
Y43F4B.4 CE16629 npp-18 - - 1 3.51E-04
Y47D3A.16 CE22045 rsks-1 - - 1 2.20E-04
Y48B6A.2 CE22117 rpl-43 - - 1 1.40E-03
Y48G1A.5 CE27001 xpo-2 - - 1 1.36E-04
Y48G8AL.6 CE28367 smg-2 - - 5 5.96E-04
Y48G8AL.8a CE22195 rpl-17 - - 1 6.82E-04
Y54E10A.9a CE24451 vbh-1 - - 1 1.99E-04
Y54E10A.9b CE28369 vbh-1 - - 1 1.98E-04
Y54E10A.9c CE37437 vbh-1 - - 1 1.93E-04
Y57G11C.16 CE14956 rps-18 - - 4 3.31E-03
Y60A3A.10 CE38457 dhs-24 - - 1 3.32E-04
Y65B4BR.5b CE33239 - - 2 1.29E-03
Y69A2AR.18a CE27514 - - 2 8.53E-04
Y69A2AR.18b CE29133 - - 2 8.15E-04
Y69A2AR.18c CE33241 - - 1 6.38E-04
Y71F9AL.17 CE29136 - - 2 2.07E-04
Y71G10AL.1a CE40883 - - 1 1.89E-04
Y71G10AL.1b CE40884 - - 1 1.88E-04
Y71H2AM.19 CE38657 laf-1 - - 3 5.95E-04
Y76B12C.1 CE25605 - - 1 1.53E-04
Y87G2A.5 CE24685 vrs-2 - - 3 3.64E-04
Y95B8A.10a CE23151 pde-6 - - 2 3.36E-04
Y95B8A.10b CE41085 pde-6 - - 2 3.66E-04
ZC434.2 CE06577 rps-7 - - 3 1.97E-03
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ZC434.5 CE06580 ers-2 - - 1 1.11E-04
ZC84.1 CE43479 - - 1 8.17E-05
ZK1010.1 CE15495 ubq-2 - - 1 9.96E-04
ZK1058.4 CE01104 ccdc-47 - - 1 2.88E-04
ZK1127.7 CE42594 cin-4 - - 2 3.03E-04
ZK131.1 CE03252 his-26 - - 5 6.19E-03
ZK131.10 CE04501 his-16 - - 1 1.00E-03
ZK131.4 CE03252 his-10 - - 5 6.19E-03
ZK131.5 CE07075 his-11 - - 1 1.05E-03
ZK131.6 CE04501 his-12 - - 1 1.00E-03
ZK131.8 CE03252 his-14 - - 5 6.19E-03
ZK131.9 CE07075 his-15 - - 1 1.05E-03
ZK180.4 CE07622 sar-1 - - 3 1.98E-03
ZK836.2 CE35706 - - 2 2.80E-04
ZK899.4 CE37468 tba-8 - - 3 8.46E-04
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B0035.7 CE04501 his-47 2 1.76E-03 - -
B0035.8 CE05165 his-48 3 2.73E-03 - -
B0035.9 CE03252 his-46 8 8.70E-03 7 3.71E-03
B0041.4 CE07669 rpl-4 10 3.25E-03 35 5.54E-03
B0205.7 CE17321 kin-3 1 3.11E-04 2 3.04E-04
B0250.1 CE18478 rpl-2 6 2.58E-03 16 3.36E-03
B0272.1 CE00850 tbb-4 3 7.57E-04 1 1.23E-04
B0336.10 CE00778 rpl-23 4 3.20E-03 13 5.07E-03
B0350.2a CE06702 unc-44 2 1.10E-04 2 5.36E-05
B0350.2c CE06704 unc-44 2 1.20E-04 2 5.85E-05
B0350.2e CE31147 unc-44 2 1.22E-04 2 5.94E-05
B0350.2f CE31847 unc-44 2 3.20E-05 2 1.56E-05
B0350.2g CE35821 unc-44 2 2.23E-04 2 1.09E-04
B0365.3 CE07721 eat-6 - - 1 5.49E-05
B0393.1 CE00854 rps-0 3 1.22E-03 - -
B0414.3 CE07733 hil-5 1 4.98E-04 - -
B0432.4 CE32102 misc-1 1 3.66E-04 - -
B0464.1 CE00015 drs-1 - - 2 2.06E-04
B0511.6 CE26853 - - 1 1.00E-04
C02E11.1a CE28528 nra-4 1 9.99E-05 - -
C02E11.1b CE32040 nra-4 1 9.97E-05 - -
C04C3.3 CE27647 1 3.18E-04 - -
C04F12.4 CE19677 rpl-14 4 3.32E-03 30 1.21E-02
C04F12.6 CE19679 - - 6 1.28E-03
C04F6.1 CE03921 vit-5 47 3.28E-03 39 1.33E-03
C06A1.1 CE02114 cdc-48.1 1 1.38E-04 - -
C06A8.3 CE02454 4 2.97E-03 1 3.62E-04
C06G1.6 CE42313 1 1.41E-04 - -
C06H2.1 CE15602 atp-5 2 1.17E-03 1 2.86E-04
C07H6.5 CE00839 cgh-1 - - 4 5.08E-04
C08F11.11 CE17388 2 2.02E-03 2 9.84E-04
C08H9.2a CE23530 5 4.59E-04 2 8.96E-05
C08H9.2b CE42683 1 1.21E-04 2 1.18E-04
C09D4.5 CE08034 rpl-19 5 2.83E-03 2 5.52E-04
C09H10.2 CE02131 rpl-41 2 2.13E-03 - -
C12C8.1 CE08110 hsp-70 4 6.97E-04 2 1.70E-04
C13B9.3 CE01778 1 2.17E-04 - -
C13G3.3a CE05279 pptr-2 1 2.01E-04 1 9.81E-05
C13G3.3b CE20505 pptr-2 1 2.00E-04 1 9.74E-05
C13G3.3c CE41982 pptr-2 1 1.85E-04 1 9.00E-05
C14B9.7 CE00078 rpl-21 5 3.48E-03 - -
C15H9.6 CE08177 hsp-3 9 1.52E-03 2 1.65E-04
C16A3.10a CE04010 1 2.65E-04 2 2.59E-04
C16A3.10b CE30604 - - 2 3.06E-04
C16A3.10c CE37708 1 4.96E-04 - -
C16A3.3 CE27690 let-716 - - 1 3.13E-05
C16A3.9 CE04009 rps-13 2 1.48E-03 - -
C18A11.7a CE27706 dim-1 6 1.05E-03 - -
C18A11.7b CE04038 dim-1 6 2.07E-03 - -
C18F3.2a CE37202 sax-7 6 5.87E-04 69 3.30E-03
C18F3.2b CE38779 sax-7 6 5.06E-04 74 3.04E-03
C18F3.2c CE38935 sax-7 6 5.05E-04 70 2.87E-03
Tandem MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
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C18F3.2d CE38936 sax-7 6 5.86E-04 65 3.10E-03
C23G10.3 CE01810 rps-3 12 5.44E-03 9 1.99E-03
C24D10.6 CE16878 1 6.96E-04 - -
C25A1.13 CE08379 1 5.93E-04 - -
C25F6.3 CE38489 dpyd-1 - - 1 5.16E-05
C25G4.5 CE08398 dpy-26 - - 35 1.51E-03
C26F1.4 CE06878 rps-30 1 8.61E-04 - -
C27A2.2a CE04102 rpl-22 7 6.03E-03 7 2.94E-03
C27A2.2b CE29188 rpl-22 2 4.23E-03 - -
C29E4.2 CE30620 kle-2 182 2.48E-02 84 5.59E-03
C30C11.2 CE00101 rpn-3 - - 1 1.08E-04
C30H6.7a CE15651 - - 1 1.62E-04
C31C9.2 CE08497 - - 1 1.70E-04
C32E8.10a CE23562 unc-11 - - 1 9.32E-05
C32E8.10b CE27812 unc-11 - - 1 1.00E-04
C32E8.10c CE24822 unc-11 - - 1 8.32E-05
C32E8.10d CE23564 unc-11 - - 1 1.02E-04
C32E8.10e CE23565 unc-11 - - 1 1.17E-04
C32E8.10h CE27813 unc-11 - - 1 9.97E-05
C32E8.2a CE08526 rpl-13 7 3.79E-03 2 5.28E-04
C32E8.2b CE33562 rpl-13 3 3.82E-03 - -
C34E10.6 CE29950 atp-2 8 1.67E-03 3 3.05E-04
C36B1.8a CE34472 - - 1 5.21E-05
C36B1.8b CE34473 - - 1 5.19E-05
C36B1.8c CE43936 - - 1 5.42E-05
C36E6.3 CE34269 mlc-1 - - 39 1.25E-02
C36E6.5 CE20542 mlc-2 - - 39 1.25E-02
C36E8.5 CE00913 tbb-2 3 7.47E-04 4 4.86E-04
C37A2.7 CE30433 9 9.42E-03 3 1.53E-03
C37E2.1 CE08620 - - 2 2.88E-04
C37H5.8 CE08631 hsp-6 2 3.41E-04 - -
C41C4.8 CE05402 cdc-48.2 1 1.38E-04 - -
C42C1.14 CE26911 rpl-34 2 2.04E-03 8 3.97E-03
C42D8.2a CE06950 vit-2 42 2.92E-03 42 1.42E-03
C42D8.2b CE41109 vit-2 42 3.02E-03 42 1.47E-03
C44B11.3 CE24843 mec-12 1 2.49E-04 - -
C44B7.10 CE32326 4 9.51E-04 1 1.16E-04
C44E4.4 CE08718 3 8.48E-04 - -
C47B2.3 CE17563 tba-2 5 1.25E-03 2 2.44E-04
C47B2.6a CE17566 gale-1 - - 1 1.57E-04
C47B2.6b CE38295 gale-1 - - 1 1.57E-04
C47E8.5 CE05441 daf-21 5 7.98E-04 5 3.89E-04
C48E7.2 CE08817 - - 1 1.00E-04
C49H3.11 CE04237 rps-2 8 3.29E-03 6 1.21E-03
C50F4.13 CE05477 his-35 2 1.76E-03 - -
C50F4.5 CE05470 his-41 3 2.73E-03 - -
C50F4.7 CE03252 his-37 8 8.70E-03 7 3.71E-03
C52E4.4 CE08946 rpt-1 - - 1 1.26E-04
C53D5.6 CE26971 imb-3 - - 1 5.00E-05
C54C6.2 CE33770 ben-1 3 7.57E-04 3 3.69E-04
C55B7.4a CE09015 acdh-1 1 2.62E-04 - -
C55B7.4b CE32840 acdh-1 1 4.44E-04 - -
114
Locus Protein Gene
Spectrum 
Count NSAF
Spectrum 
Count NSAF
Tandem MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
C56G2.7 CE30640 - - 1 1.46E-04
D1007.12 CE09047 rpl-24.1 2 1.41E-03 15 5.15E-03
D1007.6 CE09041 rps-10 6 4.51E-03 41 1.50E-02
D1022.4 CE02578 - - 1 2.25E-04
D1054.10 CE05528 2 1.19E-03 - -
D1054.11 CE05529 2 7.07E-04 - -
D2023.2 CE09072 pyc-1 - - 1 4.65E-05
D2085.1 CE41886 pyr-1 3 1.53E-04 1 2.49E-05
D2096.8 CE04306 2 7.09E-04 3 5.19E-04
DY3.1 CE15745 tin-13 - - 2 1.01E-03
E04A4.7 CE16968 cyc-2.1 1 1.01E-03 - -
E04A4.8 CE21392 rpl-20 8 4.98E-03 1 3.04E-04
F01F1.12a CE01225 aldo-2 8 2.45E-03 2 2.99E-04
F01F1.12b CE30646 aldo-2 6 2.59E-03 2 4.22E-04
F01F1.8a CE01234 cct-6 2 4.16E-04 1 1.01E-04
F01F1.8b CE30647 cct-6 2 5.22E-04 1 1.27E-04
F01G10.1 CE09163 tkt-1 1 1.81E-04 - -
F01G4.6a CE09162 1 3.29E-04 1 1.61E-04
F01G4.6b CE40325 1 2.89E-04 1 1.41E-04
F02A9.2 CE00133 far-1 2 1.23E-03 - -
F02A9.3 CE00134 far-2 3 1.85E-03 1 3.00E-04
F07A5.7a CE09197 unc-15 2 2.57E-04 3 1.88E-04
F07A5.7b CE42754 unc-15 1 2.03E-04 3 2.96E-04
F07B7.10 CE04501 his-51 2 1.76E-03 - -
F07B7.11 CE26800 his-54 3 2.38E-03 - -
F07B7.3 CE04501 his-53 2 1.76E-03 - -
F07B7.4 CE26800 his-52 3 2.38E-03 - -
F07B7.9 CE03252 his-50 8 8.70E-03 7 3.71E-03
F07D10.1 CE07033 rpl-11.2 3 1.71E-03 14 3.90E-03
F08B6.4a CE20658 unc-87 5 9.91E-04 5 4.84E-04
F08B6.4b CE27922 unc-87 5 1.50E-03 5 7.30E-04
F08B6.4c CE36924 unc-87 5 1.03E-03 5 5.02E-04
F08G2.1 CE07075 his-44 3 2.75E-03 - -
F08G2.2 CE04501 his-43 2 1.76E-03 - -
F09E5.15a CE32361 prdx-2 4 2.30E-03 1 2.80E-04
F09E5.15b CE41559 prdx-2 4 2.25E-03 1 2.75E-04
F09F7.2a CE01236 mlc-3 1 7.32E-04 1 3.57E-04
F09F7.2b CE30652 mlc-3 1 1.24E-03 1 6.07E-04
F09F7.4a CE00689 4 1.16E-03 2 2.83E-04
F09F7.4b CE30654 4 1.23E-03 2 3.01E-04
F10B5.1 CE01543 rpl-10 3 1.57E-03 41 1.05E-02
F10E7.7 CE04362 rpl-33 4 3.61E-03 - -
F10G7.2 CE02626 tsn-1 3 3.68E-04 2 1.20E-04
F11C3.3 CE09349 unc-54 8 4.56E-04 45 1.25E-03
F13B10.2a CE05598 rpl-3 11 3.07E-03 7 9.54E-04
F13B10.2c CE36996 rpl-3 10 3.17E-03 - -
F13B10.2d CE36997 rpl-3 6 2.22E-03 7 1.26E-03
F13D12.2 CE02181 ldh-1 1 3.36E-04 - -
F13D12.4a CE02183 alh-8 5 1.07E-03 4 4.18E-04
F13E6.1 CE31474 1 5.74E-04 - -
F15E11.13 CE25224 1 7.42E-04 - -
F15E11.15a CE35276 - - 2 5.04E-04
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F15E11.15b CE33283 - - 2 6.35E-04
F15G9.4a CE18595 him-4 - - 4 4.22E-05
F15G9.4b CE18596 him-4 - - 4 4.20E-05
F15G9.4d CE43012 him-4 - - 4 4.19E-05
F17C11.9a CE05656 1 2.81E-04 1 1.37E-04
F17C11.9b CE32385 1 3.00E-04 1 1.46E-04
F17C11.9c CE39492 1 3.07E-04 1 1.50E-04
F17E9.12 CE03252 his-31 8 8.70E-03 7 3.71E-03
F17E9.13 CE04501 his-33 2 1.76E-03 - -
F17E9.9 CE07075 his-34 3 2.75E-03 - -
F18C12.3 CE15869 - - 1 1.00E-04
F18H3.3a CE02193 pab-2 1 1.62E-04 6 4.74E-04
F18H3.3b CE03230 pab-2 1 1.98E-04 6 5.79E-04
F20B6.2 CE04424 vha-12 2 4.56E-04 - -
F20G4.3 CE27133 nmy-2 - - 1 2.73E-05
F20H11.3 CE09512 mdh-1 3 9.85E-04 - -
F21F8.7 CE09542 asp-6 4 1.15E-03 - -
F22B3.1 CE03252 his-64 8 8.70E-03 7 3.71E-03
F22D6.3a CE05684 nrs-1 - - 1 1.00E-04
F23B12.5 CE09597 8 1.77E-03 3 3.23E-04
F25B5.4a CE01921 ubq-1 4 5.35E-04 - -
F25B5.4c CE31915 ubq-1 2 4.16E-04 - -
F25H2.10 CE09655 rpa-0 10 3.59E-03 11 1.93E-03
F25H2.11 CE09656 tct-1 4 2.48E-03 - -
F25H2.9 CE09654 pas-5 1 4.52E-04 - -
F25H5.4 CE15900 eft-2 3 3.94E-04 8 5.13E-04
F26D10.3 CE09682 hsp-1 23 4.02E-03 19 1.62E-03
F26E4.8 CE09692 tba-1 4 9.98E-04 2 2.43E-04
F26F4.10a CE29495 rrt-1 1 1.57E-04 2 1.53E-04
F26F4.10b CE37225 rrt-1 1 1.62E-04 2 1.58E-04
F27C1.7a CE09719 atp-3 1 5.41E-04 1 2.64E-04
F27C1.7b CE36139 atp-3 1 4.91E-04 1 2.40E-04
F27D4.1 CE24926 1 3.37E-04 - -
F27D4.5 CE05736 tag-173 2 6.12E-04 - -
F28B4.3 CE07153 1 5.02E-05 - -
F28C6.3 CE03274 cpf-1 12 3.13E-03 159 2.02E-02
F28C6.6 CE03277 suf-1 4 6.09E-04 145 1.08E-02
F28C6.7a CE03278 rpl-26 7 5.52E-03 - -
F28C6.7b CE20731 rpl-26 7 7.40E-03 - -
F28C6.7c CE32883 rpl-26 7 7.19E-03 - -
F28D1.7 CE05747 rps-23 3 2.35E-03 2 7.64E-04
F29C4.6 CE17723 tut-1 - - 2 2.93E-04
F29D11.2 CE09790 capg-1 - - 44 2.08E-03
F31E3.5 CE01270 eft-3 16 3.87E-03 21 2.48E-03
F32B5.8 CE36646 cpz-1 - - 1 1.79E-04
F32H2.5 CE42777 fasn-1 2 8.57E-05 - -
F33A8.3 CE17755 cey-1 - - 3 7.88E-04
F33H1.2 CE01568 gpd-4 2 6.57E-04 - -
F35G12.8 CE03287 smc-4 325 2.35E-02 55 1.94E-03
F35H10.1 CE04501 his-30 2 1.76E-03 - -
F35H10.11 CE07075 his-29 3 2.75E-03 - -
F35H10.7 CE04507 - - 6 6.42E-04
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F36A2.6 CE09945 rps-15 6 4.45E-03 - -
F37A4.5 CE00707 1 3.51E-04 - -
F37C12.4 CE30781 rpl-36 3 3.23E-03 - -
F37C12.9 CE00821 rps-14 8 5.89E-03 - -
F37C4.5a CE17048 3 6.04E-04 3 2.95E-04
F38E9.5 CE28307 - - 1 1.64E-04
F38H4.9 CE10074 let-92 - - 2 3.44E-04
F39B2.10 CE16015 dnj-12 - - 4 5.44E-04
F39B2.6 CE16012 rps-26 2 1.91E-03 - -
F39C12.1 CE10092 3 6.58E-05 61 6.53E-04
F40A3.6 CE10152 3 1.30E-03 4 8.47E-04
F40F11.1 CE05860 rps-11 7 5.06E-03 - -
F40F4.6 CE04536 - - 1 2.47E-05
F40F8.10 CE05849 rps-9 7 4.15E-03 2 5.78E-04
F42A10.6 CE01297 - - 2 6.21E-04
F42C5.8 CE04561 rps-8 12 6.46E-03 21 5.52E-03
F42G4.3a CE23716 zyx-1 - - 1 9.06E-05
F43D9.4 CE00994 sip-1 2 1.41E-03 - -
F43E2.5 CE07241 msra-1 - - 4 1.06E-03
F43E2.8 CE07244 hsp-4 5 8.52E-04 2 1.66E-04
F43G9.1 CE34018 - - 1 1.53E-04
F44E2.8 CE32420 - - 2 4.52E-04
F44E5.4 CE18679 4 6.95E-04 2 1.69E-04
F44E5.5 CE18679 4 6.95E-04 2 1.69E-04
F44F4.11 CE18680 tba-4 3 7.50E-04 - -
F45F2.12 CE10538 his-8 3 2.73E-03 - -
F45F2.2 CE36851 his-39 2 2.07E-03 - -
F45F2.3 CE03252 his-5 8 8.70E-03 7 3.71E-03
F45F2.4 CE04501 his-7 2 1.76E-03 - -
F45G2.4 CE16047 - - 1 1.87E-04
F46E10.10a CE20820 2 6.67E-04 - -
F46E10.10b CE33096 2 8.20E-04 - -
F46F11.2 CE10598 cey-2 4 1.68E-03 1 2.05E-04
F46F2.2a CE38356 kin-20 - - 3 3.42E-04
F46F2.2b CE39502 kin-20 - - 3 4.52E-04
F46F2.2c CE38358 kin-20 - - 3 3.30E-04
F46F2.2d CE38359 kin-20 - - 3 3.41E-04
F46G10.1a CE41319 4 2.52E-03 1 3.07E-04
F46G10.7a CE02243 sir-2.2 - - 2 3.81E-04
F46G10.7b CE35540 sir-2.2 - - 6 1.13E-03
F46G10.7c CE44321 sir-2.2 - - 6 1.12E-03
F46H5.3a CE37112 6 1.70E-03 - -
F46H5.3b CE33098 6 1.87E-03 - -
F47B10.1 CE03351 2 5.15E-04 2 2.51E-04
F48E8.5 CE30997 paa-1 - - 2 1.85E-04
F49E8.1 CE33650 - - 1 1.26E-04
F52B10.1 CE31177 nmy-1 - - 2 5.57E-05
F52B5.6 CE05721 rpl-25.2 6 4.60E-03 - -
F52D10.3a CE03389 ftt-2 - - 2 4.41E-04
F52E1.7a CE04635 hsp-17 - - 1 3.67E-04
F52E1.7b CE35323 hsp-17 - - 1 3.69E-04
F52F12.7 CE42711 - - 1 2.11E-04
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F52H3.7a CE32894 lec-2 2 1.80E-04 - -
F52H3.7b CE29330 lec-2 2 8.06E-04 - -
F53A2.7 CE10878 10 2.84E-03 - -
F53A3.3a CE10884 rps-22 9 7.75E-03 - -
F53A3.3b CE41657 rps-22 5 5.54E-03 - -
F53G12.10 CE11024 rpl-7 6 2.75E-03 3 6.72E-04
F54B3.1a CE43308 1 3.14E-05 18 2.76E-04
F54B3.1b CE43180 1 3.14E-05 18 2.76E-04
F54C9.5 CE02255 rpl-5 11 4.20E-03 6 1.12E-03
F54D5.7 CE03411 3 8.21E-04 2 2.67E-04
F54D8.3a CE29809 alh-1 1 2.20E-04 - -
F54D8.3b CE32434 alh-1 1 2.65E-04 - -
F54E12.3 CE03252 his-56 8 8.70E-03 7 3.71E-03
F54E12.4 CE05165 his-58 3 2.73E-03 - -
F54E12.5 CE04501 his-57 2 1.76E-03 - -
F54E7.2 CE26896 rps-12 1 8.00E-04 - -
F54H12.1a CE25005 aco-2 1 1.44E-04 1 7.03E-05
F54H12.1b CE30144 aco-2 1 1.68E-04 - -
F54H12.1c CE32436 aco-2 1 1.64E-04 1 8.00E-05
F54H12.6 CE00548 1 5.26E-04 4 1.03E-03
F55C5.4 CE11156 capg-2 85 9.43E-03 16 8.66E-04
F55D10.2 CE02777 rpl-25.1 4 3.05E-03 - -
F55G1.10 CE04501 his-61 2 1.76E-03 - -
F55G1.11 CE03252 his-60 8 8.70E-03 7 3.71E-03
F55G1.3 CE05165 his-62 3 2.73E-03 - -
F56A8.6 CE16126 cpf-2 4 1.33E-03 97 1.58E-02
F56C9.1 CE01319 gsp-2 - - 1 1.64E-04
F56D12.5a CE11254 vig-1 2 5.93E-04 - -
F56D2.1 CE11226 ucr-1 1 2.38E-04 - -
F56E10.4 CE19904 rps-27 3 4.05E-03 2 1.32E-03
F56F3.5 CE00664 rps-1 13 5.67E-03 9 1.91E-03
F57B10.14 CE31352 1 2.00E-03 - -
F57B10.3a CE11302 - - 1 1.01E-04
F57B10.3b CE33113 - - 1 1.05E-04
F57B9.10a CE25011 rpn-6 1 2.56E-04 1 1.25E-04
F57B9.10b CE38077 rpn-6 1 2.67E-04 1 1.30E-04
F57B9.6a CE01341 inf-1 2 5.57E-04 - -
F57F5.1 CE43083 1 3.19E-04 - -
F57H12.3 CE17124 ora-1 - - 1 2.59E-04
F58F12.1 CE01976 2 1.37E-03 - -
F58G4.1 CE07306 myo-5 - - 1 2.77E-05
F59B8.2 CE03436 idh-1 1 2.72E-04 1 1.33E-04
F59D8.1 CE20900 vit-3 44 3.07E-03 38 1.30E-03
F59D8.2 CE26817 vit-4 46 3.21E-03 43 1.47E-03
H02I12.6 CE05165 his-66 3 2.73E-03 - -
H02I12.7 CE04501 his-65 2 1.76E-03 - -
H06I04.4a CE20938 ubl-1 - - 1 3.35E-04
H27A22.1a CE17979 - - 3 4.79E-04
H27A22.1b CE40259 - - 3 4.60E-04
H28O16.1a CE18826 13 2.71E-03 2 2.03E-04
H28O16.1b CE34194 2 1.53E-03 - -
H28O16.1c CE34195 12 2.67E-03 2 2.17E-04
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H28O16.1d CE36263 13 2.85E-03 2 2.14E-04
H32C10.3 CE21005 1 1.43E-04 - -
JC8.3a CE17986 rpl-12 6 4.07E-03 62 2.05E-02
JC8.3c CE39743 rpl-12 1 2.24E-03 - -
K01C8.10 CE02262 cct-4 - - 3 3.04E-04
K01G5.5 CE16195 2 5.03E-04 1 1.23E-04
K01G5.7 CE16197 tbb-1 3 7.48E-04 5 6.08E-04
K01H12.2 CE03454 ant-1.3 5 1.79E-03 8 1.40E-03
K02B2.5 CE04691 rps-25 2 1.91E-03 1 4.67E-04
K02F2.2 CE17154 ahcy-1 11 2.82E-03 3 3.75E-04
K03A1.6 CE03252 his-38 8 8.70E-03 7 3.71E-03
K04D7.1 CE06090 rack-1 6 2.07E-03 - -
K04D7.3 CE06092 gta-1 2 4.64E-04 1 1.13E-04
K04D7.5a CE35579 gon-4 1 8.37E-05 - -
K04D7.5b CE40976 gon-4 1 8.70E-05 - -
K05C4.1 CE19969 pbs-5 - - 1 1.92E-04
K06C4.10 CE03252 his-18 8 8.70E-03 7 3.71E-03
K06C4.11 CE04501 his-19 2 1.76E-03 - -
K06C4.12 CE10538 his-22 3 2.73E-03 - -
K06C4.2 CE03252 his-28 8 8.70E-03 7 3.71E-03
K06C4.3 CE04501 his-21 2 1.76E-03 - -
K06C4.4 CE10538 his-20 3 2.73E-03 - -
K06G5.1a CE18851 - - 1 1.08E-04
K06G5.1b CE37390 - - 1 1.12E-04
K07A12.3 CE11868 asg-1 1 8.55E-04 - -
K07C5.4 CE06114 2 4.61E-04 4 4.50E-04
K07D4.3 CE19527 rpn-11 1 3.59E-04 - -
K07E12.1a CE32905 dig-1 - - 2 8.34E-06
K07E12.1b CE31032 dig-1 - - 1 4.45E-06
K07H8.10 CE18030 2 2.81E-04 - -
K07H8.6a CE28594 vit-6 61 4.14E-03 40 1.32E-03
K07H8.6b CE34921 vit-6 5 2.79E-03 2 5.44E-04
K07H8.6c CE18026 vit-6 61 4.14E-03 40 1.32E-03
K08E3.10 CE37122 - - 1 3.57E-04
K09F5.2 CE04746 vit-1 31 2.15E-03 34 1.15E-03
K10B3.10 CE07373 spc-1 1 4.61E-05 2 4.50E-05
K10B3.7 CE07370 gpd-3 5 1.64E-03 2 3.20E-04
K10B3.8 CE07371 gpd-2 5 1.64E-03 2 3.20E-04
K11C4.3a CE28604 unc-70 - - 2 4.84E-05
K11C4.3b CE30159 unc-70 - - 2 4.75E-05
K11H12.2 CE12148 rpl-15 - - 4 1.07E-03
K12F2.1 CE34936 myo-3 - - 2 5.55E-05
K12G11.3 CE12212 sodh-1 2 6.42E-04 - -
K12H4.7a CE32696 2 4.39E-04 1 1.07E-04
K12H4.7b CE32697 2 4.74E-04 1 1.16E-04
LLC1.2 CE16261 - - 1 2.01E-04
LLC1.3 CE31971 11 2.49E-03 3 3.31E-04
M01E11.5 CE12296 cey-3 2 8.45E-04 2 4.12E-04
M01F1.2 CE01030 rpl-16 5 2.77E-03 - -
M03F4.2a CE12358 act-4 22 6.55E-03 265 3.85E-02
M03F4.2b CE28620 act-4 15 5.06E-03 265 4.36E-02
M03F4.2c CE37134 act-4 22 6.81E-03 265 4.00E-02
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M106.1 CE18083 mix-1 282 2.54E-02 136 5.97E-03
M117.2 CE06200 par-5 2 9.03E-04 16 3.52E-03
M28.5 CE02283 1 8.75E-04 - -
M88.5a CE33678 1 1.35E-04 - -
M88.5b CE37033 1 1.59E-04 - -
PAR2.1 CE00768 mtss-1 1 6.59E-04 - -
R01E6.3a CE29433 cah-4 3 1.20E-03 410 8.00E-02
R01E6.3b CE29434 cah-4 3 1.43E-03 410 9.53E-02
R03G5.1a CE01270 eft-4 16 3.87E-03 21 2.48E-03
R03G5.1b CE33153 eft-4 2 2.91E-03 - -
R03G5.1c CE33154 eft-4 5 2.10E-03 1 2.05E-04
R03G5.1d CE33155 eft-4 13 3.39E-03 19 2.42E-03
R03G5.2 CE31210 sek-1 - - 3 4.88E-04
R05G6.7 CE29443 2 7.91E-04 1 1.93E-04
R06C7.10 CE06253 let-75 3 1.73E-04 2 5.64E-05
R07H5.8 CE12564 2 6.55E-04 1 1.60E-04
R08C7.3 CE07426 htz-1 2 1.60E-03 - -
R09B3.3 CE16308 1 1.32E-03 1 6.43E-04
R09E12.3 CE12646 sti-1 1 3.50E-04 - -
R11A5.4a CE12728 3 5.14E-04 - -
R11A5.4b CE36358 3 5.77E-04 - -
R11A5.4c CE36359 2 3.82E-04 - -
R11A5.4d CE36360 3 5.44E-04 - -
R11D1.8 CE06313 rpl-28 4 3.56E-03 - -
R12H7.2 CE03567 asp-4 1 2.52E-04 - -
R13A5.8 CE01380 rpl-9 6 3.56E-03 2 5.78E-04
R13G10.1 CE01052 dpy-27 - - 28 1.04E-03
R151.2a CE00745 1 2.97E-04 - -
R151.2b CE29987 1 3.51E-04 - -
R151.2c CE29454 1 3.52E-04 - -
R151.2d CE37138 1 2.51E-04 - -
R151.3 CE00744 rpl-6 10 5.16E-03 2 5.04E-04
R53.4 CE03574 1 7.32E-04 - -
T01B11.4 CE12898 ant-1.4 5 1.79E-03 8 1.40E-03
T01C3.6 CE12918 rps-16 7 5.44E-03 2 7.59E-04
T01C3.7 CE12920 fib-1 5 1.59E-03 - -
T01G9.6a CE18168 kin-10 - - 21 4.90E-03
T01G9.6b CE06343 kin-10 - - 21 4.88E-03
T02C12.1 CE01061 hum-5 - - 1 5.37E-05
T02G5.7 CE04859 1 2.87E-04 - -
T02G5.9a CE04861 krs-1 3 5.87E-04 2 1.91E-04
T02G5.9b CE28247 krs-1 3 5.64E-04 2 1.83E-04
T02G5.9c CE38540 krs-1 3 6.54E-04 2 2.13E-04
T04A8.7a CE01076 - - 1 8.02E-05
T04C12.4 CE13148 act-3 22 6.55E-03 264 3.84E-02
T04C12.5 CE13150 act-2 22 6.55E-03 237 3.44E-02
T04C12.6 CE13148 act-1 22 6.55E-03 264 3.84E-02
T05C12.7 CE02319 cct-1 - - 1 9.95E-05
T05C3.5 CE13229 dnj-19 2 5.10E-04 - -
T05E11.1 CE06360 rps-5 5 2.67E-03 2 5.20E-04
T05E11.3 CE06362 2 2.95E-04 - -
T05F1.1a CE13267 nra-2 - - 1 9.81E-05
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T05F1.1b CE41012 nra-2 - - 1 9.70E-05
T05F1.2 CE18929 - - 1 9.44E-05
T05F1.3 CE13265 rps-19 8 6.14E-03 - -
T05G5.3 CE00315 cdk-1 - - 1 1.65E-04
T05G5.6 CE00318 ech-6 3 1.17E-03 - -
T05H10.6a CE01643 - - 1 1.38E-04
T05H10.6b CE32929 - - 1 1.32E-04
T05H4.12 CE13291 atp-4 1 8.68E-04 - -
T06D8.8 CE02329 rpn-9 1 2.89E-04 - -
T07A9.11 CE40119 rps-24 2 1.71E-03 - -
T08A11.1 CE16370 - - 7 2.04E-04
T08A9.11b CE41838 - - 1 3.79E-04
T08B2.10 CE26948 rps-17 6 5.17E-03 3 1.26E-03
T08B2.7a CE13431 - - 3 2.10E-04
T08B2.7b CE26950 - - 3 2.17E-04
T08B2.7c CE30299 - - 2 1.57E-04
T09F3.3 CE02343 gpd-1 2 6.57E-04 - -
T10B5.5a CE28255 cct-7 - - 3 3.06E-04
T10B5.5b CE33316 cct-7 - - 2 2.40E-04
T10C6.11 CE16386 his-4 3 2.38E-03 - -
T10C6.12 CE04501 his-3 2 1.76E-03 - -
T10C6.14 CE03252 his-1 8 8.70E-03 7 3.71E-03
T10F2.4 CE38104 1 2.28E-04 - -
T11F8.3 CE22368 rme-2 - - 1 5.91E-05
T18D3.4 CE31619 myo-2 2 1.15E-04 2 5.61E-05
T18H9.2a CE33320 asp-2 - - 1 8.60E-05
T18H9.2b CE33321 asp-2 - - 1 1.27E-04
T19B4.5 CE13744 2 5.60E-04 - -
T20G5.1 CE00480 chc-1 2 1.33E-04 10 3.25E-04
T20G5.2 CE00513 cts-1 1 2.39E-04 - -
T21B10.2a CE03684 enol-1 7 1.81E-03 5 6.29E-04
T21B10.2b CE32730 enol-1 4 1.33E-03 5 8.11E-04
T21B10.2c CE36954 enol-1 7 1.69E-03 5 5.87E-04
T21B10.3 CE23993 - - 3 1.40E-04
T21E12.4 CE23997 dhc-1 - - 3 3.59E-05
T22B11.5 CE28486 4 4.35E-04 4 2.12E-04
T22D1.9 CE17253 rpn-1 1 1.14E-04 - -
T22E5.5 CE04994 mup-2 2 5.53E-04 - -
T22F3.3a CE24003 1 1.27E-04 - -
T22F3.3b CE20769 1 1.32E-04 - -
T22F3.4 CE13968 rpl-11.1 3 1.71E-03 14 3.90E-03
T23D8.5 CE03252 his-67 8 8.70E-03 7 3.71E-03
T23D8.6 CE04501 his-68 2 1.76E-03 - -
T24B8.1a CE03709 rpl-32 1 8.36E-04 - -
T24B8.1b CE43313 rpl-32 1 1.38E-03 - -
T25C12.3 CE40820 1 5.33E-05 2 5.20E-05
T25C8.2 CE16463 act-5 12 3.58E-03 71 1.03E-02
T25F10.6a CE07537 - - 3 4.04E-04
T25F10.6b CE37049 - - 3 5.45E-04
T25G12.5 CE18284 acdh-7 1 2.72E-04 - -
T26E3.7 CE14196 1 1.06E-03 - -
T27A1.4 CE14211 lgc-34 2 5.74E-04 - -
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Biological Replica 1 Biological Replica 2
T27E9.1a CE14263 ant-1.1 5 1.87E-03 11 2.00E-03
T27E9.1b CE33843 ant-1.1 3 2.62E-03 7 2.99E-03
T27E9.1c CE33844 ant-1.1 3 1.62E-03 10 2.64E-03
T27E9.7 CE18971 abcf-2 - - 2 1.76E-04
T28D6.2 CE16521 tba-7 2 5.04E-04 - -
T28D9.10 CE02065 snr-3 - - 1 4.34E-04
W01B11.3 CE18307 nol-5 3 6.90E-04 2 2.24E-04
W02A2.1 CE21231 fat-2 - - 1 1.45E-04
W02D3.6 CE14428 ant-1.2 - - 1 1.82E-04
W02F12.5 CE31083 60 1.45E-02 5 5.90E-04
W07E6.1 CE28259 nol-1 2 3.37E-04 - -
W08E12.7 CE21275 2 5.73E-04 - -
W09C5.6a CE20168 rpl-31 4 3.67E-03 4 1.79E-03
W09C5.6b CE20169 rpl-31 2 3.20E-03 4 3.12E-03
W09D10.3 CE16564 1 6.47E-04 - -
W09H1.6a CE16576 lec-1 2 8.03E-04 - -
W09H1.6b CE16577 lec-1 2 7.86E-04 - -
W10D9.5 CE14794 1 1.03E-03 - -
Y105C5B.5 CE24081 - - 1 4.30E-04
Y105E8A.16 CE29835 rps-20 2 1.91E-03 - -
Y106G6H.2a CE20412 pab-1 3 5.20E-04 7 5.92E-04
Y106G6H.2b CE36227 pab-1 1 1.92E-04 1 9.37E-05
Y106G6H.2c CE36228 pab-1 3 5.73E-04 7 6.53E-04
Y106G6H.3 CE20413 rpl-30 2 1.98E-03 - -
Y110A7A.1a CE24117 hcp-6 244 1.59E-02 141 4.47E-03
Y110A7A.1b CE28104 hcp-6 240 1.53E-02 141 4.38E-03
Y110A7A.6a CE38000 - - 1 1.21E-04
Y110A7A.6b CE29606 - - 1 1.26E-04
Y116A8C.34 CE24152 cyn-13 - - 1 1.65E-04
Y116A8C.35 CE23341 uaf-2 - - 1 1.92E-04
Y119D3B.16 CE39288 1 3.14E-04 - -
Y18D10A.17 CE21413 car-1 1 3.29E-04 4 6.43E-04
Y18D10A.19 CE21417 fkb-2 1 1.04E-03 - -
Y18D10A.5 CE21401 gsk-3 - - 12 1.81E-03
Y19D10B.7 CE25224 1 7.42E-04 - -
Y22D7AL.5a CE27244 hsp-60 6 1.18E-03 71 6.83E-03
Y22D7AL.5b CE42184 hsp-60 4 1.17E-03 52 7.44E-03
Y24D9A.4a CE27398 rpl-7A 6 2.54E-03 127 2.62E-02
Y24D9A.4c CE30401 rpl-7A 6 2.74E-03 127 2.83E-02
Y32H12A.8 CE42033 2 5.82E-05 34 4.83E-04
Y37E3.17a CE30219 3 4.05E-04 11 7.24E-04
Y37E3.17b CE37062 3 4.01E-04 11 7.18E-04
Y37E3.7 CE26658 rla-1 9 9.08E-03 - -
Y37E3.8a CE26774 5 3.86E-03 - -
Y37E3.8b CE26904 4 5.09E-03 - -
Y38A10A.5 CE21562 crt-1 - - 1 1.38E-04
Y38F1A.6 CE24222 2 4.82E-04 2 2.35E-04
Y38H6C.1 CE19095 dct-16 2 2.49E-03 1 6.07E-04
Y39A1B.3 CE31734 dpy-28 - - 94 3.43E-03
Y39A1C.3 CE19148 cey-4 3 1.14E-03 - -
Y39B6A.20 CE21681 asp-1 2 5.66E-04 1 1.38E-04
Y39E4A.3a CE33866 4 1.04E-03 1 1.27E-04
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Y39E4A.3b CE38987 4 1.04E-03 1 1.26E-04
Y39G10AR.8 CE27254 1 2.39E-04 - -
Y41D4B.5 CE21842 rps-28 2 3.45E-03 - -
Y41E3.10a CE37568 1 4.26E-04 5 1.04E-03
Y43B11AR.4 CE24278 rps-4 17 7.35E-03 57 1.20E-02
Y43F4A.4 CE16625 2 2.13E-03 1 5.20E-04
Y43F4B.4 CE16629 npp-18 1 3.09E-04 2 3.01E-04
Y43F8B.1d CE43407 - - 1 7.68E-05
Y45F10D.12 CE16650 rpl-18 7 4.17E-03 9 2.62E-03
Y46E12A.4 CE40215 tbx-43 - - 1 1.79E-04
Y48B6A.2 CE22117 rpl-43 2 2.46E-03 - -
Y48G8AL.6 CE28367 smg-2 2 2.10E-04 14 7.16E-04
Y48G8AL.8a CE22195 rpl-17 6 3.59E-03 2 5.84E-04
Y48G8AL.8b CE30023 rpl-17 2 1.41E-03 - -
Y49A3A.5 CE22213 cyn-1 2 1.17E-03 - -
Y55B1AR.1 CE22493 lec-6 1 7.67E-04 1 3.74E-04
Y55F3AR.3 CE44228 cct-8 1 2.04E-04 - -
Y56A3A.21 CE22589 trap-4 - - 3 1.03E-03
Y57A10A.1 CE41184 - - 1 4.07E-05
Y57A10A.26 CE22631 2 8.33E-04 - -
Y57G11C.16 CE14956 rps-18 3 2.18E-03 - -
Y62E10A.1 CE22694 rla-2 3 3.05E-03 7 3.48E-03
Y62H9A.6 CE19242 1 6.19E-04 - -
Y65B4BR.5a CE22740 4 2.30E-03 - -
Y65B4BR.5b CE33239 2 1.14E-03 - -
Y66H1A.4 CE36757 1 4.59E-04 - -
Y69A2AR.18a CE27514 2 7.49E-04 - -
Y69A2AR.18b CE29133 2 7.16E-04 - -
Y69F12A.2a CE34422 alh-12 1 2.24E-04 - -
Y71A12B.1 CE24592 rps-6 11 5.01E-03 6 1.33E-03
Y71F9AL.13a CE25552 rpl-1 9 4.67E-03 1 2.53E-04
Y71F9AL.13b CE28379 rpl-1 6 4.34E-03 1 3.52E-04
Y71F9AL.17 CE29136 - - 2 8.87E-05
Y71F9AL.9 CE22858 1 3.57E-04 - -
Y71G12B.3 CE43963 - - 1 3.90E-04
Y71H2AM.23 CE27322 tufm-1 1 2.26E-04 - -
Y73B3A.18a CE27328 3 1.44E-03 128 2.99E-02
Y73B3A.18b CE31261 3 1.69E-03 128 3.51E-02
Y73B6BL.6a CE29008 sqd-1 - - 2 3.58E-04
Y73B6BL.6b CE38662 sqd-1 - - 2 3.55E-04
Y75B12B.2 CE20371 cyn-7 4 2.62E-03 - -
Y77E11A.1 CE25610 - - 14 1.70E-03
Y77E11A.13a CE25614 npp-20 - - 1 1.75E-04
Y87G2A.5 CE24685 vrs-2 3 3.20E-04 1 5.20E-05
Y95B8A.10a CE23151 pde-6 - - 1 7.19E-05
Y95B8A.10b CE41085 pde-6 - - 1 7.84E-05
ZC373.2 CE02375 - - 1 4.48E-04
ZC434.2 CE06577 rps-7 7 4.04E-03 - -
ZC434.5 CE06580 ers-2 - - 6 2.85E-04
ZK1010.1 CE15495 ubq-2 2 1.75E-03 - -
ZK131.1 CE03252 his-26 8 8.70E-03 7 3.71E-03
ZK131.10 CE04501 his-16 2 1.76E-03 - -
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ZK131.4 CE03252 his-10 8 8.70E-03 7 3.71E-03
ZK131.5 CE07075 his-11 3 2.75E-03 - -
ZK131.6 CE04501 his-12 2 1.76E-03 - -
ZK131.8 CE03252 his-14 8 8.70E-03 7 3.71E-03
ZK131.9 CE07075 his-15 3 2.75E-03 - -
ZK1320.9 CE01707 1 2.37E-04 - -
ZK154.3 CE15257 mec-7 1 2.54E-04 1 1.24E-04
ZK180.4 CE07622 sar-1 - - 1 2.83E-04
ZK328.1a CE30061 cyk-3 1 9.53E-05 - -
ZK328.1b CE30062 cyk-3 1 9.51E-05 - -
ZK430.1 CE05078 toe-1 - - 1 3.31E-05
ZK617.1a CE33017 unc-22 - - 2 1.60E-05
ZK617.1b CE33018 unc-22 - - 3 2.29E-05
ZK617.1c CE40796 unc-22 - - 3 2.47E-05
ZK652.4 CE00450 rpl-35 6 5.46E-03 - -
ZK669.4 CE01115 125 3.12E-02 1 1.22E-04
ZK721.2 CE40008 unc-27 1 4.63E-04 - -
ZK829.4 CE06652 6 1.25E-03 2 2.04E-04
ZK829.7 CE18467 - - 1 1.47E-04
ZK836.2 CE35706 2 2.46E-04 1 6.00E-05
ZK863.6 CE15445 dpy-30 - - 3 1.33E-03
ZK945.2 CE36420 pas-7 1 4.48E-04 - -
ZK945.3 CE01734 puf-12 - - 1 7.13E-05
ZK973.6 CE33588 anc-1 - - 1 6.39E-06
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B0035.10 CE03253 his-45 3 3.11E-03 4 2.511E-03
B0035.9 CE03252 his-46 6 8.21E-03 3 2.486E-03
B0041.4 CE07669 rpl-4 11 4.50E-03 7 1.732E-03
B0205.7 CE17321 kin-3 2 7.83E-04 2 4.743E-04
B0250.1 CE18478 rpl-2 5 2.71E-03 3 9.850E-04
B0272.1 CE00850 tbb-4 6 1.91E-03 5 9.613E-04
B0334.11a CE19661 ooc-3 1 3.15E-04 - -
B0334.11b CE32788 ooc-3 1 3.16E-04 - -
B0336.10 CE00778 rpl-23 3 3.02E-03 8 4.878E-03
B0350.2a CE06702 unc-44 8 5.53E-04 11 4.605E-04
B0350.2b CE37694 unc-44 1 1.56E-04 3 2.830E-04
B0350.2c CE06704 unc-44 5 3.78E-04 3 1.372E-04
B0350.2d CE37695 unc-44 1 1.77E-04 1 1.074E-04
B0350.2e CE31147 unc-44 5 3.83E-04 3 1.391E-04
B0350.2f CE31847 unc-44 3 6.05E-05 3 3.662E-05
B0350.2g CE35821 unc-44 1 1.40E-04 2 1.701E-04
B0365.3 CE07721 eat-6 4 5.66E-04 6 5.143E-04
B0393.1 CE00854 rps-0 7 3.58E-03 5 1.547E-03
B0414.6 CE07736 glh-3 1 1.96E-04 - -
B0416.5a CE02435 1 2.78E-04 - -
B0416.5b CE29548 1 3.04E-04 - -
B0432.4 CE32102 misc-1 3 1.38E-03 8 2.232E-03
B0464.1 CE00015 drs-1 4 1.06E-03 5 8.038E-04
B0547.1 CE06722 csn-5 1 3.83E-04 - -
C01G8.9a CE30415 let-526 1 8.18E-05 - -
C01G8.9b CE33359 let-526 1 2.13E-04 - -
C02E11.1a CE28528 nra-4 4 5.03E-04 2 1.523E-04
C02E11.1b CE32040 nra-4 4 5.02E-04 2 1.520E-04
C04F6.1 CE03921 vit-5 17 1.50E-03 15 7.988E-04
C04G6.3 CE27651 pld-1 1 9.88E-05 - -
C06G1.4 CE03967 ain-1 1 2.20E-04 - -
C06G3.2 CE07978 klp-18 1 1.51E-04 - -
C06H2.1 CE15602 atp-5 4 2.95E-03 3 1.341E-03
C07A12.4a CE03972 pdi-2 1 2.86E-04 1 1.732E-04
C07A12.4b CE31878 pdi-2 1 3.23E-04 1 1.953E-04
C07A12.4c CE40737 pdi-2 1 3.80E-04 - -
C07G2.3a CE02985 cct-5 1 2.60E-04 1 1.575E-04
C07H6.5 CE00839 cgh-1 3 9.84E-04 - -
C08B11.7 CE36913 ubh-4 5 2.20E-03 2 5.319E-04
C08F11.12 CE17389 1 1.21E-03 1 7.296E-04
C09B8.6a CE02466 hsp-25 2 1.29E-03 1 3.898E-04
C09B8.6b CE33558 hsp-25 2 1.38E-03 1 4.164E-04
C09B8.6c CE37953 hsp-25 1 1.31E-03 1 7.904E-04
C09D4.5 CE08034 rpl-19 4 2.85E-03 6 2.587E-03
C09G5.3 CE01483 col-79 1 4.98E-04 - -
C09H10.2 CE02131 rpl-41 1 1.34E-03 1 8.130E-04
C12C8.1 CE08110 hsp-70 3 6.58E-04 16 2.124E-03
C12D8.11 CE15613 rop-1 4 8.77E-04 3 3.983E-04
C13G3.3a CE05279 pptr-2 3 7.60E-04 - -
C13G3.3b CE20505 pptr-2 3 7.54E-04 - -
C13G3.3c CE41982 pptr-2 3 6.97E-04 - -
C14B9.7 CE00078 rpl-21 4 3.50E-03 5 2.651E-03
Tandem MAP::SMCL-1 Purification
Biological Replica 1 Biological Replica 2
125
Locus Protein Gene
Spectrum 
Count NSAF
Spectrum 
Count NSAF
Tandem MAP::SMCL-1 Purification
Biological Replica 1 Biological Replica 2
C15F1.4 CE23548 ppp-1 1 3.49E-04 - -
C15H9.6 CE08177 hsp-3 8 1.71E-03 20 2.583E-03
C16A3.3 CE27690 let-716 1 8.09E-05 - -
C16A3.5 CE04005 1 8.65E-04 - -
C16A3.9 CE04009 rps-13 1 9.34E-04 - -
C17H12.1 CE16862 dyci-1 2 4.39E-04 - -
C18A11.7a CE27706 dim-1 4 8.81E-04 4 5.335E-04
C18A11.7b CE04038 dim-1 4 1.74E-03 4 1.054E-03
C18E3.7a CE27715 ppw-1 2 3.09E-04 2 1.870E-04
C18E3.7c CE33363 ppw-1 2 3.18E-04 2 1.925E-04
C18E3.7d CE08316 ppw-1 1 2.02E-04 2 2.450E-04
C18E9.11a CE28283 ooc-5 1 4.03E-04 - -
C18E9.11b CE28284 ooc-5 1 3.96E-04 - -
C18F3.2a CE37202 sax-7 4 4.93E-04 5 3.731E-04
C18F3.2b CE38779 sax-7 4 4.25E-04 6 3.857E-04
C18F3.2c CE38935 sax-7 4 4.24E-04 6 3.848E-04
C18F3.2d CE38936 sax-7 4 4.92E-04 5 3.721E-04
C18G1.4a CE17420 pgl-3 3 6.10E-04 8 9.855E-04
C18G1.4b CE27717 pgl-3 3 6.74E-04 7 9.515E-04
C23G10.3 CE01810 rps-3 10 5.71E-03 11 3.802E-03
C23G10.4a CE40437 rpn-2 5 8.10E-04 6 5.881E-04
C23G10.4b CE31311 rpn-2 6 8.77E-04 6 5.308E-04
C24G6.3 CE29673 mms-19 3 4.59E-04 - -
C25G4.5 CE08398 dpy-26 5 5.58E-04 11 7.435E-04
C27A2.2a CE04102 rpl-22 6 6.51E-03 1 6.567E-04
C27B7.5 CE03034 2 7.31E-04 - -
C27D11.1 CE00543 egl-45 5 6.55E-04 3 2.380E-04
C29E4.4 CE37484 npp-15 1 1.25E-04 - -
C29F3.1 CE08435 ech-1 2 3.74E-04 - -
C30C11.2 CE00101 rpn-3 11 3.08E-03 10 1.694E-03
C32F10.2 CE24823 lin-35 2 2.93E-04 - -
C32F10.5 CE08542 hmg-3 1 2.05E-04 - -
C33H5.4a CE04148 klp-10 1 2.04E-04 - -
C33H5.4b CE34733 klp-10 1 2.50E-04 - -
C34D4.14 CE17508 hecd-1 3 1.53E-04 - -
C34E10.4a CE29032 wrs-2 1 2.17E-04 - -
C34E10.4b CE37710 wrs-2 1 3.92E-04 - -
C34E10.6 CE29950 atp-2 6 1.57E-03 13 2.063E-03
C36E6.3 CE34269 mlc-1 4 3.32E-03 2 1.004E-03
C36E6.5 CE20542 mlc-2 4 3.32E-03 2 1.004E-03
C36E8.5 CE00913 tbb-2 9 2.82E-03 14 2.656E-03
C37A2.7 CE30433 1 1.32E-03 4 3.191E-03
C37E2.1 CE08620 1 3.72E-04 - -
C37H5.8 CE08631 hsp-6 17 3.65E-03 24 3.118E-03
C42D8.2a CE06950 vit-2 17 1.49E-03 34 1.799E-03
C42D8.2b CE41109 vit-2 17 1.54E-03 34 1.863E-03
C43E11.8 CE08686 exoc-7 1 2.24E-04 3 4.065E-04
C44B11.3 CE24843 mec-12 1 3.13E-04 5 9.485E-04
C44B7.10 CE32326 7 2.10E-03 23 4.169E-03
C44B7.8 CE02546 pmp-1 5 1.06E-03 - -
C44B7.9 CE02547 pmp-2 5 1.07E-03 - -
C44C10.4 CE31442 497 1.31E-01 1198 1.904E-01
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C44F1.3 CE02163 lec-4 1 4.98E-04 - -
C45G3.1 CE15710 aspm-1 2 2.38E-04 - -
C47B2.3 CE17563 tba-2 4 1.26E-03 15 2.858E-03
C47E8.5 CE05441 daf-21 17 3.42E-03 21 2.554E-03
C49H3.10 CE29726 xpo-3 1 1.48E-04 - -
C49H3.11 CE04237 rps-2 2 1.04E-03 6 1.883E-03
C49H3.5a CE27872 ntl-4 1 1.77E-04 - -
C49H3.5b CE30505 ntl-4 1 2.29E-04 - -
C50F4.7 CE03252 his-37 6 8.21E-03 3 2.486E-03
C52E4.4 CE08946 rpt-1 3 9.73E-04 6 1.177E-03
C53D5.6 CE26971 imb-3 6 7.75E-04 16 1.251E-03
C53H9.1 CE19381 rpl-27 1 1.04E-03 2 1.255E-03
C54C6.2 CE33770 ben-1 7 2.22E-03 8 1.538E-03
C54D1.3 CE37098 ist-1 1 1.41E-04 - -
C54E4.2a CE20611 1 6.24E-04 - -
C54E4.2b CE33576 1 6.03E-04 - -
C56G2.1a CE24866 1 1.63E-04 - -
C56G2.1b CE30637 1 3.45E-04 - -
C56G2.6a CE30639 let-767 1 4.46E-04 - -
C56G2.6b CE01875 let-767 1 4.23E-04 - -
C56G2.7 CE30640 2 7.54E-04 5 1.141E-03
D1007.12 CE09047 rpl-24.1 2 1.77E-03 3 1.611E-03
D2023.6 CE09076 2 5.51E-04 - -
D2030.2a CE09079 2 4.81E-04 2 2.914E-04
D2030.2b CE35176 2 6.00E-04 1 1.816E-04
D2045.2 CE44314 1 7.68E-05 - -
D2085.1 CE41886 pyr-1 3 1.92E-04 - -
D2096.11 CE33608 1 1.94E-04 - -
D2096.8 CE04306 4 1.79E-03 3 8.104E-04
DY3.2 CE15746 lmn-1 1 2.49E-04 - -
E04A4.8 CE21392 rpl-20 3 2.35E-03 4 1.897E-03
E04F6.5a CE01217 acdh-12 1 2.30E-04 - -
F01F1.8a CE01234 cct-6 1 2.62E-04 2 3.168E-04
F01G4.6a CE09162 10 4.15E-03 11 2.762E-03
F01G4.6b CE40325 9 3.28E-03 11 2.426E-03
F02E8.1 CE07016 asb-2 4 1.85E-03 3 8.397E-04
F02E9.4a CE33046 sin-3 1 9.37E-05 - -
F02E9.4b CE40934 sin-3 1 9.36E-05 - -
F07B7.5 CE03253 his-49 3 3.11E-03 4 2.511E-03
F07B7.9 CE03252 his-50 6 8.21E-03 3 2.486E-03
F07D10.1 CE07033 rpl-11.2 1 7.20E-04 2 8.711E-04
F08F3.4 CE32856 1 3.94E-04 1 2.385E-04
F08G2.3 CE03253 his-42 3 3.11E-03 4 2.511E-03
F10B5.1 CE01543 rpl-10 2 1.32E-03 2 7.978E-04
F10E7.7 CE04362 rpl-33 4 4.55E-03 3 2.065E-03
F10F2.1 CE32621 sel-2 3 1.69E-04 2 6.810E-05
F10G7.2 CE02626 tsn-1 3 4.63E-04 1 9.340E-05
F10G7.8 CE02632 rpn-5 4 1.15E-03 4 6.969E-04
F11C3.3 CE09349 unc-54 19 1.36E-03 10 4.349E-04
F13B10.2a CE05598 rpl-3 3 1.06E-03 4 8.515E-04
F13B10.2c CE36996 rpl-3 3 1.20E-03 4 9.673E-04
F13B10.2d CE36997 rpl-3 1 4.65E-04 - -
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F13H10.8 CE40039 2 3.53E-03 - -
F14F4.3a CE23649 mrp-5 2 2.01E-04 - -
F14F4.3b CE23650 mrp-5 2 1.98E-04 - -
F15D3.7 CE15854 1 5.83E-04 - -
F15G9.4a CE18595 him-4 1 2.73E-05 - -
F15G9.4b CE18596 him-4 1 2.71E-05 - -
F15G9.4d CE43012 him-4 1 2.71E-05 - -
F16A11.3a CE37103 ppfr-1 4 3.79E-04 1 5.729E-05
F16A11.3b CE37104 ppfr-1 4 4.14E-04 1 6.259E-05
F16A11.3c CE37105 ppfr-1 2 2.70E-04 - -
F16A11.3d CE44414 ppfr-1 4 3.61E-04 1 5.465E-05
F17C11.9a CE05656 1 3.54E-04 - -
F17C11.9b CE32385 1 3.78E-04 - -
F17C11.9c CE39492 1 3.86E-04 - -
F17E9.10 CE03253 his-32 3 3.11E-03 4 2.511E-03
F17E9.12 CE03252 his-31 6 8.21E-03 3 2.486E-03
F17E9.4 CE27971 1 1.00E-03 - -
F18C12.3 CE15869 2 5.18E-04 - -
F20D12.4 CE04434 czw-1 3 5.44E-04 - -
F22B3.1 CE03252 his-64 6 8.21E-03 3 2.486E-03
F22B3.2 CE03253 his-63 3 3.11E-03 4 2.511E-03
F22B3.4 CE03255 2 3.97E-04 - -
F22B5.2 CE02197 eif-3.G 1 5.51E-04 - -
F22D6.3a CE05684 nrs-1 1 2.59E-04 - -
F23B12.5 CE09597 2 5.56E-04 4 6.735E-04
F23F1.8a CE29280 rpt-4 3 1.04E-03 4 8.411E-04
F23F1.8b CE09608 rpt-4 3 1.06E-03 4 8.580E-04
F23F12.6 CE01253 rpt-3 2 6.81E-04 7 1.443E-03
F25B5.4a CE01921 ubq-1 5 8.41E-04 12 1.222E-03
F25B5.4c CE31915 ubq-1 4 1.05E-03 9 1.428E-03
F25H2.10 CE09655 rpa-0 3 1.36E-03 8 2.189E-03
F25H5.4 CE15900 eft-2 11 1.82E-03 19 1.904E-03
F26A3.1 CE20724 1 4.61E-04 - -
F26B1.3 CE09675 ima-2 4 1.06E-03 2 3.215E-04
F26D10.3 CE09682 hsp-1 56 1.23E-02 94 1.254E-02
F26E4.8 CE09692 tba-1 3 9.42E-04 15 2.852E-03
F26F4.10a CE29495 rrt-1 7 1.38E-03 - -
F26F4.10b CE37225 rrt-1 7 1.43E-03 - -
F27C1.7a CE09719 atp-3 4 2.73E-03 1 4.124E-04
F27C1.7b CE36139 atp-3 4 2.47E-03 1 3.744E-04
F28B3.7a CE42002 him-1 2 2.23E-04 4 2.706E-04
F28C6.3 CE03274 cpf-1 9 2.95E-03 18 3.574E-03
F28C6.6 CE03277 suf-1 15 2.88E-03 39 4.530E-03
F28D1.7 CE05747 rps-23 3 2.96E-03 2 1.194E-03
F29D11.2 CE09790 capg-1 6 7.34E-04 4 2.962E-04
F29F11.6 CE20735 gsp-1 2 8.57E-04 3 7.784E-04
F29G9.5 CE09799 rpt-2 4 1.27E-03 13 2.505E-03
F31E3.5 CE01270 eft-3 9 2.74E-03 24 4.425E-03
F32H2.5 CE42777 fasn-1 3 1.62E-04 - -
F33H2.2 CE17765 1 1.73E-04 - -
F35G12.2 CE31500 1 3.56E-04 - -
F35G12.8 CE03287 smc-4 47 4.28E-03 66 3.637E-03
128
Locus Protein Gene
Spectrum 
Count NSAF
Spectrum 
Count NSAF
Tandem MAP::SMCL-1 Purification
Biological Replica 1 Biological Replica 2
F35H10.7 CE04507 3 8.28E-04 1 1.671E-04
F36A2.13 CE24948 1 4.79E-05 2 5.799E-05
F36A2.6 CE09945 rps-15 7 6.54E-03 1 5.653E-04
F36A2.7 CE09946 1 8.44E-04 - -
F36A4.7 CE28300 ama-1 1 7.61E-05 - -
F36D3.8 CE15972 1 1.95E-04 - -
F37A4.8 CE29792 isw-1 1 1.40E-04 - -
F37C12.4 CE30781 rpl-36 5 6.78E-03 2 1.642E-03
F37C12.9 CE00821 rps-14 7 6.49E-03 4 2.246E-03
F38B6.4 CE28304 1 1.45E-04 - -
F39B2.6 CE16012 rps-26 3 3.62E-03 3 2.189E-03
F39C12.1 CE10092 7 1.93E-04 6 1.003E-04
F40A3.6 CE10152 8 4.37E-03 16 5.294E-03
F40F11.1 CE05860 rps-11 5 4.55E-03 4 2.203E-03
F42C5.8 CE04561 rps-8 7 4.75E-03 1 4.104E-04
F43D9.4 CE00994 sip-1 8 7.10E-03 7 3.758E-03
F43E2.8 CE07244 hsp-4 8 1.72E-03 10 1.299E-03
F43G9.1 CE34018 3 1.18E-03 7 1.669E-03
F44A2.7 CE35308 1 4.51E-04 - -
F44E5.4 CE18679 3 6.56E-04 15 1.985E-03
F44E5.5 CE18679 3 6.56E-04 15 1.985E-03
F44E7.9 CE10396 1 1.17E-03 - -
F44F4.11 CE18680 tba-4 2 6.30E-04 10 1.906E-03
F45E1.6 CE01943 his-71 3 3.11E-03 - -
F45F2.13 CE03253 his-6 3 3.11E-03 4 2.511E-03
F45F2.3 CE03252 his-5 6 8.21E-03 3 2.486E-03
F46F11.2 CE10598 cey-2 1 5.28E-04 3 9.592E-04
F46G10.7a CE02243 sir-2.2 4 1.97E-03 8 2.380E-03
F46G10.7b CE35540 sir-2.2 4 1.95E-03 9 2.658E-03
F46G10.7c CE44321 sir-2.2 4 1.92E-03 9 2.613E-03
F47B10.1 CE03351 8 2.59E-03 13 2.551E-03
F49C12.8 CE03368 rpn-7 8 2.75E-03 3 6.246E-04
F52B10.1 CE31177 nmy-1 2 1.44E-04 - -
F52D10.3a CE03389 ftt-2 4 2.27E-03 4 1.377E-03
F52D10.3b CE36489 ftt-2 3 2.14E-03 2 8.623E-04
F52E1.1 CE04629 pos-1 1 5.34E-04 - -
F52E1.13a CE33101 1 1.68E-04 1 1.016E-04
F52E1.13b CE33102 1 3.21E-04 1 1.940E-04
F52E1.13c CE37651 1 1.70E-04 1 1.029E-04
F52E1.7a CE04635 hsp-17 2 1.89E-03 1 5.729E-04
F52E1.7b CE35323 hsp-17 2 1.91E-03 1 5.768E-04
F53G12.10 CE11024 rpl-7 6 3.47E-03 10 3.499E-03
F53G2.6 CE37021 tsr-1 1 1.49E-04 - -
F54B3.1a CE43308 2 7.91E-05 4 9.578E-05
F54B3.1b CE43180 2 7.92E-05 4 9.584E-05
F54C9.10 CE02250 arl-1 1 7.83E-04 - -
F54C9.5 CE02255 rpl-5 3 1.44E-03 1 2.914E-04
F54C9.8 CE02258 puf-5 1 2.55E-04 2 3.087E-04
F54D5.7 CE03411 1 3.45E-04 61 1.273E-02
F54E12.1 CE03253 his-55 3 3.11E-03 4 2.511E-03
F54E12.3 CE03252 his-56 6 8.21E-03 3 2.486E-03
F54E7.2 CE26896 rps-12 3 3.02E-03 1 6.098E-04
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F54H12.1a CE25005 aco-2 1 1.81E-04 - -
F54H12.1b CE30144 aco-2 1 2.12E-04 - -
F54H12.1c CE32436 aco-2 1 2.06E-04 - -
F55D10.2 CE02777 rpl-25.1 1 9.59E-04 3 1.742E-03
F55F8.2a CE11190 1 1.89E-04 - -
F55F8.2b CE33400 1 2.44E-04 - -
F55G1.11 CE03252 his-60 6 8.21E-03 3 2.486E-03
F55G1.2 CE03253 his-59 3 3.11E-03 4 2.511E-03
F55H2.6 CE00213 clu-1 4 4.52E-04 - -
F56A6.1a CE25906 sago-2 2 3.18E-04 2 1.925E-04
F56A6.1b CE33401 sago-2 2 3.29E-04 2 1.995E-04
F56A8.6 CE16126 cpf-2 1 4.20E-04 12 3.049E-03
F56C9.1 CE01319 gsp-2 2 8.47E-04 3 7.691E-04
F56D2.1 CE11226 ucr-1 2 5.99E-04 1 1.812E-04
F56D2.4 CE01332 uev-2 1 6.13E-04 - -
F56E10.4 CE19904 rps-27 3 5.10E-03 - -
F56F11.4a CE28467 1 3.43E-04 5 1.039E-03
F56F11.4b CE31008 1 3.26E-04 5 9.880E-04
F56F3.5 CE00664 rps-1 7 3.84E-03 8 2.657E-03
F56H1.4 CE17915 rpt-5 3 9.84E-04 5 9.926E-04
F57B1.2 CE11288 sun-1 1 2.98E-04 - -
F57B9.10a CE25011 rpn-6 1 3.22E-04 5 9.745E-04
F57B9.10b CE38077 rpn-6 1 3.36E-04 5 1.016E-03
F57B9.2 CE42983 let-711 9 5.02E-04 - -
F57F10.1a CE28476 abts-3 2 2.94E-04 - -
F57F10.1b CE31811 abts-3 2 3.54E-04 - -
F57F10.1c CE38965 abts-3 2 3.17E-04 - -
F58B3.5 CE06007 mrs-1 4 6.15E-04 - -
F58F12.1 CE01976 1 8.65E-04 - -
F59D8.1 CE20900 vit-3 12 1.06E-03 13 6.923E-04
F59D8.2 CE26817 vit-4 11 9.68E-04 13 6.923E-04
H04J21.3a CE31849 gip-1 1 1.58E-04 - -
H04J21.3b CE32450 gip-1 1 1.46E-04 - -
H05L14.2 CE42798 1 6.41E-05 - -
H28O16.1a CE18826 5 1.31E-03 10 1.587E-03
H28O16.1b CE34194 1 9.66E-04 1 5.847E-04
H28O16.1c CE34195 5 1.40E-03 8 1.358E-03
H28O16.1d CE36263 5 1.38E-03 10 1.671E-03
H38K22.2a CE33527 dcn-1 2 9.56E-04 - -
H38K22.2b CE33528 dcn-1 2 1.17E-03 - -
JC8.3a CE17986 rpl-12 2 1.71E-03 2 1.035E-03
K01D12.1 CE06040 1 4.49E-04 - -
K01G5.7 CE16197 tbb-1 8 2.51E-03 14 2.662E-03
K01H12.2 CE03454 ant-1.3 9 4.05E-03 17 4.637E-03
K02B2.5 CE04691 rps-25 4 4.82E-03 1 7.296E-04
K02C4.3 CE40974 1 1.08E-04 - -
K03A1.6 CE03252 his-38 6 8.21E-03 3 2.486E-03
K04D7.1 CE06090 rack-1 4 1.74E-03 9 2.364E-03
K05C4.9 CE19977 2 3.90E-04 - -
K06A5.7 CE11778 cdc-25.1 1 2.33E-04 - -
K06C4.10 CE03252 his-18 6 8.21E-03 3 2.486E-03
K06C4.13 CE03253 his-27 3 3.11E-03 4 2.511E-03
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K06C4.2 CE03252 his-28 6 8.21E-03 3 2.486E-03
K06C4.5 CE03253 his-17 3 3.11E-03 4 2.511E-03
K07A1.12 CE16234 lin-53 2 6.76E-04 - -
K07B1.5a CE30091 acl-14 1 3.40E-04 - -
K07B1.5b CE29507 acl-14 1 3.29E-04 - -
K07C5.8 CE35585 cash-1 2 4.16E-04 - -
K07H8.6a CE28594 vit-6 22 1.88E-03 32 1.656E-03
K07H8.6b CE34921 vit-6 2 1.40E-03 2 8.494E-04
K07H8.6c CE18026 vit-6 22 1.88E-03 32 1.655E-03
K09F5.2 CE04746 vit-1 18 1.57E-03 32 1.690E-03
K10B3.10 CE07373 spc-1 1 5.81E-05 - -
K10C3.5a CE32469 1 1.58E-04 - -
K10C3.5b CE38396 1 2.00E-04 - -
K10D2.3 CE02015 cid-1 1 9.90E-05 - -
K11C4.3a CE28604 unc-70 2 1.25E-04 - -
K11C4.3b CE30159 unc-70 2 1.23E-04 - -
K11D9.2a CE18884 sca-1 3 4.00E-04 4 3.224E-04
K11D9.2b CE18885 sca-1 4 5.62E-04 4 3.401E-04
K11H12.2 CE12148 rpl-15 5 3.46E-03 2 8.369E-04
K11H3.1a CE31850 gpdh-2 1 3.80E-04 1 2.301E-04
K11H3.1b CE31851 gpdh-2 1 3.60E-04 1 2.178E-04
K11H3.1d CE41432 gpdh-2 1 3.92E-04 1 2.371E-04
K11H3.3 CE00474 1 4.52E-04 3 8.208E-04
K12F2.1 CE34936 myo-3 6 4.30E-04 - -
LLC1.3 CE31971 2 5.70E-04 20 3.449E-03
M03F4.2a CE12358 act-4 7 2.63E-03 16 3.633E-03
M03F4.2b CE28620 act-4 5 2.12E-03 14 3.600E-03
M03F4.2c CE37134 act-4 7 2.73E-03 16 3.773E-03
M03F8.3a CE28622 1 1.90E-04 - -
M03F8.3b CE41919 1 1.89E-04 - -
M04B2.4 CE12390 1 2.68E-04 - -
M05D6.6 CE03504 1 8.76E-04 - -
M106.1 CE18083 mix-1 121 1.37E-02 190 1.304E-02
M116.5 CE43709 1 1.30E-04 - -
M117.2 CE06200 par-5 6 3.41E-03 6 2.065E-03
M28.5 CE02283 1 1.10E-03 2 1.334E-03
M60.2 CE28630 3 7.40E-04 - -
MTCE.31 CE35351 1 6.10E-04 - -
R01E6.3a CE29433 cah-4 8 4.03E-03 37 1.128E-02
R01E6.3b CE29434 cah-4 8 4.80E-03 37 1.344E-02
R03G5.1a CE01270 eft-4 10 3.05E-03 24 4.425E-03
R03G5.1b CE33153 eft-4 6 1.10E-02 6 6.652E-03
R03G5.1c CE33154 eft-4 7 3.70E-03 12 3.837E-03
R03G5.1d CE33155 eft-4 10 3.29E-03 20 3.980E-03
R04F11.2 CE06233 1 1.32E-03 - -
R04F11.5 CE29599 1 7.62E-04 - -
R05C11.3 CE28747 mca-2 1 1.22E-04 - -
R05D3.11 CE42016 met-2 1 1.07E-04 - -
R05H10.3a CE25970 2 4.77E-04 - -
R05H10.3b CE37034 1 2.80E-04 - -
R06F6.1 CE01616 cdl-1 1 3.84E-04 - -
R09A1.1 CE30106 ergo-1 1 1.26E-04 - -
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R11A5.4a CE12728 2 4.31E-04 3 3.916E-04
R11A5.4b CE36358 2 4.85E-04 3 4.400E-04
R11A5.4c CE36359 2 4.80E-04 2 2.909E-04
R11A5.4d CE36360 2 4.56E-04 3 4.144E-04
R12C12.1a CE02846 1 1.44E-04 - -
R12E2.12 CE33159 1 8.71E-04 - -
R12E2.3 CE18135 rpn-8 3 1.17E-03 7 1.651E-03
R13A5.12 CE21123 lpd-7 1 2.66E-04 - -
R13A5.8 CE01380 rpl-9 1 7.46E-04 2 9.034E-04
R13G10.1 CE01052 dpy-27 194 1.86E-02 244 1.418E-02
R144.7a CE39272 larp-1 1 1.62E-04 - -
R144.7b CE31582 larp-1 1 1.32E-04 - -
R151.3 CE00744 rpl-6 1 6.50E-04 6 2.360E-03
R74.1 CE16317 lrs-1 2 2.38E-04 - -
T01B11.4 CE12898 ant-1.4 9 4.05E-03 17 4.637E-03
T01B7.6 CE43423 1 1.81E-04 - -
T01C3.6 CE12918 rps-16 6 5.88E-03 4 2.371E-03
T01C3.7 CE12920 fib-1 1 4.01E-04 5 1.213E-03
T01G9.6a CE18168 kin-10 1 6.03E-04 - -
T01G9.6b CE06343 kin-10 1 6.00E-04 - -
T02G5.9a CE04861 krs-1 2 4.93E-04 1 1.492E-04
T02G5.9b CE28247 krs-1 2 4.73E-04 1 1.432E-04
T02G5.9c CE38540 krs-1 1 2.74E-04 1 1.661E-04
T03E6.7 CE16333 cpl-1 3 1.26E-03 1 2.533E-04
T04C12.4 CE13148 act-3 7 2.63E-03 16 3.633E-03
T04C12.5 CE13150 act-2 7 2.63E-03 19 4.314E-03
T04C12.6 CE13148 act-1 7 2.63E-03 16 3.633E-03
T05C3.5 CE13229 dnj-19 2 6.42E-04 8 1.556E-03
T05E11.1 CE06360 rps-5 5 3.36E-03 6 2.439E-03
T05E11.3 CE06362 1 1.86E-04 - -
T05F1.3 CE13265 rps-19 2 1.93E-03 2 1.169E-03
T05G5.3 CE00315 cdk-1 2 8.50E-04 - -
T05H10.1 CE32928 1 1.06E-04 - -
T05H4.12 CE13291 atp-4 2 2.19E-03 - -
T06D8.8 CE02329 rpn-9 5 1.82E-03 6 1.324E-03
T07A9.11 CE40119 rps-24 3 3.23E-03 3 1.955E-03
T07A9.9a CE17218 2 4.14E-04 - -
T07A9.9b CE31600 2 4.46E-04 - -
T08A11.1 CE16370 4 3.01E-04 1 4.560E-05
T08B2.10 CE26948 rps-17 7 7.59E-03 2 1.313E-03
T08B2.7a CE13431 2 3.61E-04 - -
T08B2.7b CE26950 2 3.74E-04 - -
T08B2.7c CE30299 2 4.05E-04 - -
T09B4.9 CE13473 3 9.95E-04 - -
T09B9.4 CE01652 1 2.67E-04 - -
T10B10.2 CE23962 ucr-2.2 1 3.34E-04 2 4.046E-04
T10C6.13 CE03253 his-2 3 3.11E-03 4 2.511E-03
T10C6.14 CE03252 his-1 6 8.21E-03 3 2.486E-03
T10F2.2 CE02041 1 4.69E-04 - -
T10F2.4 CE38104 1 2.87E-04 2 3.470E-04
T11G6.5a CE32932 1 1.00E-04 - -
T11G6.5b CE42636 1 1.05E-04 - -
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T12A2.2 CE01395 1 1.86E-04 - -
T12E12.4a CE30172 drp-1 2 4.00E-04 - -
T12E12.4b CE30173 drp-1 2 3.96E-04 - -
T12F5.3 CE29052 glh-4 1 1.22E-04 - -
T13F2.1 CE25113 fat-4 3 9.46E-04 - -
T14G10.5a CE06451 1 1.62E-04 - -
T14G10.5b CE39281 1 1.60E-04 - -
T14G12.3 CE04964 tag-18 2 1.40E-03 - -
T18D3.4 CE31619 myo-2 4 2.90E-04 - -
T19B4.5 CE13744 1 3.53E-04 1 2.134E-04
T20B12.2 CE01408 tbp-1 1 4.15E-04 - -
T20F5.6 CE28685 3 5.33E-04 3 3.225E-04
T20G5.1 CE00480 chc-1 3 2.52E-04 5 2.539E-04
T21B10.2a CE03684 enol-1 13 4.22E-03 25 4.917E-03
T21B10.2b CE32730 enol-1 8 3.35E-03 23 5.826E-03
T21B10.2c CE36954 enol-1 13 3.94E-03 25 4.590E-03
T21B10.7 CE16437 cct-2 1 2.67E-04 2 3.227E-04
T21C9.12 CE06481 scpl-4 1 3.12E-04 - -
T21E12.4 CE23997 dhc-1 2 6.17E-05 9 1.682E-04
T21G5.3 CE25121 glh-1 2 3.70E-04 2 2.238E-04
T22D1.9 CE17253 rpn-1 12 1.73E-03 10 8.702E-04
T22F3.3a CE24003 3 4.80E-04 - -
T22F3.3b CE20769 3 5.00E-04 - -
T22F3.4 CE13968 rpl-11.1 1 7.20E-04 2 8.711E-04
T23D8.4 CE18958 eif-3.C 1 1.57E-04 - -
T23D8.5 CE03252 his-67 6 8.21E-03 3 2.486E-03
T23E7.2a CE14064 1 1.52E-04 - -
T23E7.2b CE14066 1 1.60E-04 - -
T23E7.2e CE31244 3 4.66E-04 - -
T23G11.2 CE16458 gna-2 1 4.06E-04 - -
T23G11.3 CE14096 gld-1 3 9.14E-04 2 3.688E-04
T24B8.1a CE03709 rpl-32 1 1.05E-03 1 6.371E-04
T25C8.2 CE16463 act-5 6 2.26E-03 5 1.138E-03
T26E3.7 CE14196 2 2.66E-03 1 8.053E-04
T27A10.7 CE37679 cgr-1 1 3.68E-04 - -
T27C4.4a CE21211 lin-40 2 2.76E-04 - -
T27C4.4b CE21212 lin-40 2 3.24E-04 - -
T27C4.4c CE33330 lin-40 2 3.73E-04 - -
T27C4.4d CE33331 lin-40 2 3.24E-04 - -
T27E9.1a CE14263 ant-1.1 23 1.08E-02 29 8.252E-03
T27E9.1b CE33843 ant-1.1 10 1.10E-02 16 1.067E-02
T27E9.1c CE33844 ant-1.1 16 1.09E-02 23 9.485E-03
T27E9.7 CE18971 abcf-2 10 2.27E-03 13 1.784E-03
W01B11.3 CE18307 nol-5 3 8.69E-04 1 1.753E-04
W02D3.6 CE14428 ant-1.2 4 1.88E-03 4 1.138E-03
W02F12.5 CE31083 4 1.22E-03 24 4.425E-03
W02H5.9 CE35796 1 5.02E-04 - -
W05E7.1 CE34103 grd-3 1 7.79E-04 - -
W06B11.2 CE31253 puf-9 1 2.01E-04 2 2.429E-04
W06H8.1a CE25146 rme-1 4 7.18E-04 2 2.172E-04
W06H8.1b CE25147 rme-1 4 6.76E-04 2 2.045E-04
W06H8.1c CE25148 rme-1 4 9.58E-04 2 2.899E-04
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W06H8.1d CE31086 rme-1 4 9.79E-04 2 2.964E-04
W06H8.1e CE30204 rme-1 4 9.20E-04 2 2.785E-04
W06H8.1f CE33335 rme-1 4 1.02E-03 2 3.076E-04
W08E3.3 CE14708 tag-210 1 3.57E-04 - -
W09B6.1a CE14734 pod-2 3 2.06E-04 2 8.312E-05
W09C5.6a CE20168 rpl-31 1 1.16E-03 - -
W09C5.8 CE20171 1 8.06E-04 - -
W09G3.2 CE16568 1 3.29E-04 - -
W09H1.6a CE16576 lec-1 1 5.05E-04 - -
W09H1.6b CE16577 lec-1 1 4.95E-04 - -
Y102A5A.1 CE20378 cand-1 6 6.64E-04 6 4.020E-04
Y105E8A.16 CE29835 rps-20 1 1.21E-03 1 7.296E-04
Y105E8A.24a CE29842 1 1.21E-04 - -
Y105E8A.24b CE34221 1 1.25E-04 - -
Y106G6E.5 CE27228 ced-12 1 1.93E-04 - -
Y106G6H.2a CE20412 pab-1 2 4.37E-04 6 7.929E-04
Y106G6H.2b CE36227 pab-1 2 4.84E-04 2 2.929E-04
Y106G6H.2c CE36228 pab-1 1 2.41E-04 6 8.741E-04
Y106G6H.3 CE20413 rpl-30 3 3.74E-03 1 7.555E-04
Y108G3AL.1 CE27593 cul-3 1 1.81E-04 1 1.099E-04
Y113G7B.23 CE25208 psa-1 1 1.79E-04 1 1.082E-04
Y18D10A.17 CE21413 car-1 2 8.30E-04 - -
Y22D7AL.5a CE27244 hsp-60 2 4.97E-04 134 2.014E-02
Y22D7AL.5b CE42184 hsp-60 2 7.38E-04 5 1.117E-03
Y24D9A.4a CE27398 rpl-7A 8 4.26E-03 5 1.611E-03
Y24D9A.4c CE30401 rpl-7A 8 4.60E-03 5 1.742E-03
Y25C1A.5 CE21472 5 7.26E-04 5 4.396E-04
Y32H12A.8 CE42033 7 2.56E-04 7 1.553E-04
Y37E3.17a CE30219 2 3.40E-04 4 4.114E-04
Y37E3.17b CE37062 2 3.37E-04 4 4.080E-04
Y37E3.7 CE26658 rla-1 3 3.81E-03 4 3.076E-03
Y37E3.8a CE26774 3 2.92E-03 3 1.766E-03
Y37E3.8b CE26904 2 3.21E-03 3 2.910E-03
Y37E3.9 CE26775 phb-1 1 5.13E-04 1 3.104E-04
Y39A1B.3 CE31734 dpy-28 12 1.13E-03 23 1.310E-03
Y39E4A.3a CE33866 2 6.54E-04 - -
Y39E4A.3b CE38987 2 6.53E-04 - -
Y39G10AR.14 CE21767 mcm-4 2 3.43E-04 - -
Y39G10AR.8 CE27254 1 3.01E-04 - -
Y41D4A.4 CE21847 1 2.43E-04 - -
Y41E3.4 CE18372 ers-1 1 1.79E-04 - -
Y43B11AR.4 CE24278 rps-4 7 3.81E-03 5 1.648E-03
Y45F10C.2 CE16636 1 1.21E-03 1 7.296E-04
Y45F10D.12 CE16650 rpl-18 4 3.00E-03 8 3.633E-03
Y45G12B.1a CE21933 nuo-5 2 3.87E-04 1 1.171E-04
Y45G12B.1c CE33341 nuo-5 1 2.22E-04 1 1.346E-04
Y46G5A.4 CE21971 1 6.57E-05 - -
Y47D3A.16 CE22045 rsks-1 1 2.43E-04 - -
Y47D3B.10 CE20261 dpy-18 1 2.52E-04 - -
Y47G6A.10 CE34400 spg-7 1 1.80E-04 - -
Y48G1A.5 CE27001 xpo-2 1 1.50E-04 9 8.191E-04
Y48G8AL.6 CE28367 smg-2 4 5.28E-04 5 3.993E-04
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Y48G8AL.8a CE22195 rpl-17 1 7.54E-04 4 1.826E-03
Y48G9A.3 CE42624 gcn-1 7 3.68E-04 8 2.548E-04
Y49A3A.2 CE22210 vha-13 5 1.16E-03 - -
Y49E10.1 CE22219 rpt-6 2 6.78E-04 3 6.156E-04
Y49E10.2 CE22220 glrx-5 1 9.93E-04 - -
Y49E10.6 CE22223 his-72 3 3.11E-03 - -
Y53C12A.2 CE14886 glt-5 1 2.87E-04 - -
Y54E10A.2 CE39656 cogc-1 2 3.58E-04 - -
Y54E2A.4 CE43325 1 6.99E-05 - -
Y54G11A.13 CE22478 ctl-3 1 2.75E-04 - -
Y54G11A.6 CE30713 ctl-1 1 2.84E-04 - -
Y55F3AM.6a CE25488 1 3.41E-04 - -
Y55F3AM.6b CE33891 1 4.11E-04 - -
Y55F3AM.8 CE25490 immp-2 1 9.28E-04 - -
Y57A10A.18a CE35684 pqn-87 1 9.69E-05 - -
Y57A10A.18b CE41185 pqn-87 1 9.67E-05 - -
Y57A10A.26 CE22631 1 5.24E-04 - -
Y57G11C.15 CE14954 3 8.94E-04 2 3.610E-04
Y57G11C.16 CE14956 rps-18 7 6.41E-03 3 1.663E-03
Y62E10A.1 CE22694 rla-2 2 2.56E-03 2 1.552E-03
Y65B4BL.5 CE24550 acs-13 3 5.88E-04 - -
Y67D8C.10a CE28372 mca-3 1 1.22E-04 - -
Y67D8C.10b CE28373 mca-3 1 1.14E-04 - -
Y67D8C.10c CE31664 mca-3 1 1.24E-04 - -
Y67D8C.10d CE43364 mca-3 1 1.21E-04 - -
Y67D8C.5 CE31665 eel-1 8 2.70E-04 5 1.022E-04
Y67H2A.6a CE28377 csn-6 1 3.31E-04 - -
Y67H2A.6b CE43901 csn-6 1 3.27E-04 - -
Y67H2A.8 CE22790 fat-1 1 3.51E-04 - -
Y69A2AR.18a CE27514 2 9.43E-04 4 1.142E-03
Y69A2AR.18b CE29133 2 9.01E-04 4 1.091E-03
Y69A2AR.18c CE33241 2 1.41E-03 1 4.268E-04
Y6B3A.1a CE42203 agef-1 2 1.77E-04 1 5.356E-05
Y6B3A.1c CE24576 agef-1 2 1.73E-04 1 5.244E-05
Y71A12B.1 CE24592 rps-6 6 3.44E-03 - -
Y71F9AL.13a CE25552 rpl-1 4 2.61E-03 10 3.952E-03
Y71F9AL.13b CE28379 rpl-1 3 2.73E-03 6 3.305E-03
Y71F9AL.17 CE29136 5 5.72E-04 3 2.079E-04
Y71F9AM.4a CE37070 cogc-3 1 1.78E-04 - -
Y71F9AM.6 CE26244 trap-1 1 5.49E-04 5 1.661E-03
Y71H2AM.23 CE27322 tufm-1 3 8.53E-04 - -
Y71H2B.10a CE29919 apb-1 3 4.43E-04 - -
Y71H2B.10c CE24628 apb-1 3 5.12E-04 - -
Y73B3A.18a CE27328 3 1.81E-03 2 7.296E-04
Y73B3A.18b CE31261 3 2.13E-03 2 8.580E-04
Y73B6BL.6a CE29008 sqd-1 6 2.77E-03 6 1.679E-03
Y73B6BL.6b CE38662 sqd-1 6 2.75E-03 6 1.663E-03
Y73E7A.9 CE38757 adpr-1 1 2.53E-04 - -
Y92C3B.3a CE34438 rab-18 1 7.31E-04 - -
Y92C3B.3b CE27340 rab-18 1 6.95E-04 - -
Y95B8A.10a CE23151 pde-6 1 1.86E-04 - -
ZC101.2a CE15028 unc-52 1 5.68E-05 - -
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ZC101.2b CE15030 unc-52 1 1.22E-04 - -
ZC101.2c CE15034 unc-52 1 6.14E-05 - -
ZC101.2d CE43275 unc-52 1 5.74E-05 - -
ZC101.2e CE18424 unc-52 1 4.18E-05 - -
ZC101.2f CE37074 unc-52 1 5.90E-05 - -
ZC155.3 CE23442 morc-1 1 1.67E-04 - -
ZC434.2 CE06577 rps-7 1 7.27E-04 2 8.801E-04
ZC434.5 CE06580 ers-2 1 1.23E-04 - -
ZC504.4a CE25672 mig-15 1 1.30E-04 - -
ZC504.4b CE25673 mig-15 1 1.30E-04 - -
ZC504.4c CE28273 mig-15 1 1.29E-04 - -
ZC504.4d CE32767 mig-15 1 1.32E-04 - -
ZC8.4a CE31264 lfi-1 2 1.18E-04 - -
ZC8.4b CE38922 lfi-1 2 1.33E-04 - -
ZC8.4d CE35814 lfi-1 2 1.20E-04 - -
ZK1010.1 CE15495 ubq-2 2 2.20E-03 8 5.335E-03
ZK1058.4 CE01104 ccdc-47 3 9.57E-04 2 3.863E-04
ZK112.2 CE00373 ncl-1 1 1.66E-04 - -
ZK131.1 CE03252 his-26 6 8.21E-03 3 2.486E-03
ZK131.2 CE03253 his-25 3 3.11E-03 4 2.511E-03
ZK131.3 CE03253 his-9 3 3.11E-03 4 2.511E-03
ZK131.4 CE03252 his-10 6 8.21E-03 3 2.486E-03
ZK131.7 CE03253 his-13 3 3.11E-03 4 2.511E-03
ZK131.8 CE03252 his-14 6 8.21E-03 3 2.486E-03
ZK154.3 CE15257 mec-7 7 2.24E-03 7 1.355E-03
ZK177.4 CE29069 1 2.15E-04 1 1.303E-04
ZK20.5 CE06608 rpn-12 2 1.13E-03 4 1.366E-03
ZK270.2a CE34142 frm-1 1 3.11E-05 - -
ZK270.2b CE34143 frm-1 1 2.22E-04 - -
ZK270.2d CE34144 frm-1 1 3.03E-05 - -
ZK270.2e CE34145 frm-1 1 3.11E-05 - -
ZK381.4a CE25689 pgl-1 2 3.86E-04 4 4.678E-04
ZK381.4b CE07628 pgl-1 2 3.66E-04 4 4.429E-04
ZK430.1 CE05078 toe-1 2 1.71E-04 - -
ZK512.5 CE00411 1 1.14E-04 - -
ZK593.5 CE30718 dnc-1 2 2.13E-04 - -
ZK632.1a CE00415 mcm-6 1 1.74E-04 - -
ZK632.3 CE00420 riok-3 1 2.77E-04 - -
ZK652.4 CE00450 rpl-35 1 1.15E-03 1 6.940E-04
ZK669.4 CE01115 16 5.04E-03 28 5.335E-03
ZK688.5a CE29166 3 2.61E-04 3 1.581E-04
ZK688.5b CE33264 2 1.77E-04 3 1.606E-04
ZK742.1a CE23467 xpo-1 2 2.61E-04 2 1.581E-04
ZK897.1a CE40493 unc-31 1 1.01E-04 - -
ZK897.1b CE43600 unc-31 1 1.02E-04 - -
ZK945.3 CE01734 puf-12 1 1.84E-04 - -
B0303.3 CE00561 - - 4 7.622E-04
B0336.2 CE00696 arf-1.2 - - 1 4.716E-04
BE10.1 CE17358 - - 3 7.904E-04
C04F12.4 CE19677 rpl-14 - - 1 6.323E-04
C04F12.6 CE19679 - - 1 3.335E-04
C05E4.9a CE23521 gei-7 - - 1 8.819E-05
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C05E4.9b CE32565 gei-7 - - 1 9.892E-05
C05G5.4 CE05227 - - 1 2.651E-04
C06A1.1 CE02114 cdc-48.1 - - 2 2.110E-04
C06G3.6 CE07982 - - 1 1.714E-04
C07G2.3b CE29569 cct-5 - - 1 2.541E-04
C09D1.1a CE30426 unc-89 - - 1 1.287E-05
C09D1.1b CE34251 unc-89 - - 1 1.056E-05
C09D1.1e CE37702 unc-89 - - 1 1.425E-05
C09D1.1f CE37703 unc-89 - - 1 1.147E-05
C09D1.1g CE37704 unc-89 - - 1 1.199E-05
C13B9.3 CE01778 - - 3 4.973E-04
C15F1.6 CE20509 art-1 - - 3 8.315E-04
C15H11.7 CE08184 pas-1 - - 1 3.470E-04
C26F1.4 CE06878 rps-30 - - 1 6.567E-04
C30H6.7a CE15651 - - 1 2.533E-04
C32E8.2a CE08526 rpl-13 - - 4 1.650E-03
C35A5.8 CE41987 - - 2 1.558E-04
C41C4.8 CE05402 cdc-48.2 - - 2 2.108E-04
C55B7.4a CE09015 acdh-1 - - 2 3.998E-04
D1007.6 CE09041 rps-10 - - 1 5.729E-04
DH11.3 CE34788 pgp-11 - - 19 1.277E-03
F01F1.8b CE30647 cct-6 - - 2 3.980E-04
F09E5.15a CE32361 prdx-2 - - 12 5.253E-03
F09E5.15b CE41559 prdx-2 - - 12 5.148E-03
F16D3.1 CE09434 tba-5 - - 3 5.729E-04
F18H3.3a CE02193 pab-2 - - 3 3.701E-04
F18H3.3b CE03230 pab-2 - - 3 4.525E-04
F25H5.3a CE15898 pyk-1 - - 1 1.519E-04
F25H5.3b CE15899 pyk-1 - - 1 1.423E-04
F25H5.3c CE36135 pyk-1 - - 1 1.608E-04
F25H5.3d CE37832 pyk-1 - - 1 1.530E-04
F25H5.3e CE43392 pyk-1 - - 1 9.350E-05
F26F12.7 CE17716 let-418 - - 2 9.335E-05
F27D4.5 CE05736 tag-173 - - 1 2.332E-04
F28B3.7b CE39925 him-1 - - 2 1.220E-03
F28C6.7a CE03278 rpl-26 - - 1 6.012E-04
F28C6.7b CE20731 rpl-26 - - 1 8.053E-04
F28C6.7c CE32883 rpl-26 - - 1 7.832E-04
F31A3.3 CE39927 - - 2 1.004E-03
F31D4.7 CE34006 twk-35 - - 2 2.985E-04
F32E10.4 CE20745 ima-3 - - 3 4.983E-04
F33D11.10 CE09901 - - 1 2.140E-04
F36A2.4 CE42822 twk-30 - - 1 1.404E-04
F37A4.5 CE00707 - - 1 2.676E-04
F37C4.5a CE17048 - - 1 1.535E-04
F37C4.5b CE33640 - - 1 2.701E-04
F38B2.1a CE31506 ifa-1 - - 1 1.485E-04
F38B2.1b CE31507 ifa-1 - - 1 1.485E-04
F38B2.1c CE05824 ifa-1 - - 1 1.506E-04
F38B2.1d CE24961 ifa-1 - - 1 1.442E-04
F38E11.5 CE18673 - - 2 1.707E-04
F38H4.9 CE10074 let-92 - - 4 1.074E-03
137
Locus Protein Gene
Spectrum 
Count NSAF
Spectrum 
Count NSAF
Tandem MAP::SMCL-1 Purification
Biological Replica 1 Biological Replica 2
F39B2.10 CE16015 dnj-12 - - 4 8.494E-04
F40F4.5 CE30131 tba-9 - - 3 5.616E-04
F40F8.10 CE05849 rps-9 - - 5 2.258E-03
F42A10.1 CE01292 abcf-3 - - 1 1.199E-04
F48E8.5 CE30997 paa-1 - - 7 1.013E-03
F52B5.6 CE05721 rpl-25.2 - - 3 1.754E-03
F53A2.7 CE10878 - - 4 8.667E-04
F53F10.3 CE28447 - - 2 1.284E-03
F54A3.3 CE31540 cct-3 - - 1 1.572E-04
F54B3.3 CE35878 atad-3 - - 2 2.869E-04
F54H12.6 CE00548 - - 1 4.008E-04
F56A3.3a CE11218 npp-6 - - 2 1.093E-04
F57B10.14 CE31352 - - 3 4.573E-03
F57B9.6a CE01341 inf-1 - - 1 2.124E-04
F57B9.6b CE38524 inf-1 - - 1 7.423E-04
F57H12.1 CE17122 arf-3 - - 1 4.743E-04
F59A2.1a CE17939 npp-9 - - 1 9.926E-05
F59A2.1b CE33525 npp-9 - - 1 9.657E-05
F59C6.3 CE40079 - - 1 4.104E-04
H04M03.3 CE20922 - - 1 2.564E-04
H27A22.1a CE17979 - - 8 1.997E-03
H27A22.1b CE40259 - - 8 1.918E-03
K01C8.10 CE02262 cct-4 - - 1 1.581E-04
K02F2.2 CE17154 ahcy-1 - - 2 3.907E-04
K02F3.1 CE31028 tag-51 - - 1 1.661E-04
K04D7.3 CE06092 gta-1 - - 1 1.767E-04
K07C5.4 CE06114 - - 3 5.270E-04
K07D4.3 CE19527 rpn-11 - - 1 2.736E-04
K07G5.6 CE26899 - - 6 1.370E-03
K09A9.5 CE11980 gas-1 - - 1 1.771E-04
K10B3.7 CE07370 gpd-3 - - 1 2.503E-04
K10B3.8 CE07371 gpd-2 - - 1 2.503E-04
K12D12.1 CE06184 top-2 - - 2 1.123E-04
M01F1.2 CE01030 rpl-16 - - 5 2.113E-03
M7.1 CE03482 let-70 - - 1 5.807E-04
R03G5.2 CE31210 sek-1 - - 1 2.541E-04
R05D3.7 CE26945 unc-116 - - 1 1.047E-04
R06C7.10 CE06253 let-75 - - 1 4.405E-05
R07E5.5 CE43503 - - 1 5.928E-04
R11A8.6 CE06304 irs-1 - - 1 7.482E-05
R11D1.8 CE06313 rpl-28 - - 2 1.355E-03
R13F6.10 CE31579 cra-1 - - 1 8.911E-05
T04D1.4 CE41928 tag-192 - - 1 2.877E-05
T04F8.1 CE03614 sfxn-1.5 - - 1 2.635E-04
T05C12.7 CE02319 cct-1 - - 3 4.665E-04
T05F1.1a CE13267 nra-2 - - 4 6.130E-04
T05F1.1b CE41012 nra-2 - - 4 6.065E-04
T05F1.2 CE18929 - - 3 4.423E-04
T05H4.4 CE13275 - - 1 2.817E-04
T05H4.5 CE13277 - - 1 2.763E-04
T07D4.4a CE18219 ddx-19 - - 1 8.353E-05
T07D4.4b CE18220 ddx-19 - - 1 1.338E-04
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T07D4.4c CE18221 ddx-19 - - 1 1.393E-04
T07D4.4d CE43387 ddx-19 - - 1 1.406E-04
T07D4.4e CE43315 ddx-19 - - 1 1.718E-04
T10C6.6a CE16381 - - 1 1.872E-04
T10C6.6b CE23965 - - 1 2.206E-04
T21F4.1 CE33700 - - 3 7.832E-04
T22B11.5 CE28486 - - 2 1.659E-04
T24B8.1b CE43313 rpl-32 - - 1 1.054E-03
T24B8.7a CE43334 - - 1 2.891E-05
T24B8.7b CE43363 - - 1 2.888E-05
T24C4.1 CE19592 ucr-2.3 - - 1 1.999E-04
T24H7.1 CE40718 phb-2 - - 1 2.904E-04
T25G12.7 CE37275 dhs-30 - - 1 2.745E-04
T28D6.2 CE16521 tba-7 - - 8 1.538E-03
W02A2.1 CE21231 fat-2 - - 1 2.270E-04
W04C9.2 CE18333 - - 2 1.674E-03
W06H3.1 CE36215 immt-2 - - 1 1.305E-04
W10D9.5 CE14794 - - 1 7.832E-04
Y119D3B.15 CE34396 dss-1 - - 2 2.082E-03
Y18D10A.5 CE21401 gsk-3 - - 4 9.433E-04
Y26D4A.10 CE42494 - - 2 4.104E-04
Y37B11A.3 CE33942 - - 2 5.036E-04
Y38F1A.6 CE24222 - - 2 3.672E-04
Y39B6A.20 CE21681 asp-1 - - 2 4.311E-04
Y41D4B.5 CE21842 rps-28 - - 1 1.313E-03
Y41E3.10a CE37568 - - 3 9.738E-04
Y41E3.10b CE40788 - - 2 3.880E-04
Y43F4B.4 CE16629 npp-18 - - 1 2.352E-04
Y45F10C.4 CE16638 - - 1 6.884E-04
Y48C3A.7 CE28132 mac-1 - - 1 1.050E-04
Y48E1B.7 CE43878 - - 2 2.439E-04
Y51A2D.18 CE41060 - - 1 1.552E-04
Y53F4B.22 CE35675 arp-1 - - 1 2.283E-04
Y53G8AR.9 CE25419 - - 1 2.710E-04
Y54E2A.11a CE20310 eif-3.B - - 2 2.355E-04
Y55F3AM.13 CE22542 - - 2 4.823E-04
Y65B4A.6 CE34419 - - 1 2.140E-04
Y66H1B.2a CE44257 fln-1 - - 2 7.571E-05
Y66H1B.2f CE44255 fln-1 - - 2 7.747E-05
Y66H1B.2g CE44182 fln-1 - - 2 7.740E-05
Y71F9AL.9 CE22858 - - 1 2.719E-04
Y74C10AR.1 CE30325 eif-3.I - - 1 2.611E-04
Y75B8A.30 CE23041 pph-4.1 - - 2 5.127E-04
Y87G2A.5 CE24685 vrs-2 - - 5 4.065E-04
ZC513.6 CE07613 oma-2 - - 1 2.172E-04
ZK1127.7 CE42594 cin-4 - - 2 2.028E-04
ZK180.4 CE07622 sar-1 - - 2 8.846E-04
ZK370.8 CE34456 - - 2 3.001E-04
ZK593.1 CE24731 pyk-2 - - 3 4.973E-04
ZK863.6 CE15445 dpy-30 - - 2 1.388E-03
ZK899.4 CE37468 tba-8 - - 5 9.443E-04
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B0035.7 CE04501 his-47 4 6.3E-03
B0035.9 CE03252 his-46 5 9.7E-03
B0041.4 CE07669 rpl-4 7 4.0E-03
B0250.1 CE18478 rpl-2 4 3.1E-03
B0336.10 CE00778 rpl-23 3 4.3E-03
B0336.2 CE00696 arf-1.2 1 1.1E-03
B0393.1 CE00854 rps-0 2 1.4E-03
C04C3.3 CE27647 1 5.6E-04
C04F12.4 CE19677 rpl-14 6 8.8E-03
C04F6.1 CE03921 vit-5 13 1.6E-03
C06A8.3 CE02454 3 4.0E-03
C08H9.3a CE36914 1 2.6E-04
C09D4.5 CE08034 rpl-19 2 2.0E-03
C12C8.1 CE08110 hsp-70 2 6.2E-04
C15F1.7a CE23550 sod-1 1 1.1E-03
C15F1.7b CE20508 sod-1 1 1.3E-03
C15H11.9 CE08186 rrbs-1 1 6.0E-04
C15H9.6 CE08177 hsp-3 3 9.0E-04
C18A11.7a CE27706 dim-1 5 1.6E-03
C18A11.7b CE04038 dim-1 5 3.1E-03
C18F3.2a CE37202 sax-7 4 7.0E-04
C18F3.2b CE38779 sax-7 4 6.0E-04
C18F3.2c CE38935 sax-7 4 6.0E-04
C18F3.2d CE38936 sax-7 4 6.9E-04
C23G10.3 CE01810 rps-3 10 8.1E-03
C26D10.2a CE03025 hel-1 1 4.7E-04
C27A2.2a CE04102 rpl-22 4 6.1E-03
C32E8.2a CE08526 rpl-13 4 3.8E-03
C34E10.6 CE29950 atp-2 10 3.7E-03
C36E8.5 CE00913 tbb-2 1 4.4E-04
C37A2.7 CE30433 5 9.3E-03
C42C1.14 CE26911 rpl-34 1 1.8E-03
C42D8.2a CE06950 vit-2 13 1.6E-03
C42D8.2b CE41109 vit-2 13 1.7E-03
C44B11.3 CE24843 mec-12 11 4.9E-03
C44B7.10 CE32326 3 1.3E-03
C44E4.4 CE08718 1 5.0E-04
C47B2.3 CE17563 tba-2 2 8.9E-04
C47E8.5 CE05441 daf-21 4 1.1E-03
C49H3.11 CE04237 rps-2 3 2.2E-03
C50F4.13 CE05477 his-35 4 6.3E-03
C50F4.7 CE03252 his-37 5 9.7E-03
C53H9.1 CE19381 rpl-27 3 4.4E-03
C54C6.2 CE33770 ben-1 1 4.5E-04
C56C10.8 CE02573 icd-1 2 2.5E-03
D1007.12 CE09047 rpl-24.1 3 3.8E-03
D1007.6 CE09041 rps-10 4 5.3E-03
E04A4.8 CE21392 rpl-20 5 5.5E-03
F01F1.12a CE01225 aldo-2 3 1.6E-03
F01F1.12b CE30646 aldo-2 2 1.5E-03
F02A9.3 CE00134 far-2 1 1.1E-03
F07A5.7a CE09197 unc-15 2 4.6E-04
Biological Replica 1
Tandem Untagged (WT) Purification
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F07A5.7b CE42754 unc-15 2 7.2E-04
F07B7.10 CE04501 his-51 4 6.3E-03
F07B7.3 CE04501 his-53 4 6.3E-03
F07B7.9 CE03252 his-50 5 9.7E-03
F07D10.1 CE07033 rpl-11.2 2 2.0E-03
F08B6.4a CE20658 unc-87 3 1.1E-03
F08B6.4b CE27922 unc-87 3 1.6E-03
F08B6.4c CE36924 unc-87 3 1.1E-03
F08G2.2 CE04501 his-43 4 6.3E-03
F09E5.15a CE32361 prdx-2 4 4.1E-03
F09E5.15b CE41559 prdx-2 4 4.0E-03
F10B5.1 CE01543 rpl-10 5 4.6E-03
F11C3.3 CE09349 unc-54 5 5.1E-04
F13B10.2a CE05598 rpl-3 10 5.0E-03
F13B10.2c CE36996 rpl-3 8 4.5E-03
F13B10.2d CE36997 rpl-3 6 3.9E-03
F16D3.1 CE09434 tba-5 8 3.6E-03
F17E9.12 CE03252 his-31 5 9.7E-03
F17E9.13 CE04501 his-33 4 6.3E-03
F18H3.3a CE02193 pab-2 1 2.9E-04
F18H3.3b CE03230 pab-2 1 3.5E-04
F20H11.3 CE09512 mdh-1 4 2.3E-03
F21F8.7 CE09542 asp-6 2 1.0E-03
F22B3.1 CE03252 his-64 5 9.7E-03
F23B12.5 CE09597 4 1.6E-03
F23F12.6 CE01253 rpt-3 1 4.8E-04
F25B5.4a CE01921 ubq-1 1 2.4E-04
F25B5.4c CE31915 ubq-1 1 3.7E-04
F25H2.10 CE09655 rpa-0 14 8.9E-03
F25H5.4 CE15900 eft-2 5 1.2E-03
F26D10.3 CE09682 hsp-1 10 3.1E-03
F26E4.8 CE09692 tba-1 2 8.9E-04
F27D4.5 CE05736 tag-173 2 1.1E-03
F28C6.3 CE03274 cpf-1 33 1.5E-02
F28C6.6 CE03277 suf-1 30 8.1E-03
F28C6.7a CE03278 rpl-26 2 2.8E-03
F28C6.7b CE20731 rpl-26 2 3.8E-03
F28C6.7c CE32883 rpl-26 2 3.6E-03
F28D1.7 CE05747 rps-23 5 7.0E-03
F28H1.2 CE09767 cpn-3 1 1.4E-03
F31E3.5 CE01270 eft-3 13 5.6E-03
F35H10.1 CE04501 his-30 4 6.3E-03
F36A2.6 CE09945 rps-15 2 2.6E-03
F37C12.4 CE30781 rpl-36 4 7.6E-03
F37C12.9 CE00821 rps-14 5 6.5E-03
F39B2.6 CE16012 rps-26 2 3.4E-03
F40A3.6 CE10152 8 6.2E-03
F40F11.1 CE05860 rps-11 2 2.6E-03
F40F4.5 CE30131 tba-9 8 3.5E-03
F42C5.8 CE04561 rps-8 13 1.2E-02
F44E5.4 CE18679 2 6.2E-04
F44E5.5 CE18679 2 6.2E-04
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F44F4.11 CE18680 tba-4 2 8.9E-04
F45F2.3 CE03252 his-5 5 9.7E-03
F45F2.4 CE04501 his-7 4 6.3E-03
F46F11.2 CE10598 cey-2 3 2.2E-03
F46G10.1a CE41319 5 5.6E-03
F52B5.6 CE05721 rpl-25.2 5 6.8E-03
F52D10.3a CE03389 ftt-2 2 1.6E-03
F52D10.3b CE36489 ftt-2 1 1.0E-03
F53A2.7 CE10878 6 3.0E-03
F53A3.3a CE10884 rps-22 2 3.1E-03
F53G12.10 CE11024 rpl-7 9 7.3E-03
F54C9.5 CE02255 rpl-5 8 5.4E-03
F54D5.7 CE03411 3 1.5E-03
F54E12.3 CE03252 his-56 5 9.7E-03
F54E12.5 CE04501 his-57 4 6.3E-03
F54E7.2 CE26896 rps-12 9 1.3E-02
F54H12.1a CE25005 aco-2 1 2.6E-04
F54H12.1b CE30144 aco-2 1 3.0E-04
F54H12.1c CE32436 aco-2 1 2.9E-04
F55D10.2 CE02777 rpl-25.1 4 5.4E-03
F55G1.10 CE04501 his-61 4 6.3E-03
F55G1.11 CE03252 his-60 5 9.7E-03
F56A8.6 CE16126 cpf-2 15 8.9E-03
F56E10.4 CE19904 rps-27 1 2.4E-03
F56F3.5 CE00664 rps-1 11 8.5E-03
F57B9.6a CE01341 inf-1 3 1.5E-03
F57B9.6b CE38524 inf-1 3 5.2E-03
F57F10.1a CE28476 abts-3 1 2.1E-04
F57F10.1b CE31811 abts-3 1 2.5E-04
F57F10.1c CE38965 abts-3 1 2.2E-04
F57H12.1 CE17122 arf-3 1 1.1E-03
F58F12.1 CE01976 2 2.4E-03
F59D8.1 CE20900 vit-3 13 1.6E-03
F59D8.2 CE26817 vit-4 13 1.6E-03
H02I12.7 CE04501 his-65 4 6.3E-03
H28O16.1a CE18826 13 4.8E-03
H28O16.1c CE34195 9 3.6E-03
H28O16.1d CE36263 13 5.1E-03
JC8.3a CE17986 rpl-12 7 8.4E-03
JC8.6a CE17989 lin-54 1 4.6E-04
JC8.6b CE17990 lin-54 1 4.6E-04
K01G5.4 CE16194 ran-1 1 9.2E-04
K01G5.7 CE16197 tbb-1 1 4.4E-04
K01H12.2 CE03454 ant-1.3 3 1.9E-03
K02F2.2 CE17154 ahcy-1 2 9.1E-04
K03A1.6 CE03252 his-38 5 9.7E-03
K04D7.1 CE06090 rack-1 3 1.8E-03
K05F1.5 CE28587 1 4.2E-04
K06C4.10 CE03252 his-18 5 9.7E-03
K06C4.11 CE04501 his-19 4 6.3E-03
K06C4.2 CE03252 his-28 5 9.7E-03
K06C4.3 CE04501 his-21 4 6.3E-03
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K07H8.6a CE28594 vit-6 16 1.9E-03
K07H8.6b CE34921 vit-6 3 3.0E-03
K07H8.6c CE18026 vit-6 16 1.9E-03
K09F5.2 CE04746 vit-1 7 8.6E-04
K10B3.7 CE07370 gpd-3 5 2.9E-03
K10B3.8 CE07371 gpd-2 5 2.9E-03
K12H4.7a CE32696 2 7.8E-04
K12H4.7b CE32697 2 8.4E-04
LLC1.3 CE31971 15 6.0E-03
M01F1.2 CE01030 rpl-16 4 3.9E-03
M03F4.2a CE12358 act-4 10 5.3E-03
M03F4.2b CE28620 act-4 10 6.0E-03
M03F4.2c CE37134 act-4 10 5.5E-03
M117.2 CE06200 par-5 2 1.6E-03
R03G5.1a CE01270 eft-4 13 5.6E-03
R03G5.1c CE33154 eft-4 3 2.2E-03
R03G5.1d CE33155 eft-4 11 5.1E-03
R05G6.7 CE29443 1 7.0E-04
R06C7.10 CE06253 let-75 2 2.1E-04
R09B3.2 CE16307 1 2.4E-03
R09B3.3 CE16308 2 4.7E-03
R13A5.8 CE01380 rpl-9 6 6.3E-03
R151.3 CE00744 rpl-6 5 4.6E-03
T01B11.4 CE12898 ant-1.4 3 1.9E-03
T01C3.6 CE12918 rps-16 4 5.5E-03
T01C3.7 CE12920 fib-1 3 1.7E-03
T04C12.4 CE13148 act-3 10 5.3E-03
T04C12.5 CE13150 act-2 9 4.8E-03
T04C12.6 CE13148 act-1 10 5.3E-03
T05E11.1 CE06360 rps-5 3 2.8E-03
T05F1.3 CE13265 rps-19 6 8.2E-03
T07A9.11 CE40119 rps-24 3 4.6E-03
T08B2.10 CE26948 rps-17 4 6.1E-03
T10C6.12 CE04501 his-3 4 6.3E-03
T10C6.14 CE03252 his-1 5 9.7E-03
T18D3.4 CE31619 myo-2 2 2.0E-04
T19B4.5 CE13744 1 5.0E-04
T21B10.2a CE03684 enol-1 3 1.4E-03
T21B10.2b CE32730 enol-1 2 1.2E-03
T21B10.2c CE36954 enol-1 3 1.3E-03
T22B11.5 CE28486 4 7.7E-04
T22F3.4 CE13968 rpl-11.1 2 2.0E-03
T23D8.5 CE03252 his-67 5 9.7E-03
T23D8.6 CE04501 his-68 4 6.3E-03
T25C8.2 CE16463 act-5 10 5.3E-03
T26E3.7 CE14196 1 1.9E-03
T27E9.1a CE14263 ant-1.1 4 2.7E-03
T27E9.1b CE33843 ant-1.1 3 4.7E-03
T27E9.1c CE33844 ant-1.1 3 2.9E-03
W02F12.5 CE31083 46 2.0E-02
W09C5.6a CE20168 rpl-31 3 4.9E-03
W09C5.6b CE20169 rpl-31 2 5.7E-03
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Y105E8A.16 CE29835 rps-20 2 3.4E-03
Y106G6H.2a CE20412 pab-1 3 9.2E-04
Y106G6H.2c CE36228 pab-1 2 6.8E-04
Y106G6H.3 CE20413 rpl-30 3 5.3E-03
Y18D10A.17 CE21413 car-1 1 5.8E-04
Y22D7AL.5a CE27244 hsp-60 11 3.9E-03
Y22D7AL.5b CE42184 hsp-60 4 2.1E-03
Y24D9A.4a CE27398 rpl-7A 6 4.5E-03
Y24D9A.4c CE30401 rpl-7A 6 4.9E-03
Y37E3.7 CE26658 rla-1 3 5.4E-03
Y38H6C.1 CE19095 dct-16 2 4.4E-03
Y39E4A.3a CE33866 3 1.4E-03
Y39E4A.3b CE38987 3 1.4E-03
Y41D4B.5 CE21842 rps-28 3 9.2E-03
Y43B11AR.4 CE24278 rps-4 14 1.1E-02
Y45F10D.12 CE16650 rpl-18 10 1.1E-02
Y48G8AL.8a CE22195 rpl-17 1 1.1E-03
Y49A3A.5 CE22213 cyn-1 1 1.0E-03
Y51A2D.18 CE41060 1 3.6E-04
Y55B1AR.1 CE22493 lec-6 1 1.4E-03
Y57G11C.10a CE14944 gdi-1 2 9.0E-04
Y57G11C.10b CE39445 gdi-1 2 8.7E-04
Y57G11C.16 CE14956 rps-18 2 2.6E-03
Y62E10A.1 CE22694 rla-2 4 7.2E-03
Y65B4BR.5a CE22740 4 4.1E-03
Y65B4BR.5b CE33239 1 1.0E-03
Y66H1A.4 CE36757 2 1.6E-03
Y69A2AR.18a CE27514 2 1.3E-03
Y69A2AR.18b CE29133 2 1.3E-03
Y69A2AR.18c CE33241 1 9.9E-04
Y71A12B.1 CE24592 rps-6 8 6.5E-03
Y71F9AL.13a CE25552 rpl-1 6 5.5E-03
Y71F9AL.13b CE28379 rpl-1 3 3.8E-03
Y73B3A.18a CE27328 1 8.5E-04
Y73B3A.18b CE31261 1 1.0E-03
Y73B6BL.6a CE29008 sqd-1 1 6.5E-04
Y73B6BL.6b CE38662 sqd-1 1 6.5E-04
Y75B12B.2 CE20371 cyn-7 1 1.2E-03
Y87G2A.8a CE24687 gpi-1 1 3.6E-04
Y87G2A.8b CE36253 gpi-1 1 3.4E-04
ZC434.2 CE06577 rps-7 13 1.3E-02
ZK1010.1 CE15495 ubq-2 1 1.6E-03
ZK131.1 CE03252 his-26 5 9.7E-03
ZK131.10 CE04501 his-16 4 6.3E-03
ZK131.4 CE03252 his-10 5 9.7E-03
ZK131.6 CE04501 his-12 4 6.3E-03
ZK131.8 CE03252 his-14 5 9.7E-03
ZK39.2 CE19313 clec-95 2 1.7E-03
ZK652.3 CE00449 tag-277 1 2.1E-03
ZK669.4 CE01115 80 3.6E-02
ZK721.2 CE40008 unc-27 2 1.6E-03
ZK829.4 CE06652 1 3.7E-04
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ZK836.2 CE35706 3 6.5E-04
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AC3.5 CE36372 - - 2 6.08E-05
B0035.10 CE03253 his-45 - - 5 1.22E-03
B0035.7 CE04501 his-47 8 3.2E-03 6 1.57E-03
B0035.8 CE05165 his-48 7 2.9E-03 10 2.69E-03
B0035.9 CE03252 his-46 7 3.5E-03 12 3.86E-03
B0041.4 CE07669 rpl-4 35 5.2E-03 43 4.13E-03
B0205.3 CE26355 rpn-10 - - 2 1.92E-04
B0205.6 CE30405 2 2.5E-04 - -
B0205.7 CE17321 kin-3 17 2.4E-03 13 1.20E-03
B0250.1 CE18478 rpl-2 16 3.1E-03 18 2.29E-03
B0250.5 CE18481 2 3.4E-04 1 1.11E-04
B0261.2a CE32559 let-363 3 5.7E-05 - -
B0261.2b CE32560 let-363 3 5.7E-05 - -
B0272.1 CE00850 tbb-4 5 5.7E-04 3 2.24E-04
B0280.5 CE31868 cpg-2 - - 1 6.32E-05
B0303.3 CE00561 - - 1 7.40E-05
B0310.5 CE03878 ugt-46 2 1.9E-04 - -
B0334.1 CE02932 ttr-18 6 2.2E-03 1 2.38E-04
B0334.3a CE19658 3 2.4E-04 - -
B0334.3b CE02935 3 2.4E-04 - -
B0336.10 CE00778 rpl-23 12 4.4E-03 11 2.60E-03
B0350.2a CE06702 unc-44 - - 21 3.41E-04
B0350.2b CE37694 unc-44 - - 7 2.56E-04
B0350.2c CE06704 unc-44 - - 22 3.90E-04
B0350.2d CE37695 unc-44 - - 5 2.08E-04
B0350.2e CE31147 unc-44 - - 22 3.96E-04
B0350.2f CE31847 unc-44 31 2.3E-04 23 1.09E-04
B0350.2g CE35821 unc-44 - - 17 5.61E-04
B0365.1 CE07719 - - 2 6.03E-05
B0365.3 CE07721 eat-6 5 2.6E-04 5 1.66E-04
B0393.1 CE00854 rps-0 7 1.3E-03 13 1.56E-03
B0403.4 CE03880 tag-320 3 3.5E-04 3 2.26E-04
B0414.3 CE07733 hil-5 - - 1 1.47E-04
B0464.1 CE00015 drs-1 - - 4 2.50E-04
B0464.7 CE26704 baf-1 - - 1 3.72E-04
B0491.5 CE02107 - - 1 1.01E-04
B0511.10 CE17349 eif-3.E - - 1 7.67E-05
B0546.1 CE16792 mai-2 2 9.3E-04 - -
C01C7.1a CE26967 ark-1 - - 1 3.18E-05
C01C7.1b CE43742 ark-1 - - 1 3.19E-05
C01F6.5 CE02954 aly-1 - - 2 2.97E-04
C01G8.5a CE07805 erm-1 - - 2 1.18E-04
C01G8.5b CE07806 erm-1 - - 2 1.18E-04
C02B10.1 CE16798 ivd-1 - - 4 3.16E-04
C02B10.4 CE16801 - - 1 1.57E-04
C02C6.1a CE07833 dyn-1 2 1.2E-04 - -
C02C6.1b CE07832 dyn-1 2 1.2E-04 - -
1-step MAP::DPY-27 Purification
Biological Replica 1 Biological Replica 2
Appendix B: Complete list of proteins identified by 1-step FLAG affinity 
purification of MAP-tagged condensin subunit, MAP::SMCL-1 or untagged 
control followed by MudPIT mass spectrometry
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Biological Replica 1 Biological Replica 2
C02D5.3a CE39215 gsto-2 2 1.9E-04 2 1.23E-04
C02D5.3b CE39216 gsto-2 2 4.1E-04 2 2.69E-04
C02E11.1a CE28528 6 2.7E-04 4 1.18E-04
C02E11.1b CE32040 6 2.7E-04 4 1.18E-04
C02F5.9 CE26745 pbs-6 - - 1 1.28E-04
C03C10.1 CE00872 kin-19 - - 2 1.94E-04
C03D6.8 CE05202 rpl-24.2 - - 1 2.05E-04
C03G5.1 CE03917 sdha-1 6 4.7E-04 1 5.13E-05
C04C3.3 CE27647 3 4.3E-04 2 1.88E-04
C04E7.2 CE40683 sor-3 - - 1 6.24E-05
C04F12.4 CE19677 rpl-14 9 3.4E-03 26 6.38E-03
C04F6.1 CE03921 vit-5 27 8.6E-04 141 2.91E-03
C04F6.4a CE03924 unc-78 2 1.7E-04 - -
C04F6.4b CE33554 unc-78 2 2.0E-04 - -
C04G2.4 CE03853 msp-36 - - 2 5.22E-04
C05C10.3 CE01467 2 2.0E-04 6 3.82E-04
C05D11.11a CE01130 mel-32 6 6.3E-04 8 5.48E-04
C05D11.11b CE29661 mel-32 6 6.0E-04 8 5.23E-04
C05E4.9a CE23521 gei-7 6 3.2E-04 12 4.11E-04
C05E4.9b CE32565 gei-7 6 3.5E-04 11 4.22E-04
C05G5.4 CE05227 2 3.2E-04 1 1.03E-04
C06A1.1 CE02114 cdc-48.1 3 1.9E-04 9 3.69E-04
C06A8.3 CE02454 6 2.0E-03 8 1.76E-03
C06B8.8 CE20485 rpl-38 - - 6 2.84E-03
C06E7.1a CE03957 sams-3 2 2.5E-04 - -
C06H2.1 CE15602 atp-5 10 2.7E-03 10 1.73E-03
C07A12.4a CE03972 pdi-2 4 4.1E-04 17 1.14E-03
C07A12.4b CE31878 pdi-2 - - 15 1.14E-03
C07A12.4c CE40737 pdi-2 - - 13 1.16E-03
C07A12.7a CE25764 - - 1 7.58E-05
C07A12.7b CE27055 - - 1 8.22E-05
C07D8.6 CE06776 6 9.6E-04 6 6.27E-04
C07G2.3a CE02985 cct-5 6 5.6E-04 9 5.50E-04
C07G2.3b CE29569 cct-5 - - 4 3.94E-04
C07H6.5 CE00839 cgh-1 2 2.4E-04 4 3.08E-04
C08B11.3 CE01473 2 8.2E-05 1 2.66E-05
C08E8.4 CE42920 4 9.7E-04 12 1.90E-03
C08E8.5 CE34668 - - 1 5.92E-04
C08F11.11 CE17388 - - 2 5.97E-04
C08F8.9 CE34670 - - 1 6.02E-04
C08H9.2a CE23530 7 2.9E-04 18 4.89E-04
C08H9.2b CE42683 - - 11 3.94E-04
C09B8.6a CE02466 hsp-25 2 4.6E-04 2 3.03E-04
C09B8.6b CE33558 hsp-25 2 5.0E-04 2 3.23E-04
C09B8.6c CE37953 hsp-25 2 9.4E-04 2 6.14E-04
C09B9.6 CE06798 msp-55 - - 2 5.22E-04
C09D1.1a CE30426 unc-89 - - 2 9.99E-06
C09D1.1b CE34251 unc-89 - - 2 8.20E-06
C09D1.1e CE37702 unc-89 - - 2 1.11E-05
C09D1.1f CE37703 unc-89 - - 2 8.91E-06
C09D1.1g CE37704 unc-89 - - 2 9.31E-06
C09D4.5 CE08034 rpl-19 8 2.1E-03 16 2.68E-03
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C09H10.2 CE02131 rpl-41 - - 4 1.26E-03
C09H10.3 CE02132 nuo-1 - - 3 2.08E-04
C10G11.7 CE08086 4 6.0E-04 2 1.96E-04
C11D2.4 CE31300 - - 1 9.63E-05
C12C8.1 CE08110 hsp-70 - - 5 2.58E-04
C12C8.2a CE36100 - - 2 1.47E-04
C12D8.11 CE15613 rop-1 - - 2 1.03E-04
C13B4.2 CE15615 usp-14 - - 1 6.78E-05
C13G3.3a CE05279 pptr-2 3 2.7E-04 10 5.95E-04
C13G3.3b CE20505 pptr-2 3 2.7E-04 11 6.50E-04
C13G3.3c CE41982 pptr-2 3 2.5E-04 10 5.46E-04
C14A11.3b CE30861 cgef-1 - - 1 5.19E-05
C14A4.1 CE02138 tag-242 - - 1 1.11E-04
C14B1.1 CE00897 pdi-1 2 2.1E-04 6 4.10E-04
C14B9.1 CE00072 hsp-12.2 - - 1 3.01E-04
C14B9.2 CE30601 - - 1 5.36E-05
C14B9.7 CE00078 rpl-21 12 3.8E-03 18 3.70E-03
C14F11.1a CE02477 4 4.9E-04 6 4.80E-04
C14F11.1b CE30862 - - 1 1.12E-04
C15F1.7a CE23550 sod-1 2 5.7E-04 2 3.68E-04
C15F1.7b CE20508 sod-1 2 6.4E-04 2 4.19E-04
C15H11.3a CE08180 nxf-1 - - 1 5.28E-05
C15H11.3b CE42865 nxf-1 - - 1 5.44E-05
C15H9.6 CE08177 hsp-3 17 1.3E-03 25 1.25E-03
C16A3.10a CE04010 8 9.7E-04 5 3.93E-04
C16A3.10b CE30604 - - 4 3.71E-04
C16A3.10c CE37708 - - 3 4.40E-04
C16A3.3 CE27690 let-716 - - 2 3.80E-05
C16A3.5 CE04005 - - 1 2.03E-04
C16A3.9 CE04009 rps-13 9 3.0E-03 9 1.98E-03
C17E4.9 CE08258 nkb-1 3 4.8E-04 - -
C17G1.7 CE39223 - - 1 9.72E-05
C17G10.8 CE02490 dhs-6 - - 1 7.93E-05
C17G10.9a CE27702 - - 1 6.17E-05
C17G10.9b CE30870 - - 1 6.19E-05
C17H12.1 CE16862 dyci-1 - - 2 1.03E-04
C17H12.14 CE19362 vha-8 11 2.5E-03 8 1.17E-03
C18A11.7a CE27706 dim-1 6 4.8E-04 9 4.66E-04
C18A11.7b CE04038 dim-1 6 9.4E-04 9 9.20E-04
C18C4.10a CE27362 klc-2 - - 1 6.35E-05
C18C4.10b CE32802 klc-2 - - 1 6.14E-05
C18C4.10c CE32803 klc-2 - - 1 6.61E-05
C18C4.10d CE36917 klc-2 - - 1 6.24E-05
C18E3.7a CE27715 ppw-1 - - 2 7.26E-05
C18E3.7c CE33363 ppw-1 - - 2 7.47E-05
C18E3.7d CE08316 ppw-1 - - 2 9.51E-05
C18E9.6 CE05298 - - 1 1.10E-04
C18F3.2a CE37202 sax-7 - - 72 2.09E-03
C18F3.2b CE38779 sax-7 57 2.2E-03 79 1.97E-03
C18F3.2c CE38935 sax-7 - - 79 1.97E-03
C18F3.2d CE38936 sax-7 - - 72 2.08E-03
C23G10.2a CE37747 5 1.5E-03 1 1.94E-04
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1-step MAP::DPY-27 Purification
Biological Replica 1 Biological Replica 2
C23G10.2b CE30613 - - 1 2.30E-04
C23G10.2c CE37748 - - 1 2.42E-04
C23G10.3 CE01810 rps-3 21 4.3E-03 21 2.82E-03
C23G10.4a CE40437 rpn-2 3 1.8E-04 5 1.90E-04
C23G10.4b CE31311 rpn-2 3 1.6E-04 7 2.40E-04
C24H12.4a CE27728 - - 1 5.23E-05
C24H12.4b CE29675 - - 1 5.84E-05
C25A1.13 CE08379 2 5.4E-04 - -
C25A1.4 CE08369 - - 1 7.30E-05
C25B8.3a CE04078 cpr-6 - - 2 1.75E-04
C25B8.3b CE30876 cpr-6 - - 2 1.75E-04
C25B8.3c CE41106 cpr-6 - - 2 1.80E-04
C25F6.3 CE38489 dpyd-1 4 1.9E-04 4 1.25E-04
C25G4.5 CE08398 dpy-26 82 3.3E-03 83 2.18E-03
C26D10.1 CE03024 ran-3 5 4.5E-04 2 1.16E-04
C26D10.2a CE03025 hel-1 - - 5 3.90E-04
C26D10.2b CE32593 hel-1 - - 2 2.47E-04
C26F1.4 CE06878 rps-30 3 1.2E-03 2 5.10E-04
C27A2.2a CE04102 rpl-22 9 3.5E-03 17 4.33E-03
C27A2.2b CE29188 rpl-22 - - 2 1.25E-03
C27D11.1 CE00543 egl-45 - - 3 9.24E-05
C27H6.4a CE08428 rmd-2 2 3.7E-04 1 1.22E-04
C27H6.4b CE31322 rmd-2 2 3.1E-04 1 1.00E-04
C27H6.4c CE42479 rmd-2 2 4.5E-04 1 1.47E-04
C28H8.3 CE29195 - - 1 1.93E-05
C29E4.8 CE29198 let-754 2 4.1E-04 - -
C30C11.2 CE00101 rpn-3 - - 3 1.97E-04
C30C11.4 CE00103 5 3.3E-04 10 4.27E-04
C30F12.7 CE16887 2 2.7E-04 1 8.88E-05
C30H6.7a CE15651 - - 1 9.83E-05
C31C9.2 CE08497 3 4.7E-04 - -
C31E10.7 CE37487 - - 1 2.47E-04
C32D5.8a CE01848 - - 1 2.37E-04
C32D5.8b CE37326 - - 1 1.98E-04
C32E8.2a CE08526 rpl-13 10 2.5E-03 23 3.68E-03
C32E8.2b CE33562 rpl-13 - - 6 2.26E-03
C32F10.8a CE32815 2 2.0E-04 3 1.97E-04
C32F10.8b CE33563 - - 3 2.84E-04
C33A12.1 CE05347 4 1.4E-03 2 4.42E-04
C33F10.9 CE02806 msp-40 - - 2 5.22E-04
C34B2.7 CE16895 sdha-2 - - 1 5.18E-05
C34E10.6 CE29950 atp-2 56 5.3E-03 47 2.89E-03
C34F11.4 CE02806 msp-50 - - 2 5.22E-04
C34F11.6 CE04166 msp-49 - - 2 5.22E-04
C34F6.8 CE15677 idh-2 - - 2 1.52E-04
C34G6.6a CE29699 noah-1 2 9.6E-05 - -
C34G6.6b CE41879 noah-1 2 9.5E-05 - -
C35B1.5 CE16903 3 1.0E-03 6 1.32E-03
C35D10.11 CE01192 - - 2 6.08E-04
C36A4.4 CE27831 2 2.1E-04 1 6.85E-05
C36A4.5 CE03073 - - 1 3.47E-05
C36B1.4 CE05371 pas-4 2 4.0E-04 2 2.62E-04
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C36B1.8a CE34472 - - 3 9.48E-05
C36B1.8b CE34473 - - 3 9.45E-05
C36B1.8c CE43936 - - 3 9.86E-05
C36E6.3 CE34269 mlc-1 17 5.1E-03 9 1.75E-03
C36E6.5 CE20542 mlc-2 18 5.4E-03 9 1.75E-03
C36E8.5 CE00913 tbb-2 9 1.0E-03 19 1.40E-03
C37A2.7 CE30433 23 1.1E-02 24 7.43E-03
C37C3.6a CE17535 ppn-1 3 9.8E-05 3 6.38E-05
C37C3.6b CE17536 ppn-1 3 7.0E-05 3 4.59E-05
C37C3.6c CE30735 ppn-1 3 1.0E-04 3 6.69E-05
C37E2.1 CE08620 5 6.7E-04 3 2.62E-04
C37H5.6a CE08630 - - 1 7.25E-05
C37H5.6b CE29709 - - 1 7.64E-05
C37H5.8 CE08631 hsp-6 16 1.2E-03 17 8.57E-04
C38C3.5a CE20547 unc-60 - - 2 4.02E-04
C38C3.5b CE31893 unc-60 - - 2 3.13E-04
C38C6.6 CE15698 tag-297 3 2.5E-04 - -
C39D10.7 CE29712 - - 1 2.80E-05
C39F7.4 CE16905 rab-1 3 7.5E-04 1 1.62E-04
C41C4.8 CE05402 cdc-48.2 3 1.9E-04 10 4.09E-04
C41D11.2 CE29220 eif-3.H 2 2.8E-04 1 9.08E-05
C41D11.8 CE29488 cps-6 2 3.3E-04 - -
C42C1.14 CE26911 rpl-34 6 2.8E-03 8 2.41E-03
C42D8.2a CE06950 vit-2 12 3.8E-04 119 2.44E-03
C42D8.2b CE41109 vit-2 12 3.9E-04 115 2.45E-03
C43E11.9 CE08687 - - 3 5.52E-04
C43F9.6 CE19734 nkb-2 2 2.7E-04 - -
C44B11.3 CE24843 mec-12 2 2.3E-04 3 2.21E-04
C44B12.2 CE08703 ost-1 - - 1 1.26E-04
C44B12.5 CE16921 - - 4 3.34E-04
C44B7.10 CE32326 13 1.4E-03 11 7.74E-04
C44C10.4 CE31442 8 7.6E-04 5 3.09E-04
C44E4.4 CE08718 9 1.2E-03 8 6.69E-04
C44F1.3 CE02163 lec-4 2 3.6E-04 - -
C45B2.1 CE27853 - - 1 3.28E-04
C46A5.9 CE26914 hcf-1 - - 2 8.47E-05
C47B2.3 CE17563 tba-2 - - 13 9.62E-04
C47B2.4 CE17564 pbs-2 - - 2 2.39E-04
C47B2.5 CE17565 eif-6 - - 2 2.69E-04
C47B2.6a CE17566 gale-1 - - 3 2.86E-04
C47B2.6b CE38295 gale-1 - - 3 2.85E-04
C47D12.6a CE05434 trs-1 - - 4 1.83E-04
C47D12.6b CE33765 trs-1 - - 4 1.94E-04
C47E12.1 CE05445 srs-2 - - 1 6.80E-05
C47E12.4a CE33767 pyp-1 4 6.0E-04 5 4.90E-04
C47E12.4b CE33768 pyp-1 4 5.0E-04 5 4.07E-04
C47E12.4c CE33769 pyp-1 4 5.0E-04 5 4.08E-04
C47E12.4d CE05448 pyp-1 4 7.0E-04 5 5.67E-04
C47E12.5a CE05449 uba-1 2 9.1E-05 3 8.93E-05
C47E12.5b CE39093 uba-1 2 9.9E-05 3 9.67E-05
C47E12.5c CE43638 uba-1 - - 3 8.94E-05
C47E12.8 CE05452 dhp-2 - - 1 6.37E-05
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Biological Replica 1 Biological Replica 2
C47E8.5 CE05441 daf-21 10 7.3E-04 32 1.51E-03
C48B4.1 CE00491 - - 1 5.03E-05
C49F5.1 CE08852 sams-1 4 5.1E-04 5 4.11E-04
C49H3.11 CE04237 rps-2 13 2.4E-03 37 4.51E-03
C50C3.6 CE00122 prp-8 - - 2 2.85E-05
C50F2.3 CE08909 - - 1 3.88E-05
C50F4.13 CE05477 his-35 8 3.2E-03 6 1.57E-03
C50F4.5 CE05470 his-41 7 2.9E-03 10 2.69E-03
C50F4.7 CE03252 his-37 7 3.5E-03 12 3.86E-03
C52E4.2 CE08944 mif-2 - - 1 2.76E-04
C52E4.4 CE08946 rpt-1 2 2.3E-04 5 3.81E-04
C53A5.1 CE08950 ril-1 3 1.1E-03 1 2.38E-04
C53D5.6 CE26971 imb-3 - - 2 6.07E-05
C53H9.1 CE19381 rpl-27 10 3.7E-03 12 2.92E-03
C54C6.1 CE05493 rpl-37 3 1.7E-03 2 7.28E-04
C54C6.2 CE33770 ben-1 6 6.9E-04 8 5.97E-04
C54D1.5 CE30916 lam-2 7 2.3E-04 2 4.32E-05
C55B7.1 CE09012 glh-2 - - 2 6.80E-05
C55B7.4a CE09015 acdh-1 10 1.2E-03 7 5.43E-04
C55B7.4b CE32840 acdh-1 - - 1 1.31E-04
C56C10.8 CE02573 icd-1 5 1.6E-03 10 2.06E-03
C56G2.7 CE30640 - - 3 2.66E-04
C56G7.1 CE01531 mlc-4 - - 1 1.93E-04
D1005.1 CE06997 6 2.8E-04 2 5.99E-05
D1007.12 CE09047 rpl-24.1 11 3.5E-03 14 2.92E-03
D1007.6 CE09041 rps-10 18 6.2E-03 15 3.34E-03
D1022.4 CE02578 2 4.2E-04 - -
D1037.3 CE20622 ftn-2 - - 7 1.36E-03
D1054.11 CE05529 3 4.8E-04 1 1.05E-04
D1054.2 CE05521 pas-2 3 6.6E-04 1 1.43E-04
D1081.8 CE05540 3 2.0E-04 - -
D2013.7 CE00932 eif-3.F 3 5.2E-04 3 3.38E-04
D2023.2 CE09072 pyc-1 8 3.5E-04 8 2.26E-04
D2024.6 CE04295 cap-1 2 3.6E-04 - -
D2030.4 CE09081 - - 1 2.69E-04
D2030.5 CE09082 mce-1 - - 1 2.05E-04
D2085.1 CE41886 pyr-1 9 2.1E-04 6 9.05E-05
D2096.8 CE04306 24 3.9E-03 21 2.20E-03
DY3.1 CE15745 tin-13 - - 2 6.14E-04
DY3.2 CE15746 lmn-1 2 1.8E-04 7 4.10E-04
E03H12.10 CE09149 ssp-9 - - 1 3.04E-04
E04A4.7 CE16968 cyc-2.1 5 2.3E-03 4 1.19E-03
E04A4.8 CE21392 rpl-20 10 2.8E-03 25 4.60E-03
E04F6.3 CE01215 maoc-1 - - 1 1.11E-04
EEED8.7a CE01891 rsp-4 - - 1 1.69E-04
EEED8.7b CE27910 rsp-4 - - 1 2.63E-04
F01F1.12a CE01225 15 2.1E-03 18 1.63E-03
F01F1.12b CE30646 aldo-2 - - 12 1.54E-03
F01F1.6 CE39486 alh-9 - - 2 1.25E-04
F01F1.8a CE01234 cct-6 5 4.7E-04 5 3.07E-04
F01F1.8b CE30647 cct-6 5 5.9E-04 5 3.86E-04
F01F1.9 CE01235 2 2.2E-04 3 2.12E-04
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F01G10.1 CE09163 10 8.2E-04 14 7.51E-04
F01G4.2 CE03127 ard-1 - - 1 1.28E-04
F01G4.6a CE09162 7 1.0E-03 9 8.77E-04
F01G4.6b CE40325 7 9.2E-04 9 7.71E-04
F02A9.2 CE00133 far-1 12 3.4E-03 17 3.10E-03
F02A9.3 CE00134 far-2 18 5.0E-03 17 3.10E-03
F02A9.4b CE33612 - - 1 8.41E-05
F02E8.1 CE07016 asb-2 3 5.0E-04 5 5.43E-04
F02E9.9a CE41216 - - 1 4.69E-05
F02E9.9b CE41217 - - 1 4.45E-05
F07A5.7a CE09197 unc-15 13 7.6E-04 37 1.41E-03
F07A5.7b CE42754 unc-15 - - 23 1.38E-03
F07B7.10 CE04501 his-51 8 3.2E-03 6 1.57E-03
F07B7.11 CE26800 his-54 7 2.5E-03 10 2.35E-03
F07B7.3 CE04501 his-53 8 3.2E-03 6 1.57E-03
F07B7.4 CE26800 his-52 7 2.5E-03 10 2.35E-03
F07B7.5 CE03253 his-49 - - 5 1.22E-03
F07B7.9 CE03252 his-50 7 3.5E-03 12 3.86E-03
F07D10.1 CE07033 rpl-11.2 4 1.0E-03 15 2.54E-03
F08A8.1a CE17633 - - 1 4.92E-05
F08A8.1b CE36125 - - 1 5.90E-05
F08A8.1c CE39570 - - 1 5.14E-05
F08A8.3 CE17635 - - 1 5.02E-05
F08A8.4 CE17636 - - 1 5.01E-05
F08B6.4a CE20658 unc-87 5 4.5E-04 4 2.35E-04
F08B6.4b CE27922 unc-87 5 6.8E-04 4 3.54E-04
F08B6.4c CE36924 unc-87 5 4.7E-04 4 2.44E-04
F08D12.1 CE41557 - - 2 1.04E-04
F08F8.2 CE30649 - - 1 6.02E-05
F08G2.1 CE07075 his-44 7 2.9E-03 10 2.72E-03
F08G2.2 CE04501 his-43 8 3.2E-03 6 1.57E-03
F08G2.3 CE03253 his-42 - - 5 1.22E-03
F08G5.6 CE05576 - - 1 9.60E-05
F09B12.3 CE31469 3 2.6E-04 4 2.28E-04
F09E10.3 CE30939 dhs-25 - - 1 1.34E-04
F09E5.15a CE32361 prdx-2 9 2.3E-03 9 1.53E-03
F09E5.15b CE41559 prdx-2 9 2.3E-03 9 1.50E-03
F09E5.3 CE02610 - - 3 3.28E-04
F09F7.2a CE01236 mlc-3 15 5.0E-03 15 3.25E-03
F09F7.2b CE30652 mlc-3 11 6.2E-03 8 2.95E-03
F09F7.4a CE00689 3 4.0E-04 1 8.58E-05
F09F7.4b CE30654 3 4.2E-04 1 9.13E-05
F09G2.4 CE09299 cpsf-2 - - 1 3.93E-05
F09G2.9 CE09304 - - 1 7.98E-05
F10B5.1 CE01543 rpl-10 10 2.4E-03 17 2.63E-03
F10C1.2a CE02618 ifb-1 5 4.6E-04 2 1.19E-04
F10C1.2b CE02619 ifb-1 5 4.3E-04 2 1.13E-04
F10D11.1 CE09323 sod-2 - - 2 3.00E-04
F10E7.7 CE04362 rpl-33 17 7.0E-03 16 4.28E-03
F10G7.2 CE02626 tsn-1 8 4.5E-04 15 5.44E-04
F10G7.8 CE02632 rpn-5 3 3.1E-04 4 2.71E-04
F11A10.2 CE28910 - - 1 1.49E-04
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F11A3.1 CE05585 acs-14 2 1.9E-04 - -
F11C3.3 CE09349 unc-54 93 2.4E-03 115 1.94E-03
F12F6.6 CE05594 sec-24.1 4 1.8E-04 4 1.18E-04
F13B10.2a CE05598 rpl-3 34 4.3E-03 42 3.47E-03
F13B10.2c CE36996 rpl-3 - - 39 3.66E-03
F13B10.2d CE36997 rpl-3 - - 22 2.41E-03
F13D12.4a CE02183 alh-8 6 5.8E-04 15 9.50E-04
F13D12.7a CE02186 gpb-1 - - 1 9.75E-05
F13D12.7b CE44352 gpb-1 - - 1 2.17E-04
F13E6.1 CE31474 - - 1 1.70E-04
F13G3.5a CE41115 ttx-7 - - 1 1.16E-04
F13G3.5b CE41116 ttx-7 - - 1 1.18E-04
F13H8.7 CE02641 5 6.6E-04 4 3.42E-04
F15E11.1 CE16999 5 1.7E-03 2 4.30E-04
F15E11.13 CE25224 6 2.0E-03 2 4.39E-04
F15E11.14 CE16999 5 1.7E-03 2 4.30E-04
F15E11.15a CE35276 2 4.7E-04 2 3.05E-04
F15E11.15b CE33283 2 5.9E-04 2 3.85E-04
F15G9.4a CE18595 him-4 12 1.2E-04 1 6.40E-06
F15G9.4b CE18596 him-4 12 1.2E-04 1 6.37E-06
F15G9.4d CE43012 him-4 12 1.2E-04 1 6.36E-06
F17C11.9a CE05656 12 1.5E-03 25 2.08E-03
F17C11.9b CE32385 - - 24 2.13E-03
F17C11.9c CE39492 - - 11 9.99E-04
F17E9.10 CE03253 his-32 - - 5 1.22E-03
F17E9.12 CE03252 his-31 7 3.5E-03 12 3.86E-03
F17E9.13 CE04501 his-33 8 3.2E-03 6 1.57E-03
F17E9.9 CE07075 his-34 7 2.9E-03 10 2.72E-03
F18A1.5 CE04405 rpa-1 - - 1 5.06E-05
F18C12.3 CE15869 9 8.4E-04 18 1.09E-03
F18H3.3a CE02193 pab-2 5 3.7E-04 2 9.58E-05
F18H3.3b CE03230 pab-2 5 4.5E-04 2 1.17E-04
F20B6.2 CE04424 vha-12 13 1.3E-03 7 4.72E-04
F20D12.1a CE04431 csr-1 - - 2 6.43E-05
F20D12.1b CE39920 csr-1 - - 2 7.64E-05
F20G2.2 CE09505 3 6.1E-04 2 2.66E-04
F20H11.3 CE09512 mdh-1 8 1.2E-03 12 1.17E-03
F21D5.1 CE03244 3 2.8E-04 2 1.20E-04
F21F8.3 CE09539 asp-5 - - 2 1.69E-04
F21F8.7 CE09542 asp-6 - - 4 3.41E-04
F21H12.6 CE01917 4 1.5E-04 4 9.65E-05
F22A3.6a CE04442 ilys-5 - - 1 2.38E-04
F22B3.1 CE03252 his-64 7 3.5E-03 12 3.86E-03
F22B3.2 CE03253 his-63 - - 5 1.22E-03
F22B5.2 CE02197 eif-3.G 2 4.0E-04 - -
F22B5.9 CE20708 frs-2 - - 4 2.24E-04
F22B8.6 CE15884 cth-1 - - 1 8.45E-05
F22D6.3a CE05684 nrs-1 2 1.9E-04 - -
F22G12.1 CE39571 2 2.9E-04 - -
F23B12.5 CE09597 12 1.2E-03 10 6.54E-04
F23B2.6 CE09586 aly-2 - - 2 2.92E-04
F23C8.5 CE29774 9 1.8E-03 2 2.60E-04
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F23F1.8a CE29280 rpt-4 5 6.3E-04 2 1.63E-04
F23F1.8b CE09608 rpt-4 5 6.4E-04 2 1.67E-04
F23F12.6 CE01253 rpt-3 4 4.9E-04 2 1.60E-04
F25B4.1 CE09620 3 3.8E-04 - -
F25B5.4a CE01921 ubq-1 3 1.8E-04 13 5.14E-04
F25B5.4c CE31915 ubq-1 3 2.8E-04 11 6.78E-04
F25D1.1a CE05722 tag-93 - - 1 7.08E-05
F25D1.1b CE36134 tag-93 - - 1 9.03E-05
F25D1.1c CE41642 tag-93 - - 1 8.61E-05
F25D7.4a CE09632 - - 1 3.56E-05
F25D7.4b CE42000 - - 1 3.79E-05
F25G6.2 CE30764 2 8.9E-05 - -
F25H2.10 CE09655 rpa-0 38 6.2E-03 37 3.93E-03
F25H2.11 CE09656 tct-1 8 2.3E-03 12 2.20E-03
F25H2.5 CE09650 6 2.0E-03 9 1.95E-03
F25H2.9 CE09654 pas-5 - - 2 2.67E-04
F25H5.3a CE15898 3 2.7E-04 4 2.36E-04
F25H5.3b CE15899 3 2.5E-04 4 2.21E-04
F25H5.3c CE36135 3 2.9E-04 4 2.50E-04
F25H5.3d CE37832 3 2.7E-04 4 2.38E-04
F25H5.3e CE43392 pyk-1 - - 4 1.45E-04
F25H5.4 CE15900 eft-2 24 1.4E-03 31 1.21E-03
F25H5.6 CE29591 - - 1 2.49E-04
F26A3.1 CE20724 8 1.3E-03 11 1.19E-03
F26D10.3 CE09682 hsp-1 31 2.5E-03 42 2.17E-03
F26D10.9a CE32183 atgp-1 - - 1 5.41E-05
F26E4.1 CE09685 sur-6 - - 1 6.69E-05
F26E4.8 CE09692 tba-1 7 7.9E-04 12 8.86E-04
F26E4.9 CE09693 cco-1 - - 2 5.02E-04
F26F4.10a CE29495 rrt-1 7 5.0E-04 3 1.39E-04
F26F4.10b CE37225 rrt-1 7 5.2E-04 3 1.44E-04
F26F4.10c CE40950 rrt-1 - - 1 3.07E-04
F26G1.7 CE02699 msp-3 - - 2 5.22E-04
F27C1.6 CE09718 2 1.6E-04 - -
F27C1.7a CE09719 atp-3 11 2.7E-03 5 8.00E-04
F27C1.7b CE36139 atp-3 11 2.5E-03 5 7.27E-04
F27D4.1 CE24926 12 1.8E-03 9 8.98E-04
F27D4.5 CE05736 tag-173 - - 1 9.05E-05
F27D9.5 CE04451 pcca-1 9 6.3E-04 8 3.66E-04
F28A12.4 CE09738 - - 1 8.52E-05
F28B4.3 CE07153 4 9.1E-05 8 1.19E-04
F28C6.3 CE03274 cpf-1 31 3.7E-03 90 6.94E-03
F28C6.6 CE03277 suf-1 37 2.6E-03 89 4.01E-03
F28C6.7a CE03278 rpl-26 4 1.4E-03 13 3.03E-03
F28C6.7b CE20731 rpl-26 4 1.9E-03 12 3.75E-03
F28C6.7c CE32883 rpl-26 4 1.9E-03 12 3.65E-03
F28D1.7 CE05747 rps-23 10 3.6E-03 14 3.24E-03
F28H1.2 CE09767 cpn-3 - - 11 2.57E-03
F28H1.3 CE09768 ars-2 2 1.1E-04 2 6.85E-05
F29B9.11 CE09789 - - 1 3.77E-04
F29B9.6 CE09784 ubc-9 - - 2 3.99E-04
F29C12.4 CE19822 - - 1 4.42E-05
154
Locus Protein Gene
Spectrum 
Count NSAF
Spectrum 
Count NSAF
1-step MAP::DPY-27 Purification
Biological Replica 1 Biological Replica 2
F29C4.6 CE17723 4 5.5E-04 3 2.67E-04
F29D11.1 CE05765 lrp-1 3 3.2E-05 2 1.39E-05
F29D11.2 CE09790 40 1.8E-03 47 1.35E-03
F29F11.3 CE23690 tut-2 - - 1 9.49E-05
F29F11.6 CE20735 gsp-1 - - 3 3.02E-04
F29G9.3 CE09797 aps-1 - - 1 2.11E-04
F29G9.5 CE09799 rpt-2 4 4.6E-04 4 2.99E-04
F30H5.1 CE01925 unc-45 - - 1 3.45E-05
F31D4.3 CE15929 fkb-6 - - 1 7.69E-05
F31E3.5 CE01270 eft-3 60 6.6E-03 54 3.86E-03
F32A7.5a CE09846 - - 1 3.77E-05
F32A7.5b CE34178 - - 1 4.34E-05
F32A7.5c CE34179 - - 1 3.78E-05
F32B5.1 CE28230 5 6.0E-04 6 4.66E-04
F32B5.8 CE36646 cpz-1 2 3.3E-04 5 5.41E-04
F32B6.2 CE35517 5 3.8E-04 2 9.88E-05
F32B6.6 CE09861 msp-77 - - 2 5.22E-04
F32D1.2 CE09866 - - 1 6.14E-04
F32D1.5 CE09869 - - 3 2.78E-04
F32H2.5 CE42777 fasn-1 3 5.8E-05 3 3.80E-05
F33A8.3 CE17755 cey-1 - - 3 4.78E-04
F33D11.10 CE09901 2 2.6E-04 1 8.30E-05
F33H1.2 CE01568 gpd-4 9 1.3E-03 8 7.77E-04
F35C5.6 CE15947 clec-63 - - 6 4.84E-04
F35G12.10 CE00968 asb-1 - - 2 2.20E-04
F35G12.2 CE31500 2 2.6E-04 5 4.18E-04
F35G12.8 CE03287 smc-4 - - 4 8.56E-05
F35G2.2 CE05809 2 5.1E-04 - -
F35H10.1 CE04501 his-30 8 3.2E-03 6 1.57E-03
F35H10.11 CE07075 his-29 7 2.9E-03 10 2.72E-03
F35H10.7 CE04507 4 4.0E-04 1 6.48E-05
F36A2.6 CE09945 rps-15 27 9.1E-03 10 2.19E-03
F36H1.6 CE40358 alh-3 2 1.1E-04 1 3.65E-05
F36H12.7 CE02806 msp-19 - - 2 5.22E-04
F37C12.11 CE30779 rps-21 6 3.5E-03 5 1.88E-03
F37C12.4 CE30781 rpl-36 14 6.9E-03 12 3.82E-03
F37C12.9 CE00821 rps-14 13 4.4E-03 17 3.71E-03
F37C4.5a CE17048 9 8.2E-04 9 5.36E-04
F37C4.5b CE33640 - - 5 5.24E-04
F38B2.4a CE02218 4 9.7E-04 3 4.73E-04
F38E11.5 CE18673 - - 9 2.98E-04
F38H4.9 CE10074 let-92 2 3.2E-04 9 9.38E-04
F39B2.10 CE16015 dnj-12 2 2.5E-04 3 2.47E-04
F39B2.6 CE16012 rps-26 2 8.7E-04 4 1.13E-03
F39C12.1 CE10092 81 8.1E-04 58 3.76E-04
F39H11.5 CE20761 pbs-7 - - 2 2.81E-04
F40A3.3a CE10146 3 6.9E-04 3 4.50E-04
F40A3.3b CE38516 3 8.3E-04 3 5.37E-04
F40A3.6 CE10152 30 5.9E-03 31 3.98E-03
F40E10.3 CE05839 csq-1 2 2.4E-04 - -
F40F11.1 CE05860 rps-11 7 2.3E-03 19 4.06E-03
F40F4.2 CE04532 bp-2 2 6.3E-04 - -
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F40F4.3 CE04533 bp-1 - - 3 6.25E-04
F40F4.5 CE30131 tba-9 - - 2 1.45E-04
F40F4.6 CE04536 7 1.6E-04 6 8.98E-05
F40F8.10 CE05849 rps-9 6 1.6E-03 17 2.98E-03
F40F9.6a CE05855 - - 2 7.17E-05
F40F9.6b CE23714 - - 2 7.28E-05
F41E6.6 CE35305 tag-196 - - 2 1.39E-04
F41G3.3 CE01287 - - 1 5.74E-05
F41H10.8 CE10286 elo-6 - - 1 1.21E-04
F42A6.7a CE17059 hrp-1 - - 2 1.92E-04
F42A6.7b CE31510 hrp-1 - - 2 2.14E-04
F42A6.7c CE29317 hrp-1 - - 2 2.15E-04
F42A6.7d CE39251 hrp-1 - - 2 1.91E-04
F42A8.2 CE01579 sdhb-1 2 3.4E-04 - -
F42C5.8 CE04561 rps-8 19 4.7E-03 38 6.05E-03
F42G4.3a CE23716 zyx-1 - - 4 2.20E-04
F42G4.3b CE20775 zyx-1 - - 4 7.53E-04
F42G8.12 CE17071 isp-1 6 1.1E-03 3 3.60E-04
F42G9.2 CE01301 cyn-6 - - 1 1.65E-04
F43D9.4 CE00994 sip-1 3 9.6E-04 4 8.34E-04
F43E2.5 CE07241 msra-1 5 1.2E-03 4 6.40E-04
F43E2.7a CE41652 - - 2 1.94E-04
F43E2.8 CE07244 hsp-4 6 4.6E-04 12 6.05E-04
F43G9.1 CE34018 - - 2 1.85E-04
F43G9.9 CE10370 cpn-1 - - 2 3.45E-04
F44C4.3 CE07251 cpr-4 - - 1 9.89E-05
F44D12.3 CE01192 - - 2 6.08E-04
F44D12.5 CE01192 - - 2 6.08E-04
F44D12.7 CE01192 - - 2 6.08E-04
F44E2.8 CE32420 - - 3 4.11E-04
F44E5.1 CE18676 - - 1 4.25E-04
F44E5.4 CE18679 - - 6 3.08E-04
F44E5.5 CE18679 - - 6 3.08E-04
F44F4.11 CE18680 tba-4 - - 8 5.92E-04
F44G3.2 CE16034 - - 2 1.78E-04
F44G4.2 CE02229 - - 1 2.07E-04
F45E1.6 CE01943 his-71 - - 3 7.31E-04
F45E4.2 CE10494 plp-1 3 6.8E-04 1 1.47E-04
F45F2.12 CE10538 his-8 7 2.9E-03 10 2.69E-03
F45F2.13 CE03253 his-6 - - 5 1.22E-03
F45F2.2 CE36851 his-39 - - 8 2.45E-03
F45F2.3 CE03252 his-5 7 3.5E-03 12 3.86E-03
F45F2.4 CE04501 his-7 8 3.2E-03 6 1.57E-03
F45G2.4 CE16047 4 7.0E-04 1 1.13E-04
F46A9.4 CE10578 skr-2 - - 1 1.90E-04
F46E10.10a CE20820 6 9.1E-04 7 6.90E-04
F46E10.10b CE33096 - - 5 6.07E-04
F46E10.10c CE33097 - - 4 7.32E-04
F46F11.2 CE10598 cey-2 6 1.1E-03 10 1.24E-03
F46F11.5 CE10604 vha-10 - - 2 5.26E-04
F46F2.2a CE38356 kin-20 3 3.2E-04 2 1.38E-04
F46F2.2b CE39502 kin-20 3 4.2E-04 2 1.83E-04
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F46F2.2c CE38358 kin-20 3 3.1E-04 2 1.33E-04
F46F2.2d CE38359 kin-20 3 3.2E-04 2 1.38E-04
F46G10.1a CE41319 28 8.0E-03 21 3.91E-03
F46G10.7a CE02243 sir-2.2 6 1.1E-03 11 1.27E-03
F46G10.7b CE35540 sir-2.2 6 1.1E-03 11 1.26E-03
F46G10.7c CE44321 sir-2.2 - - 11 1.24E-03
F46H5.3a CE37112 10 1.3E-03 23 1.92E-03
F46H5.3b CE33098 10 1.4E-03 23 2.12E-03
F46H5.7a CE04593 - - 1 5.79E-05
F46H5.7b CE31170 - - 1 5.76E-05
F47B10.1 CE03351 7 8.2E-04 6 4.57E-04
F47B10.7 CE32423 acbp-3 4 1.8E-03 - -
F48E3.3 CE02751 - - 1 2.22E-05
F48E8.5 CE30997 paa-1 20 1.7E-03 13 7.30E-04
F49C12.8 CE03368 rpn-7 - - 3 2.42E-04
F49E2.5a CE31529 5 2.1E-04 5 1.36E-04
F49E2.5b CE31530 - - 4 1.40E-04
F49E2.5c CE31531 - - 5 1.61E-04
F49E2.5d CE31532 - - 5 1.86E-04
F49E2.5e CE16091 5 4.4E-04 2 1.14E-04
F49E2.5f CE16092 5 4.2E-04 2 1.08E-04
F49E2.5g CE31951 - - 1 6.28E-05
F49E2.5h CE36488 - - 5 1.96E-04
F49E2.5i CE38367 5 2.5E-04 5 1.61E-04
F49E2.5j CE38368 5 2.3E-04 5 1.51E-04
F49E2.5k CE44189 - - 2 9.48E-05
F49E8.1 CE33650 2 2.4E-04 2 1.53E-04
F49E8.3a CE10790 pam-1 - - 2 7.50E-05
F49E8.3b CE37649 pam-1 - - 2 6.99E-05
F49E8.5 CE28408 dif-1 2 3.3E-04 1 1.06E-04
F49H12.5 CE20835 - - 1 1.29E-04
F52B5.6 CE05721 rpl-25.2 16 5.6E-03 17 3.86E-03
F52D10.3a CE03389 ftt-2 8 1.6E-03 21 2.81E-03
F52D10.3b CE36489 ftt-2 - - 14 2.34E-03
F52E4.1a CE07269 pccb-1 2 1.9E-04 4 2.47E-04
F52E4.1b CE30139 pccb-1 2 2.0E-04 4 2.54E-04
F52H3.7a CE32894 lec-2 3 1.2E-04 4 1.06E-04
F52H3.7b CE29330 lec-2 3 5.5E-04 4 4.77E-04
F53A2.7 CE10878 13 1.7E-03 8 6.73E-04
F53A3.3a CE10884 rps-22 13 5.1E-03 17 4.33E-03
F53A3.3b CE41657 rps-22 - - 9 2.95E-03
F53A9.10a CE34313 tnt-2 - - 1 7.74E-05
F53A9.10b CE34878 tnt-2 - - 1 1.02E-04
F53C11.3 CE10908 - - 3 3.18E-04
F53F4.10 CE10972 2 4.3E-04 - -
F53F4.11 CE20849 2 1.9E-04 2 1.22E-04
F53G12.10 CE11024 rpl-7 19 4.0E-03 37 5.02E-03
F54A3.3 CE31540 cct-3 3 2.8E-04 3 1.83E-04
F54B3.1a CE43308 38 5.4E-04 28 2.60E-04
F54B3.1b CE43180 38 5.4E-04 28 2.60E-04
F54B3.3 CE35878 atad-3 - - 7 3.90E-04
F54C1.7 CE11052 pat-10 - - 1 2.06E-04
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F54C4.1 CE19890 - - 1 1.75E-04
F54C9.1 CE02249 iff-2 - - 2 4.12E-04
F54C9.5 CE02255 rpl-5 24 4.2E-03 35 3.96E-03
F54D1.6 CE37523 - - 1 2.33E-05
F54D11.1 CE11068 pmt-2 7 8.2E-04 8 6.07E-04
F54D5.7 CE03411 17 2.1E-03 8 6.48E-04
F54D8.3a CE29809 alh-1 9 9.0E-04 5 3.25E-04
F54D8.3b CE32434 alh-1 - - 5 3.93E-04
F54E12.1 CE03253 his-55 - - 5 1.22E-03
F54E12.3 CE03252 his-56 7 3.5E-03 12 3.86E-03
F54E12.4 CE05165 his-58 7 2.9E-03 10 2.69E-03
F54E12.5 CE04501 his-57 8 3.2E-03 6 1.57E-03
F54E2.3a CE30078 ketn-1 - - 1 7.38E-06
F54E2.3b CE28729 ketn-1 - - 1 7.88E-06
F54E2.3c CE30807 ketn-1 - - 1 7.45E-06
F54E2.3d CE30808 ketn-1 - - 1 7.58E-06
F54E7.2 CE26896 rps-12 9 3.3E-03 22 5.21E-03
F54F11.2a CE11095 3 9.6E-05 5 1.04E-04
F54F11.2b CE43217 - - 4 9.08E-05
F54H12.1a CE25005 aco-2 10 6.6E-04 9 3.84E-04
F54H12.1b CE30144 aco-2 - - 6 2.99E-04
F54H12.1c CE32436 aco-2 - - 9 4.37E-04
F54H12.6 CE00548 13 3.1E-03 16 2.49E-03
F55A3.3 CE17113 - - 1 3.22E-05
F55B11.2 CE32898 - - 1 1.51E-04
F55D10.2 CE02777 rpl-25.1 10 3.5E-03 9 2.03E-03
F55F3.3 CE18746 nkb-3 2 3.2E-04 2 2.09E-04
F55F8.5 CE11196 tag-345 - - 1 7.55E-05
F55G1.10 CE04501 his-61 8 3.2E-03 6 1.57E-03
F55G1.11 CE03252 his-60 7 3.5E-03 12 3.86E-03
F55G1.2 CE03253 his-59 - - 5 1.22E-03
F55G1.3 CE05165 his-62 7 2.9E-03 10 2.69E-03
F55H2.2 CE00209 vha-14 6 1.2E-03 4 5.16E-04
F55H2.6 CE00213 clu-1 3 1.2E-04 3 7.97E-05
F56A6.1a CE25906 sago-2 - - 2 7.47E-05
F56A6.1b CE33401 sago-2 - - 2 7.74E-05
F56A8.6 CE16126 cpf-2 31 4.7E-03 19 1.87E-03
F56B3.5 CE27172 ech-5 - - 1 1.17E-04
F56B6.4a CE04664 gyg-1 2 2.4E-04 2 1.54E-04
F56B6.4b CE29405 gyg-1 2 3.6E-04 2 2.33E-04
F56B6.4c CE31185 gyg-1 2 3.4E-04 2 2.19E-04
F56C9.1 CE01319 gsp-2 13 2.0E-03 5 4.98E-04
F56D12.1a CE29047 alh-6 2 1.8E-04 - -
F56D12.1b CE33403 alh-6 2 2.0E-04 - -
F56D12.1d CE40074 alh-6 2 2.4E-04 - -
F56D12.5a CE11254 vig-1 3 4.0E-04 8 7.01E-04
F56D2.1 CE11226 ucr-1 7 7.6E-04 6 4.22E-04
F56E10.4 CE19904 rps-27 9 5.5E-03 3 1.20E-03
F56F11.4a CE28467 - - 2 1.61E-04
F56F11.4b CE31008 - - 2 1.53E-04
F56F3.5 CE00664 rps-1 21 4.2E-03 51 6.58E-03
F56H1.4 CE17915 rpt-5 9 1.1E-03 3 2.31E-04
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F57B10.14 CE31352 - - 1 5.92E-04
F57B10.3a CE11302 - - 4 2.46E-04
F57B10.3b CE33113 - - 4 2.54E-04
F57B9.10a CE25011 rpn-6 3 3.5E-04 2 1.51E-04
F57B9.10b CE38077 rpn-6 3 3.6E-04 2 1.58E-04
F57B9.2 CE42983 let-711 - - 2 2.62E-05
F57B9.3 CE01338 - - 1 9.13E-05
F57B9.6a CE01341 inf-1 3 3.8E-04 4 3.30E-04
F57F10.1a CE28476 abts-3 10 5.3E-04 3 1.04E-04
F57F10.1b CE31811 abts-3 10 6.4E-04 3 1.25E-04
F57F10.1c CE38965 abts-3 10 5.7E-04 3 1.12E-04
F57F4.3 CE11342 gfi-1 - - 1 1.54E-05
F57F4.4 CE11344 - - 1 1.59E-05
F57H12.6 CE32447 2 5.0E-04 8 1.29E-03
F58A4.9 CE00225 - - 1 2.30E-04
F58A6.8 CE02806 msp-45 - - 2 5.22E-04
F58B3.5 CE06007 mrs-1 9 5.0E-04 3 1.08E-04
F58B3.9 CE11362 ttr-50 - - 1 1.56E-04
F58D5.1a CE36388 hrp-2 - - 10 5.42E-04
F58E10.3a CE18785 4 3.6E-04 7 4.13E-04
F58F12.1 CE01976 3 9.4E-04 8 1.63E-03
F58G1.4 CE17924 dct-18 3 6.8E-04 1 1.49E-04
F58G4.1 CE07306 myo-5 2 5.2E-05 - -
F59A2.3 CE17940 cri-3 - - 2 2.81E-04
F59B1.2 CE17943 2 6.3E-04 3 6.17E-04
F59B8.2 CE03436 idh-1 8 9.9E-04 12 9.65E-04
F59D8.1 CE20900 vit-3 - - 120 2.48E-03
F59D8.2 CE26817 vit-4 25 7.9E-04 132 2.73E-03
H02I12.6 CE05165 his-66 7 2.9E-03 10 2.69E-03
H02I12.7 CE04501 his-65 8 3.2E-03 6 1.57E-03
H06I04.4a CE20938 ubl-1 3 9.4E-04 3 6.10E-04
H06O01.1 CE11570 pdi-3 6 6.3E-04 8 5.43E-04
H14A12.2a CE11580 fum-1 5 5.1E-04 7 4.63E-04
H14A12.2b CE32457 fum-1 - - 6 6.06E-04
H15N14.1d CE33125 adr-1 2 1.1E-04 - -
H15N14.1e CE33126 adr-1 2 1.1E-04 - -
H15N14.2a CE19925 nsf-1 - - 1 4.02E-05
H15N14.2b CE15513 nsf-1 - - 1 4.37E-05
H20J04.8 CE20974 sap-1 - - 4 5.24E-04
H22K11.1 CE19495 asp-3 5 6.4E-04 2 1.67E-04
H24K24.3a CE23822 - - 1 8.63E-05
H24K24.3b CE29978 - - 1 8.58E-05
H27A22.1a CE17979 5 7.4E-04 2 1.94E-04
H27A22.1b CE40259 5 7.2E-04 2 1.86E-04
H27M09.2 CE23831 rpb-5 2 4.8E-04 - -
H28O16.1a CE18826 37 3.5E-03 29 1.79E-03
H28O16.1b CE34194 - - 5 1.13E-03
H28O16.1c CE34195 - - 23 1.52E-03
H28O16.1d CE36263 37 3.7E-03 29 1.88E-03
H43I07.2 CE29979 - - 1 9.05E-05
JC8.3a CE17986 rpl-12 18 5.6E-03 22 4.42E-03
JC8.3c CE39743 rpl-12 - - 6 3.98E-03
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JC8.8 CE33800 ttr-51 - - 2 4.80E-04
K01C8.10 CE02262 cct-4 12 1.1E-03 6 3.68E-04
K01C8.9 CE02270 nst-1 2 1.8E-04 2 1.19E-04
K01D12.1 CE06040 4 6.5E-04 - -
K01G5.4 CE16194 ran-1 - - 7 1.08E-03
K01G5.5 CE16195 - - 1 7.45E-05
K01G5.7 CE16197 tbb-1 9 1.0E-03 18 1.33E-03
K01H12.2 CE03454 ant-1.3 - - 21 2.22E-03
K02A4.1 CE03457 bcat-1 3 3.7E-04 - -
K02B2.5 CE04691 rps-25 8 3.5E-03 12 3.40E-03
K02F2.2 CE17154 20 2.3E-03 24 1.82E-03
K02F3.10 CE01346 - - 3 4.95E-04
K03A1.2a CE30088 - - 1 5.65E-05
K03A1.2b CE41142 - - 1 5.67E-05
K03A1.6 CE03252 his-38 7 3.5E-03 12 3.86E-03
K03H1.4 CE00475 ttr-2 6 2.1E-03 - -
K04D7.1 CE06090 rack-1 12 1.9E-03 17 1.73E-03
K04D7.3 CE06092 gta-1 7 7.4E-04 5 3.43E-04
K04G2.1 CE16227 iftb-1 - - 2 2.65E-04
K04G2.3 CE06097 cdc-48.3 - - 1 4.58E-05
K04G2.5 CE27390 ath-1 - - 1 1.49E-04
K04G7.4a CE01361 nuo-4 2 2.3E-04 1 7.60E-05
K05F1.2 CE02806 msp-142 - - 2 5.22E-04
K05F1.3 CE02807 acdh-8 - - 1 8.04E-05
K05F1.5 CE28587 2 2.2E-04 - -
K06A5.6 CE11776 acdh-3 3 3.6E-04 3 2.37E-04
K06C4.10 CE03252 his-18 7 3.5E-03 12 3.86E-03
K06C4.11 CE04501 his-19 8 3.2E-03 6 1.57E-03
K06C4.12 CE10538 his-22 7 2.9E-03 10 2.69E-03
K06C4.13 CE03253 his-27 - - 5 1.22E-03
K06C4.2 CE03252 his-28 7 3.5E-03 12 3.86E-03
K06C4.3 CE04501 his-21 8 3.2E-03 6 1.57E-03
K06C4.4 CE10538 his-20 7 2.9E-03 10 2.69E-03
K06C4.5 CE03253 his-17 - - 5 1.22E-03
K06G5.1a CE18851 2 2.0E-04 2 1.31E-04
K06G5.1b CE37390 2 2.1E-04 2 1.36E-04
K07A1.12 CE16234 lin-53 - - 2 1.59E-04
K07A1.8 CE11854 ile-1 - - 1 6.74E-05
K07A3.1 CE21023 fbp-1 4 6.0E-04 - -
K07C5.4 CE06114 5 5.2E-04 9 6.14E-04
K07D4.3 CE19527 rpn-11 - - 1 1.06E-04
K07E12.1a CE32905 dig-1 6 2.3E-05 - -
K07E12.1b CE31032 dig-1 6 2.5E-05 - -
K07F5.1 CE02806 msp-81 - - 2 5.22E-04
K07F5.2 CE03853 msp-10 - - 2 5.22E-04
K07F5.3 CE03853 msp-56 - - 2 5.22E-04
K07G5.6 CE26899 2 2.7E-04 - -
K07H8.10 CE18030 - - 3 1.25E-04
K07H8.6a CE28594 vit-6 41 1.3E-03 136 2.73E-03
K07H8.6b CE34921 vit-6 - - 11 1.81E-03
K07H8.6c CE18026 vit-6 41 1.3E-03 135 2.71E-03
K08C7.3a CE25049 epi-1 9 1.2E-04 2 1.79E-05
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K08C7.3b CE06136 epi-1 9 1.2E-04 2 1.80E-05
K08C7.3c CE43544 epi-1 - - 2 1.80E-05
K08C7.3d CE43590 epi-1 - - 2 1.81E-05
K08D12.1 CE25941 pbs-1 - - 2 2.77E-04
K08D12.3a CE21045 - - 1 2.19E-04
K08E3.5a CE18869 4 4.0E-04 5 3.26E-04
K08E3.5b CE18870 4 3.9E-04 5 3.17E-04
K08E3.5c CE18871 4 4.0E-04 5 3.24E-04
K08E3.5d CE29431 4 4.1E-04 4 2.67E-04
K08E3.5e CE33804 4 4.1E-04 5 3.34E-04
K08E3.5f CE37125 4 4.1E-04 5 3.36E-04
K08F11.3 CE11954 cif-1 - - 2 1.70E-04
K08F4.2 CE37535 - - 1 7.01E-05
K09E2.3 CE02816 - - 1 1.58E-04
K09F5.2 CE04746 vit-1 - - 81 1.66E-03
K09H11.1 CE21068 13 6.7E-04 11 3.70E-04
K10B3.10 CE07373 spc-1 28 5.9E-04 14 1.91E-04
K10B3.7 CE07370 gpd-3 19 2.8E-03 19 1.85E-03
K10B3.8 CE07371 gpd-2 19 2.8E-03 19 1.85E-03
K10C2.1 CE37128 - - 4 5.73E-05
K10C2.4 CE04750 2 2.4E-04 1 7.93E-05
K10H10.2 CE16252 3 4.5E-04 2 1.97E-04
K11C4.3a CE28604 unc-70 11 2.5E-04 5 7.34E-05
K11C4.3b CE30159 unc-70 11 2.4E-04 5 7.20E-05
K11D9.2a CE18884 sca-1 3 1.4E-04 5 1.56E-04
K11D9.2b CE18885 sca-1 3 1.5E-04 5 1.65E-04
K11D9.2c CE41682 sca-1 - - 5 1.78E-04
K11H12.2 CE12148 rpl-15 9 2.2E-03 12 1.95E-03
K12C11.1 CE26819 2 2.0E-04 1 6.65E-05
K12C11.2 CE18056 smo-1 - - 2 7.28E-04
K12F2.1 CE34936 myo-3 16 4.1E-04 15 2.52E-04
K12G11.3 CE12212 sodh-1 4 5.8E-04 4 3.80E-04
K12H4.7a CE32696 3 3.0E-04 4 2.60E-04
K12H4.7b CE32697 3 3.2E-04 4 2.80E-04
K12H4.8 CE25057 dcr-1 - - 1 1.80E-05
LLC1.3 CE31971 7 7.2E-04 4 2.68E-04
M01E11.5 CE12296 cey-3 2 3.8E-04 5 6.25E-04
M01F1.2 CE01030 rpl-16 12 3.0E-03 17 2.79E-03
M02D8.1 CE04757 - - 1 1.68E-04
M02D8.4a CE04760 2 1.8E-04 1 5.84E-05
M02D8.4c CE37263 2 1.9E-04 - -
M03A8.1 CE04770 dhs-28 2 2.3E-04 1 7.60E-05
M03F4.2a CE12358 act-4 - - 28 2.47E-03
M03F4.2b CE28620 act-4 - - 25 2.50E-03
M03F4.2c CE37134 act-4 25 3.5E-03 28 2.56E-03
M05D6.6 CE03504 - - 1 2.06E-04
M106.1 CE18083 mix-1 108 4.4E-03 136 3.62E-03
M110.4a CE02277 ifg-1 - - 1 2.87E-05
M110.4b CE35745 ifg-1 - - 1 2.87E-05
M110.4c CE42917 ifg-1 - - 1 3.18E-05
M110.4d CE42878 ifg-1 - - 1 4.51E-05
M110.4e CE42852 ifg-1 - - 1 4.82E-05
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M117.2 CE06200 par-5 11 2.3E-03 27 3.61E-03
M153.1 CE03511 - - 2 2.38E-04
M163.3 CE12450 his-24 3 7.3E-04 1 1.59E-04
M18.7a CE06198 aly-3 2 4.2E-04 2 2.76E-04
M28.5 CE02283 2 8.0E-04 4 1.04E-03
M88.5a CE33678 - - 2 8.00E-05
M88.5b CE37033 - - 2 9.41E-05
PAR2.1 CE00768 mtss-1 - - 1 1.95E-04
R01B10.1a CE25962 cpi-2 - - 1 2.32E-04
R01E6.3a CE29433 cah-4 4 7.3E-04 3 3.55E-04
R01E6.3b CE29434 cah-4 4 8.7E-04 3 4.23E-04
R02D3.1 CE18095 6 3.3E-04 4 1.42E-04
R03D7.6 CE01613 gst-5 - - 2 3.20E-04
R03G5.1a CE01270 eft-4 60 6.6E-03 54 3.86E-03
R03G5.1b CE33153 eft-4 - - 5 2.15E-03
R03G5.1c CE33154 eft-4 - - 14 1.74E-03
R03G5.1d CE33155 eft-4 - - 49 3.78E-03
R03G5.2 CE31210 sek-1 8 1.2E-03 4 3.94E-04
R04F11.2 CE06233 5 2.4E-03 - -
R05D11.3 CE06238 ran-4 - - 1 2.49E-04
R05D3.7 CE26945 unc-116 - - 2 8.13E-05
R05D8.8 CE23899 dhs-14 - - 1 1.19E-04
R05F9.10 CE04813 sgt-1 - - 5 4.92E-04
R05F9.13 CE02806 msp-31 - - 2 5.22E-04
R05F9.3 CE04805 msp-32 - - 2 3.49E-04
R05F9.6 CE04809 4 3.6E-04 4 2.33E-04
R05F9.8 CE04811 msp-33 - - 2 5.22E-04
R05G6.7 CE29443 12 2.2E-03 7 8.20E-04
R05H10.5 CE18107 - - 1 2.03E-04
R05H5.3 CE02290 - - 1 2.22E-04
R06A4.8 CE18115 - - 1 2.26E-05
R06C1.4 CE18119 2 1.2E-03 - -
R06C7.10 CE06253 let-75 6 1.6E-04 12 2.05E-04
R07B1.4 CE30562 gst-36 - - 2 3.16E-04
R07E5.2 CE00657 prdx-3 5 1.1E-03 6 8.80E-04
R07G3.5 CE31979 2 3.6E-04 - -
R07H5.8 CE12564 5 7.4E-04 8 7.75E-04
R08C7.3 CE07426 htz-1 - - 7 1.66E-03
R08D7.3 CE00291 eif-3.D - - 5 2.91E-04
R08E5.3 CE12576 - - 1 9.08E-05
R09B3.3 CE16308 5 3.0E-03 2 7.80E-04
R09H10.5 CE12666 2 6.4E-05 - -
R107.7 CE00302 gst-1 5 1.2E-03 5 7.97E-04
R10E12.1a CE25075 alx-1 - - 1 3.85E-05
R10E12.1b CE00310 alx-1 - - 1 3.76E-05
R10E12.1c CE31853 alx-1 - - 1 3.92E-05
R10E4.2a CE18908 tag-310 7 1.0E-03 2 1.86E-04
R10E4.2b CE18909 tag-310 - - 1 8.10E-05
R10E9.1 CE29337 msi-1 - - 1 1.04E-04
R11A5.4a CE12728 15 1.2E-03 16 8.11E-04
R11A5.4b CE36358 - - 10 5.69E-04
R11A5.4c CE36359 - - 16 9.03E-04
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R11A5.4d CE36360 - - 16 8.58E-04
R11A8.6 CE06304 irs-1 5 2.2E-04 5 1.45E-04
R11D1.8 CE06313 rpl-28 6 2.4E-03 8 2.10E-03
R11H6.1 CE12770 pes-9 6 6.5E-04 3 2.10E-04
R12A1.4 CE28763 ges-1 - - 1 5.90E-05
R12C12.1a CE02846 3 1.6E-04 2 6.77E-05
R12E2.13 CE18145 - - 1 1.61E-04
R12E2.3 CE18135 rpn-8 2 2.8E-04 4 3.66E-04
R12H7.2 CE03567 asp-4 3 3.4E-04 4 2.99E-04
R13A5.12 CE21123 lpd-7 - - 1 6.24E-05
R13A5.8 CE01380 rpl-9 17 4.6E-03 29 5.08E-03
R13G10.1 CE01052 dpy-27 122 4.2E-03 110 2.48E-03
R13H9.2 CE06798 msp-57 - - 2 5.22E-04
R13H9.4 CE02806 msp-53 - - 2 5.22E-04
R144.7a CE39272 larp-1 2 1.2E-04 - -
R144.7b CE31582 larp-1 2 9.6E-05 - -
R148.3a CE28640 - - 1 2.97E-05
R148.3b CE32710 - - 1 2.93E-05
R151.3 CE00744 rpl-6 23 5.4E-03 37 5.65E-03
R151.9 CE00827 pfd-5 - - 1 2.18E-04
R53.4 CE03574 2 6.7E-04 5 1.08E-03
R57.1a CE30114 - - 1 4.30E-05
R57.1b CE37270 - - 1 5.75E-05
R57.1c CE12844 - - 1 4.41E-05
R74.1 CE16317 lrs-1 7 3.0E-04 9 2.51E-04
T01B11.4 CE12898 ant-1.4 - - 21 2.22E-03
T01B7.5a CE23934 - - 1 8.14E-05
T01C3.6 CE12918 rps-16 10 3.5E-03 21 4.83E-03
T01C3.7 CE12920 fib-1 7 1.0E-03 12 1.13E-03
T01C8.5 CE07462 - - 2 1.62E-04
T01G9.6a CE18168 kin-10 2 4.4E-04 2 2.83E-04
T01G9.6b CE06343 kin-10 2 4.3E-04 1 1.41E-04
T02G5.4 CE04856 - - 1 7.20E-05
T02G5.7 CE04859 2 2.6E-04 3 2.55E-04
T02G5.8 CE29990 kat-1 3 3.8E-04 1 8.14E-05
T02G5.9a CE04861 krs-1 3 2.7E-04 13 7.53E-04
T02G5.9b CE28247 krs-1 3 2.6E-04 12 6.67E-04
T02G5.9c CE38540 krs-1 3 3.0E-04 10 6.45E-04
T02H6.11 CE21147 7 2.7E-03 1 2.55E-04
T03E6.7 CE16333 cpl-1 5 7.6E-04 4 3.93E-04
T03F1.3 CE13100 pgk-1 5 6.1E-04 8 6.36E-04
T03F6.1 CE16335 qdpr-1 - - 2 2.81E-04
T04A8.6 CE01075 3 5.0E-04 1 1.08E-04
T04A8.9 CE01078 dnj-18 7 1.4E-03 3 3.99E-04
T04C12.4 CE13148 act-3 - - 27 2.38E-03
T04C12.5 CE13150 act-2 22 3.0E-03 25 2.20E-03
T04C12.6 CE13148 act-1 - - 27 2.38E-03
T05B11.3 CE13219 clic-1 - - 3 4.40E-04
T05C12.7 CE02319 cct-1 8 7.4E-04 5 3.02E-04
T05C3.5 CE13229 dnj-19 - - 2 1.51E-04
T05D4.1 CE16341 8 1.1E-03 4 3.63E-04
T05E11.1 CE06360 rps-5 5 1.2E-03 19 3.00E-03
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T05E11.3 CE06362 - - 5 2.18E-04
T05F1.3 CE13265 rps-19 11 3.8E-03 19 4.31E-03
T05G5.10 CE37787 iff-1 - - 3 5.10E-04
T05G5.6 CE00318 ech-6 7 1.2E-03 5 5.75E-04
T05H10.6a CE01643 2 2.6E-04 4 3.34E-04
T05H10.6b CE32929 2 2.5E-04 4 3.20E-04
T05H4.12 CE13291 atp-4 6 2.4E-03 7 1.80E-03
T05H4.13a CE27441 alh-4 2 2.1E-04 - -
T05H4.13b CE30827 alh-4 2 2.1E-04 - -
T05H4.13c CE33307 alh-4 2 2.1E-04 - -
T05H4.5 CE13277 - - 2 2.14E-04
T06G6.9 CE13349 pfd-3 - - 1 1.79E-04
T07A9.11 CE40119 rps-24 7 2.7E-03 12 3.04E-03
T07A9.9a CE17218 - - 4 1.95E-04
T07A9.9b CE31600 - - 4 2.09E-04
T07C4.7 CE00598 mev-1 - - 1 1.82E-04
T08A11.1 CE16370 25 6.8E-04 21 3.72E-04
T08A9.9 CE33825 spp-5 3 1.5E-03 - -
T08B2.10 CE26948 rps-17 9 3.5E-03 15 3.82E-03
T08B2.7a CE13431 6 3.9E-04 9 3.82E-04
T08B2.7b CE26950 6 4.0E-04 9 3.95E-04
T08B2.7c CE30299 6 4.4E-04 8 3.80E-04
T08B2.9a CE13435 frs-1 - - 1 6.00E-05
T08B2.9b CE33173 frs-1 - - 1 6.68E-05
T08G11.1a CE13443 - - 2 2.06E-05
T08G11.1b CE30353 - - 2 2.08E-05
T08G2.3 CE07473 acdh-10 2 2.4E-04 1 7.95E-05
T08H10.1 CE17230 5 7.6E-04 5 4.98E-04
T09B4.5a CE13465 - - 2 2.03E-04
T09F3.3 CE02343 gpd-1 9 1.3E-03 8 7.77E-04
T10B10.2 CE23962 ucr-2.2 3 3.6E-04 - -
T10B5.3 CE30832 - - 2 2.25E-04
T10B5.5a CE28255 cct-7 2 1.9E-04 3 1.86E-04
T10B5.5b CE33316 cct-7 2 2.2E-04 2 1.46E-04
T10C6.11 CE16386 his-4 7 2.5E-03 10 2.35E-03
T10C6.12 CE04501 his-3 8 3.2E-03 6 1.57E-03
T10C6.13 CE03253 his-2 - - 5 1.22E-03
T10C6.14 CE03252 his-1 7 3.5E-03 12 3.86E-03
T10E9.7a CE37406 nuo-2 2 2.3E-04 - -
T10E9.7b CE33179 nuo-2 2 3.8E-04 - -
T10F2.1a CE29472 grs-1 2 1.4E-04 1 4.47E-05
T10F2.1b CE32719 grs-1 2 1.5E-04 1 4.89E-05
T10F2.4 CE38104 8 8.3E-04 7 4.71E-04
T10G3.3 CE37988 2 3.4E-04 - -
T11F8.3 CE22368 rme-2 - - 3 1.07E-04
T12A2.7 CE30396 2 4.3E-04 - -
T12D8.10 CE37144 - - 1 3.38E-04
T12D8.2 CE16399 drr-2 - - 1 1.60E-04
T12D8.6 CE16403 - - 2 4.67E-04
T12G3.4 CE06440 2 2.3E-04 - -
T13A10.11a CE30175 sams-5 2 2.5E-04 - -
T13F2.10 CE09861 msp-79 - - 2 5.22E-04
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T13F2.11 CE13638 msp-78 - - 2 5.22E-04
T13H5.4 CE23981 - - 1 6.63E-05
T14F9.1 CE07497 vha-15 4 4.3E-04 8 5.64E-04
T14G11.3 CE33696 immt-1 - - 1 4.88E-05
T16G12.1 CE36716 - - 1 1.75E-05
T18D3.4 CE31619 myo-2 13 3.4E-04 12 2.04E-04
T18H9.2a CE33320 asp-2 3 2.4E-04 2 1.04E-04
T18H9.2b CE33321 asp-2 3 3.6E-04 2 1.54E-04
T19A6.2a CE32493 ngp-1 - - 1 5.09E-05
T19A6.2b CE32494 ngp-1 - - 1 5.60E-05
T19A6.2c CE38417 ngp-1 - - 1 5.43E-05
T19B10.2 CE16413 3 4.2E-04 2 1.80E-04
T19B4.5 CE13744 16 2.0E-03 19 1.57E-03
T20B5.1 CE28680 apa-2 - - 2 7.16E-05
T20F5.2 CE13818 pbs-4 - - 2 3.28E-04
T20G5.1 CE00480 chc-1 14 4.2E-04 13 2.56E-04
T20G5.2 CE00513 cts-1 2 2.2E-04 5 3.54E-04
T20H4.3a CE00748 prs-1 - - 3 1.71E-04
T20H4.3b CE37410 prs-1 - - 2 1.46E-04
T21B10.2a CE03684 enol-1 28 3.3E-03 18 1.37E-03
T21B10.2b CE32730 enol-1 - - 12 1.18E-03
T21B10.2c CE36954 enol-1 28 3.1E-03 18 1.28E-03
T21B10.7 CE16437 cct-2 4 3.8E-04 8 5.01E-04
T21C12.2 CE02347 hpd-1 5 6.5E-04 6 5.06E-04
T21E12.4 CE23997 dhc-1 6 6.7E-05 7 5.08E-05
T21G5.3 CE25121 glh-1 4 2.7E-04 2 8.69E-05
T21H3.3 CE13902 cmd-1 2 6.8E-04 - -
T22B11.5 CE28486 4 2.0E-04 9 2.90E-04
T22D1.3a CE30188 - - 1 6.21E-05
T22D1.3b CE33940 - - 1 7.17E-05
T22D1.4 CE33704 2 1.7E-04 1 5.65E-05
T22D1.9 CE17253 rpn-1 3 1.6E-04 5 1.69E-04
T22E5.5 CE04994 mup-2 - - 3 2.45E-04
T22F3.3a CE24003 3 1.7E-04 12 4.51E-04
T22F3.3b CE20769 3 1.8E-04 12 4.70E-04
T22F3.4 CE13968 rpl-11.1 4 1.0E-03 16 2.71E-03
T22H6.2a CE03697 alh-13 - - 2 8.28E-05
T22H6.2b CE26824 alh-13 - - 2 8.26E-05
T23B12.3 CE14030 - - 2 2.51E-04
T23D8.4 CE18958 eif-3.C - - 2 7.38E-05
T23D8.5 CE03252 his-67 7 3.5E-03 12 3.86E-03
T23D8.6 CE04501 his-68 8 3.2E-03 6 1.57E-03
T23E7.2e CE31244 2 1.1E-04 - -
T23G11.3 CE14096 gld-1 4 4.4E-04 1 7.16E-05
T23G5.1 CE00331 rnr-1 - - 1 4.21E-05
T24A11.1a CE28087 mtm-3 2 1.0E-04 - -
T24A11.1b CE42568 mtm-3 2 1.1E-04 - -
T24B8.1 CE03709 rpl-32 8 3.0E-03 - -
T24B8.1a CE03709 rpl-32 - - 7 1.73E-03
T24B8.1b CE43313 rpl-32 - - 7 2.86E-03
T24C4.1 CE19592 ucr-2.3 - - 1 7.76E-05
T24H7.1 CE40718 phb-2 4 6.9E-04 2 2.25E-04
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T25B6.2 CE14174 2 1.3E-04 - -
T25B9.9 CE06508 - - 4 2.74E-04
T25C8.2 CE16463 act-5 11 1.5E-03 13 1.15E-03
T25G12.5 CE18284 acdh-7 2 2.5E-04 - -
T25G3.3 CE30306 - - 1 6.46E-05
T26A5.9 CE00788 dlc-1 - - 2 7.45E-04
T26E3.7 CE14196 - - 3 9.38E-04
T27A3.2 CE30696 - - 2 8.40E-05
T27E9.1a CE14263 ant-1.1 26 4.4E-03 38 4.20E-03
T27E9.1b CE33843 ant-1.1 - - 9 2.33E-03
T27E9.1c CE33844 ant-1.1 - - 27 4.32E-03
T27E9.7 CE18971 abcf-2 5 4.1E-04 9 4.79E-04
T28B4.3 CE14325 ttr-6 3 1.1E-03 2 4.70E-04
T28D6.2 CE16521 tba-7 - - 7 5.22E-04
T28D9.10 CE02065 snr-3 - - 2 5.26E-04
T28H11.6 CE09149 ssp-11 - - 1 3.04E-04
VC5.3a CE21224 npa-1 17 6.0E-04 7 1.61E-04
VC5.3c CE36211 npa-1 - - 6 1.66E-04
VW02B12L.1 CE18980 vha-6 - - 1 3.83E-05
W01B11.3 CE18307 nol-5 4 4.2E-04 11 7.48E-04
W01D2.1 CE18312 3 1.7E-03 4 1.44E-03
W01G7.3 CE18986 rpb-11 - - 1 2.72E-04
W02A2.1 CE21231 fat-2 - - 1 8.81E-05
W02B12.3a CE03763 rsp-1 - - 1 1.06E-04
W02D3.5 CE14426 bp-6 6 2.3E-03 3 7.36E-04
W02D3.6 CE14428 ant-1.2 - - 3 3.31E-04
W02F12.5 CE31083 5 5.5E-04 6 4.29E-04
W02H5.1 CE21250 3 1.6E-03 - -
W02H5.9 CE35796 3 5.4E-04 3 3.54E-04
W03D2.4 CE14512 pcn-1 - - 3 3.78E-04
W03F8.10 CE34385 3 2.6E-04 3 1.69E-04
W03F8.4 CE17274 4 1.1E-03 - -
W03F8.5 CE34386 lam-1 3 1.4E-04 1 3.11E-05
W03G9.4 CE14560 app-1 2 1.7E-04 - -
W04C9.2 CE18333 2 1.0E-03 - -
W04E12.8 CE19003 clec-50 - - 1 1.03E-04
W05B10.1 CE06544 his-74 - - 2 4.87E-04
W05G11.6a CE19610 5 3.9E-04 6 3.05E-04
W05G11.6b CE14634 5 4.7E-04 5 3.06E-04
W05G11.6c CE32740 - - 5 4.53E-04
W05G11.6d CE32741 - - 6 3.35E-04
W05H9.1 CE05036 - - 2 1.60E-04
W06A7.3a CE43007 ret-1 - - 1 1.31E-04
W06A7.3b CE14668 ret-1 - - 1 1.49E-04
W06A7.3c CE41709 ret-1 2 3.1E-05 1 1.00E-05
W06A7.3d CE35913 ret-1 2 1.8E-04 1 5.81E-05
W06A7.3e CE35914 ret-1 - - 1 1.62E-04
W06A7.3f CE41710 ret-1 2 3.1E-05 1 1.00E-05
W06A7.3g CE43037 ret-1 2 2.1E-04 1 6.71E-05
W06H8.1a CE25146 rme-1 4 2.6E-04 - -
W06H8.1b CE25147 rme-1 4 2.4E-04 - -
W06H8.1c CE25148 rme-1 4 3.5E-04 - -
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W06H8.1d CE31086 rme-1 4 3.5E-04 - -
W06H8.1e CE30204 rme-1 4 3.3E-04 - -
W06H8.1f CE33335 rme-1 4 3.7E-04 - -
W06H8.8e CE36725 ttn-1 4 1.1E-05 - -
W06H8.8f CE36726 ttn-1 5 1.4E-05 - -
W06H8.8g CE36727 ttn-1 4 1.1E-05 - -
W07E11.1 CE43278 - - 1 1.52E-05
W07E6.1 CE28259 nol-1 6 4.6E-04 7 3.49E-04
W07E6.4 CE17296 prp-21 - - 1 5.06E-05
W07G4.4 CE03794 3 2.9E-04 - -
W08E12.7 CE21275 3 3.9E-04 12 1.02E-03
W08E3.1 CE14704 snr-2 - - 1 2.07E-04
W08E3.2 CE26028 2 1.7E-04 - -
W08E3.3 CE14708 tag-210 7 9.0E-04 5 4.19E-04
W08G11.4 CE32003 pptr-1 - - 1 6.11E-05
W09B6.1a CE14734 pod-2 3 7.4E-05 1 1.61E-05
W09B6.1b CE36026 pod-2 - - 1 4.08E-05
W09C5.6a CE20168 rpl-31 2 8.3E-04 13 3.53E-03
W09C5.6b CE20169 rpl-31 - - 13 6.15E-03
W09D10.3 CE16564 2 5.9E-04 1 1.92E-04
W09H1.6a CE16576 lec-1 6 1.1E-03 11 1.31E-03
W09H1.6b CE16577 lec-1 6 1.1E-03 11 1.28E-03
W10C8.5 CE18353 5 6.4E-04 6 4.98E-04
W10G6.3 CE18354 mua-6 4 3.5E-04 1 5.70E-05
Y105C5B.12b CE32229 sams-2 2 2.8E-04 - -
Y105C5B.28a CE24078 gln-3 2 2.6E-04 2 1.71E-04
Y105C5B.28b CE39807 gln-3 2 2.6E-04 2 1.72E-04
Y105C5B.5 CE24081 - - 2 5.22E-04
Y105E8A.16 CE29835 rps-20 6 2.6E-03 2 5.66E-04
Y105E8A.4 CE25707 ech-7 2 4.0E-04 1 1.29E-04
Y105E8B.1a CE28782 lev-11 3 5.4E-04 15 1.75E-03
Y105E8B.1b CE36223 lev-11 3 7.9E-04 13 2.23E-03
Y105E8B.1c CE29059 lev-11 - - 5 6.47E-04
Y105E8B.1d CE29060 lev-11 3 5.4E-04 15 1.75E-03
Y105E8B.1e CE31733 lev-11 - - 5 6.47E-04
Y105E8B.1f CE36224 lev-11 - - 2 4.39E-04
Y105E8B.5 CE24099 - - 1 1.55E-04
Y106G6H.2a CE20412 pab-1 13 1.0E-03 16 8.21E-04
Y106G6H.2b CE36227 pab-1 - - 13 7.39E-04
Y106G6H.2c CE36228 pab-1 - - 14 7.92E-04
Y106G6H.3 CE20413 rpl-30 7 3.2E-03 7 2.05E-03
Y110A7A.14 CE30307 pas-3 - - 3 3.98E-04
Y110A7A.19 CE23238 2 1.5E-04 - -
Y111B2A.18 CE31089 rsp-3 - - 4 5.14E-04
Y113G7A.3 CE27230 sec-23 - - 1 4.04E-05
Y113G7B.17 CE23297 2 2.9E-04 3 2.86E-04
Y113G7B.23 CE25208 psa-1 - - 2 8.40E-05
Y116A8C.34 CE24152 cyn-13 - - 1 1.00E-04
Y116A8C.35 CE23341 uaf-2 - - 1 1.16E-04
Y116A8C.42 CE23346 snr-1 2 7.5E-04 - -
Y17G7A.1 CE21378 hmg-12 - - 1 1.05E-04
Y17G7B.5a CE19038 mcm-2 - - 1 3.76E-05
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Y17G7B.7 CE19040 tpi-1 7 1.4E-03 3 4.02E-04
Y18D10A.17 CE21413 car-1 - - 2 1.95E-04
Y18D10A.19 CE21417 fkb-2 - - 2 6.14E-04
Y18D10A.20 CE21418 pfn-1 2 7.7E-04 9 2.26E-03
Y18D10A.5 CE21401 gsk-3 9 1.3E-03 5 4.58E-04
Y19D10B.7 CE25224 6 2.0E-03 2 4.39E-04
Y22D7AL.10 CE27242 4 1.9E-03 4 1.23E-03
Y22D7AL.5a CE27244 hsp-60 161 1.4E-02 86 5.02E-03
Y22D7AL.5b CE42184 hsp-60 - - 61 5.29E-03
Y23H5B.5 CE40876 - - 1 5.91E-05
Y24D9A.4a CE27398 rpl-7A 35 6.7E-03 39 4.88E-03
Y24D9A.4c CE30401 rpl-7A - - 35 4.73E-03
Y24D9A.8a CE28974 - - 3 3.12E-04
Y24D9A.8b CE30402 - - 2 4.02E-04
Y25C1A.5 CE21472 - - 2 6.83E-05
Y32H12A.8 CE42033 56 7.4E-04 29 2.50E-04
Y34B4A.6 CE30215 - - 2 2.87E-04
Y34D9A.10 CE39043 vps-4 - - 2 1.54E-04
Y34D9A.6 CE25238 glrx-10 - - 2 6.31E-04
Y37A1B.5 CE19075 - - 2 1.41E-04
Y37D8A.14 CE20218 cco-2 - - 1 1.90E-04
Y37D8A.18 CE20222 - - 1 2.12E-04
Y37E3.10 CE29373 4 6.0E-04 7 6.78E-04
Y37E3.17a CE30219 28 1.7E-03 19 7.59E-04
Y37E3.17b CE37062 28 1.7E-03 19 7.52E-04
Y37E3.7 CE26658 rla-1 18 8.3E-03 19 5.67E-03
Y37E3.8a CE26774 4 1.4E-03 16 3.66E-03
Y37E3.8b CE26904 4 2.3E-03 15 5.65E-03
Y37E3.9 CE26775 phb-1 10 1.9E-03 2 2.41E-04
Y38A10A.5 CE21562 crt-1 5 6.4E-04 9 7.55E-04
Y38A8.2 CE07571 pbs-3 - - 1 1.62E-04
Y38F1A.6 CE24222 6 6.6E-04 4 2.85E-04
Y38F2AL.3a CE29997 vha-11 5 6.6E-04 2 1.73E-04
Y38F2AL.3b CE38743 vha-11 - - 2 4.98E-04
Y38H6C.1 CE19095 dct-16 19 1.1E-02 6 2.21E-03
Y39A1B.3 CE31734 dpy-28 52 1.8E-03 85 1.88E-03
Y39A1C.3 CE19148 cey-4 11 1.9E-03 12 1.35E-03
Y39A3CR.4 CE21655 ddp-1 - - 1 3.99E-04
Y39B6A.20 CE21681 asp-1 9 1.2E-03 7 5.86E-04
Y39B6A.33 CE21690 - - 1 7.57E-05
Y39E4A.3a CE33866 - - 3 2.31E-04
Y39E4A.3b CE38987 - - 3 2.30E-04
Y39E4B.1 CE21713 abce-1 - - 1 5.43E-05
Y39G10AR.14 CE21767 mcm-4 - - 2 8.05E-05
Y39G10AR.8 CE27254 4 4.3E-04 10 7.07E-04
Y39G8B.1a CE21733 - - 2 2.10E-04
Y39G8B.1b CE24243 - - 2 2.10E-04
Y40B10A.1a CE26077 bp-9 - - 2 4.36E-04
Y40B10A.1b CE39188 bp-9 - - 2 4.84E-04
Y41D4B.5 CE21842 rps-28 6 4.7E-03 7 3.57E-03
Y41E3.10a CE37568 21 4.1E-03 20 2.52E-03
Y41E3.10b CE40788 - - 8 6.02E-04
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Y41E3.4 CE18372 ers-1 10 6.5E-04 11 4.64E-04
Y42G9A.4a CE29110 - - 1 5.46E-05
Y42G9A.4b CE37427 - - 1 5.40E-05
Y42G9A.4c CE37428 - - 1 6.85E-05
Y42G9A.4d CE37569 - - 1 6.45E-05
Y43B11AR.4 CE24278 rps-4 28 5.5E-03 40 5.12E-03
Y43F4B.4 CE16629 npp-18 - - 9 8.22E-04
Y43F4B.5a CE16630 - - 6 3.34E-04
Y43F4B.5b CE34117 - - 6 4.33E-04
Y43F8B.1d CE43407 - - 1 4.66E-05
Y44A6D.2 CE19160 - - 1 4.36E-04
Y44E3A.6a CE31372 - - 1 3.94E-05
Y44E3A.6b CE31373 - - 1 3.93E-05
Y45F10D.12 CE16650 rpl-18 55 1.5E-02 28 4.94E-03
Y45G12B.1a CE21933 nuo-5 5 3.5E-04 3 1.36E-04
Y45G12B.1c CE33341 nuo-5 5 4.0E-04 2 1.05E-04
Y45G12C.2 CE21937 gst-10 - - 1 1.58E-04
Y46G5A.4 CE21971 - - 1 1.54E-05
Y47D3B.10 CE20261 dpy-18 - - 2 1.19E-04
Y47G6A.22 CE24368 4 8.0E-04 2 2.61E-04
Y47G6A.8 CE22109 crn-1 - - 1 8.67E-05
Y48B6A.1 CE22116 3 2.3E-04 1 4.92E-05
Y48B6A.12 CE22127 - - 1 5.34E-05
Y48B6A.2 CE22117 rpl-43 21 1.2E-02 8 2.91E-03
Y48G8AL.6 CE28367 smg-2 21 1.0E-03 38 1.18E-03
Y48G8AL.8a CE22195 rpl-17 25 6.8E-03 22 3.90E-03
Y48G8AL.8b CE30023 rpl-17 - - 15 3.13E-03
Y48G9A.3 CE42624 gcn-1 3 5.7E-05 - -
Y49A3A.2 CE22210 vha-13 10 8.4E-04 21 1.15E-03
Y49A3A.5 CE22213 cyn-1 3 8.0E-04 3 5.18E-04
Y49E10.1 CE22219 rpt-6 8 9.8E-04 3 2.39E-04
Y49E10.15 CE22230 snr-6 - - 1 3.68E-04
Y49E10.6 CE22223 his-72 - - 3 7.31E-04
Y50D7A.7 CE26144 ads-1 - - 3 1.67E-04
Y53C12B.2 CE14896 - - 1 1.20E-04
Y53F4B.29 CE22416 gst-26 4 9.7E-04 2 3.17E-04
Y53F4B.30 CE22417 gst-27 4 9.7E-04 3 4.76E-04
Y53F4B.31 CE22418 gst-28 4 9.7E-04 4 6.34E-04
Y53G8AL.2 CE26163 3 3.5E-04 - -
Y54E10A.3 CE24447 - - 1 1.17E-04
Y54E10A.7 CE38572 - - 1 1.71E-04
Y54E10BL.5 CE22460 nduf-5 - - 1 2.74E-04
Y54E2A.11a CE20310 eif-3.B - - 3 1.37E-04
Y54E2A.4 CE43325 - - 1 1.64E-05
Y54F10AM.11 CE27286 - - 1 1.16E-04
Y54F10AM.5 CE34127 2 5.6E-04 - -
Y54G11A.13 CE22478 ctl-3 - - 1 6.47E-05
Y54G11A.5 CE22476 ctl-2 - - 1 6.63E-05
Y54G11A.6 CE30713 ctl-1 - - 1 6.67E-05
Y55B1AR.1 CE22493 lec-6 4 1.4E-03 8 1.82E-03
Y55F3AL.1 CE37069 plx-1 10 2.6E-04 7 1.19E-04
Y55F3AM.13 CE22542 2 2.9E-04 3 2.81E-04
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Y55F3AR.3 CE35110 cct-8 4 3.5E-04 11 6.65E-04
Y57A10A.23 CE22626 2 5.5E-04 2 3.56E-04
Y57A10A.26 CE22631 - - 2 2.46E-04
Y57G11C.10a CE14944 gdi-1 6 6.9E-04 7 5.22E-04
Y57G11C.10b CE39445 gdi-1 6 6.7E-04 7 5.05E-04
Y57G11C.16 CE14956 rps-18 12 4.0E-03 25 5.38E-03
Y57G7A.10a CE19639 - - 1 1.13E-04
Y59A8A.3 CE26201 8 6.0E-04 9 4.41E-04
Y59A8B.10 CE26206 - - 2 1.60E-04
Y59E9AR.1 CE22666 - - 2 5.10E-04
Y59E9AR.7 CE22666 - - 2 5.10E-04
Y59H11AM.1 CE25520 - - 2 5.22E-04
Y62E10A.1 CE22694 rla-2 19 8.8E-03 13 3.92E-03
Y63D3A.5 CE20336 tfg-1 3 3.1E-04 3 2.05E-04
Y65B4A.6 CE34419 2 2.6E-04 1 8.30E-05
Y65B4BR.5a CE22740 - - 13 2.21E-03
Y65B4BR.5b CE33239 - - 9 1.51E-03
Y66D12A.9 CE28807 - - 1 1.34E-04
Y66H1B.2a CE33895 3 1.7E-04 3 4.41E-05
Y66H1B.2b CE37295 3 1.7E-04 - -
Y66H1B.2c CE39058 3 1.6E-04 3 1.19E-04
Y66H1B.2d CE41733 3 1.6E-04 3 1.05E-04
Y66H1B.2f CE44255 fln-1 - - 3 4.51E-05
Y66H1B.2g CE44182 fln-1 - - 3 4.51E-05
Y66H1B.3 CE20347 2 9.4E-05 - -
Y66H1B.4 CE20348 spl-1 - - 1 6.00E-05
Y67D8C.10a CE28372 mca-3 - - 1 2.86E-05
Y67D8C.10b CE28373 mca-3 - - 1 2.69E-05
Y67D8C.10c CE31664 mca-3 - - 1 2.91E-05
Y67D8C.10d CE43364 mca-3 - - 1 2.83E-05
Y67D8C.5 CE31665 eel-1 2 2.4E-05 - -
Y67H2A.1 CE32993 cpsf-3 - - 1 4.69E-05
Y67H2A.5 CE28376 - - 1 2.29E-04
Y69A2AR.18a CE27514 11 1.9E-03 10 1.11E-03
Y69A2AR.18b CE29133 11 1.8E-03 9 9.53E-04
Y69A2AR.18c CE33241 - - 6 9.94E-04
Y69E1A.5 CE22812 2 5.9E-04 1 1.93E-04
Y69F12A.2a CE34422 alh-12 - - 2 1.33E-04
Y69F12A.2b CE34423 alh-12 - - 2 1.54E-04
Y71A12B.1 CE24592 rps-6 18 3.7E-03 24 3.23E-03
Y71F9AL.13a CE25552 rpl-1 10 2.4E-03 23 3.53E-03
Y71F9AL.13b CE28379 rpl-1 - - 15 3.21E-03
Y71F9AL.17 CE29136 - - 5 1.34E-04
Y71F9AL.9 CE22858 4 6.5E-04 3 3.17E-04
Y71F9AM.6 CE26244 trap-1 - - 2 2.58E-04
Y71H10A.1a CE28266 4 2.5E-04 3 1.22E-04
Y71H10A.1b CE37296 - - 3 1.72E-04
Y71H10A.2 CE20354 - - 1 6.18E-05
Y71H2AM.17 CE39070 - - 1 9.80E-05
Y71H2AM.19 CE38657 laf-1 - - 2 1.03E-04
Y71H2AM.23 CE27322 tufm-1 3 3.1E-04 3 2.00E-04
Y71H2AM.4 CE22940 2 7.3E-04 - -
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Y71H2B.10a CE29919 apb-1 2 1.1E-04 3 1.04E-04
Y71H2B.10c CE24628 apb-1 - - 3 1.20E-04
Y73B3A.18a CE27328 - - 11 1.56E-03
Y73B3A.18b CE31261 - - 11 1.83E-03
Y73B6BL.24 CE29924 acp-6 - - 4 3.48E-04
Y73B6BL.6a CE29008 sqd-1 9 1.5E-03 10 1.09E-03
Y73B6BL.6b CE38662 sqd-1 - - 10 1.08E-03
Y74E4A.1a CE30327 lgc-27 - - 1 7.80E-05
Y74E4A.1b CE30328 lgc-27 - - 1 7.74E-05
Y75B12B.2 CE20371 cyn-7 8 2.4E-03 14 2.71E-03
Y75B12B.5 CE20374 cyn-3 4 1.2E-03 2 3.83E-04
Y75B8A.7 CE23019 3 2.4E-04 - -
Y76B12C.7 CE29932 cpsf-1 2 7.0E-05 2 4.56E-05
Y77E11A.1 CE25610 6 6.8E-04 3 2.20E-04
Y77E11A.13a CE25614 npp-20 - - 1 1.06E-04
Y80D3A.1 CE35140 wrs-1 - - 1 7.95E-05
Y80D3A.2 CE40670 emb-4 3 1.0E-04 - -
Y87G2A.5 CE24685 vrs-2 9 4.4E-04 18 5.68E-04
Y87G2A.8a CE24687 gpi-1 2 1.8E-04 - -
Y87G2A.8b CE36253 gpi-1 2 1.7E-04 - -
Y92H12BR.8 CE26840 - - 1 1.11E-04
Y94H6A.10 CE36575 3 8.4E-04 - -
Y95B8A.10a CE23151 pde-6 4 2.7E-04 4 1.74E-04
Y95B8A.10b CE41085 pde-6 - - 2 9.51E-05
ZC155.1 CE01431 nex-1 - - 3 3.09E-04
ZC204.12 CE15106 - - 2 2.63E-04
ZC247.1 CE39535 3 3.5E-05 2 1.51E-05
ZC373.1 CE31670 2 1.4E-04 - -
ZC373.2 CE02375 - - 2 5.43E-04
ZC434.2 CE06577 rps-7 23 6.0E-03 32 5.47E-03
ZC434.5 CE06580 ers-2 9 4.0E-04 12 3.46E-04
ZC434.8 CE06583 - - 1 9.20E-05
ZC8.4a CE31264 lfi-1 3 6.4E-05 2 2.77E-05
ZC8.4b CE38922 lfi-1 - - 2 3.13E-05
ZC8.4d CE35814 lfi-1 3 6.5E-05 2 2.82E-05
ZK1005.1a CE24712 pme-5 2 4.5E-05 - -
ZK1005.1b CE33259 pme-5 2 4.6E-05 - -
ZK1010.1 CE15495 ubq-2 3 1.2E-03 11 2.85E-03
ZK1055.1 CE18470 hcp-1 4 1.4E-04 2 4.49E-05
ZK1058.9a CE44164 - - 1 1.06E-04
ZK1058.9b CE44175 - - 1 1.48E-04
ZK1127.10 CE07648 cth-2 - - 2 1.69E-04
ZK1248.6 CE02806 msp-64 - - 2 5.22E-04
ZK1251.6 CE03853 msp-76 - - 2 5.22E-04
ZK131.1 CE03252 his-26 7 3.5E-03 12 3.86E-03
ZK131.10 CE04501 his-16 8 3.2E-03 6 1.57E-03
ZK131.2 CE03253 his-25 - - 5 1.22E-03
ZK131.3 CE03253 his-9 - - 5 1.22E-03
ZK131.4 CE03252 his-10 7 3.5E-03 12 3.86E-03
ZK131.5 CE07075 his-11 7 2.9E-03 10 2.72E-03
ZK131.6 CE04501 his-12 8 3.2E-03 6 1.57E-03
ZK131.7 CE03253 his-13 - - 5 1.22E-03
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ZK131.8 CE03252 his-14 7 3.5E-03 12 3.86E-03
ZK131.9 CE07075 his-15 7 2.9E-03 10 2.72E-03
ZK154.3 CE15257 mec-7 5 5.8E-04 - -
ZK180.4 CE07622 sar-1 3 7.9E-04 - -
ZK270.2a CE34142 frm-1 4 4.5E-05 4 2.93E-05
ZK270.2b CE34143 frm-1 4 3.2E-04 4 2.09E-04
ZK270.2d CE34144 frm-1 4 4.4E-05 4 2.85E-05
ZK270.2e CE34145 frm-1 - - 4 2.92E-05
ZK328.2 CE05066 eft-1 - - 1 3.40E-05
ZK353.6 CE00390 lap-1 3 3.1E-04 - -
ZK354.1 CE02806 msp-65 - - 2 5.22E-04
ZK354.11 CE02806 msp-59 - - 2 5.22E-04
ZK354.4 CE02806 msp-113 - - 2 5.22E-04
ZK354.5 CE02806 msp-51 - - 2 5.22E-04
ZK381.4a CE25689 pgl-1 - - 2 9.08E-05
ZK381.4b CE07628 pgl-1 - - 2 8.60E-05
ZK430.1 CE05078 2 6.2E-05 - -
ZK455.1 CE03812 aco-1 8 4.6E-04 9 3.36E-04
ZK512.2 CE03821 - - 1 5.73E-05
ZK546.14a CE02914 3 3.2E-04 - -
ZK546.14b CE33503 3 3.4E-04 - -
ZK546.3 CE02917 - - 2 4.98E-04
ZK546.6 CE02920 msp-152 - - 2 5.22E-04
ZK616.4 CE31753 - - 1 7.60E-05
ZK617.1a CE33017 unc-22 6 4.5E-05 4 1.94E-05
ZK617.1b CE33018 unc-22 6 4.3E-05 4 1.85E-05
ZK617.1c CE40796 unc-22 6 4.6E-05 4 2.00E-05
ZK622.3a CE33504 pmt-1 - - 1 6.98E-05
ZK622.3b CE29162 pmt-1 - - 1 6.85E-05
ZK622.3d CE33505 pmt-1 - - 1 7.20E-05
ZK632.6 CE00423 cnx-1 - - 2 1.07E-04
ZK637.13 CE36418 glb-1 - - 1 2.08E-04
ZK637.2 CE32292 2 7.1E-04 - -
ZK652.11 CE29163 cuc-1 - - 1 4.80E-04
ZK652.3 CE00449 tag-277 2 1.1E-03 2 7.05E-04
ZK652.4 CE00450 rpl-35 5 2.1E-03 11 2.96E-03
ZK669.4 CE01115 9 1.0E-03 7 5.18E-04
ZK688.3 CE00461 - - 1 1.55E-04
ZK721.2 CE40008 unc-27 - - 2 2.74E-04
ZK742.1a CE23467 xpo-1 - - 2 6.14E-05
ZK829.4 CE06652 16 1.5E-03 22 1.36E-03
ZK836.2 CE35706 4 2.2E-04 4 1.45E-04
ZK856.7 CE06664 - - 1 2.74E-04
ZK863.6 CE15445 dpy-30 7 2.9E-03 1 2.69E-04
ZK899.4 CE37468 tba-8 - - 3 2.20E-04
ZK945.2 CE36420 pas-7 2 4.1E-04 4 5.30E-04
ZK945.3 CE01734 puf-12 3 2.0E-04 1 4.33E-05
ZK970.4 CE02404 vha-9 7 2.9E-03 2 5.48E-04
ZK973.10 CE40009 lpd-5 2 5.8E-04 - -
ZK973.6 CE33588 anc-1 20 1.2E-04 17 6.59E-05
ZK994.3 CE40298 pxn-1 - - 1 2.58E-05
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B0035.7 CE04501 his-47 5 1.79E-03 3 1.67E-03
B0035.8 CE05165 his-48 12 4.45E-03 - -
B0035.9 CE03252 his-46 8 3.54E-03 4 2.75E-03
B0041.4 CE07669 rpl-4 37 4.89E-03 9 1.85E-03
B0205.3 CE26355 rpn-10 2 2.64E-04 - -
B0205.6 CE30405 3 3.32E-04 - -
B0205.7 CE17321 kin-3 15 1.90E-03 6 1.18E-03
B0250.1 CE18478 rpl-2 16 2.81E-03 5 1.36E-03
B0250.5 CE18481 2 3.05E-04 - -
B0272.1 CE00850 tbb-4 13 1.33E-03 - -
B0272.3 CE00852 2 2.95E-04 - -
B0303.3 CE00561 - - 4 6.32E-04
B0334.3a CE19658 3 2.16E-04 - -
B0334.3b CE02935 3 2.16E-04 - -
B0336.10 CE00778 rpl-23 3 9.77E-04 5 2.53E-03
B0350.2a CE06702 unc-44 20 4.47E-04 20 6.95E-04
B0350.2b CE37694 unc-44 - - 6 4.70E-04
B0350.2c CE06704 unc-44 20 4.88E-04 22 8.35E-04
B0350.2d CE37695 unc-44 - - 6 5.35E-04
B0350.2e CE31147 unc-44 20 4.95E-04 22 8.46E-04
B0350.2f CE31847 unc-44 20 1.30E-04 22 2.23E-04
B0350.2g CE35821 unc-44 - - 14 9.88E-04
B0365.1 CE07719 3 1.24E-04 - -
B0365.3 CE07721 eat-6 3 1.37E-04 2 1.42E-04
B0393.1 CE00854 rps-0 5 8.26E-04 3 7.70E-04
B0414.3 CE07733 hil-5 2 4.05E-04 - -
B0464.1 CE00015 drs-1 2 1.72E-04 2 2.67E-04
B0511.10 CE17349 eif-3.E 2 2.11E-04 - -
B0511.6 CE26853 - - 1 1.30E-04
B0523.5 CE36522 fli-1 - - 1 5.63E-05
C01G10.8 CE07817 2 2.67E-04 - -
C02C6.1a CE07833 dyn-1 2 1.10E-04 - -
C02C6.1b CE07832 dyn-1 2 1.09E-04 - -
C02E11.1a CE28528 5 2.03E-04 6 3.79E-04
C02E11.1b CE32040 5 2.03E-04 6 3.78E-04
C03C10.1 CE00872 kin-19 4 5.35E-04 1 2.08E-04
C03G5.1 CE03917 sdha-1 3 2.12E-04 3 3.29E-04
C04C3.3 CE27647 5 6.48E-04 - -
C04E7.2 CE40683 sor-3 - - 4 5.34E-04
C04F12.4 CE19677 rpl-14 8 2.70E-03 19 9.97E-03
C04F6.1 CE03921 vit-5 141 4.01E-03 23 1.02E-03
C04G2.10 CE40435 3 4.54E-04 - -
C04G2.4 CE03853 msp-36 2 7.18E-04 - -
C05D11.11a CE01130 mel-32 2 1.88E-04 - -
C05D11.11b CE29661 mel-32 2 1.80E-04 - -
C05E4.9a CE23521 gei-7 8 3.77E-04 1 7.32E-05
C05E4.9b CE32565 gei-7 8 4.23E-04 1 8.21E-05
C06A1.1 CE02114 cdc-48.1 5 2.82E-04 3 2.63E-04
C06A5.7a CE29023 unc-94 - - 1 1.81E-04
C06A5.7b CE29024 unc-94 - - 1 1.77E-04
C06A6.4a CE35224 - - 1 1.78E-04
C06A6.4b CE37607 - - 1 1.72E-04
1-step DPY-26::MAP Purification
Biological Replica 1 Biological Replica 2
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Biological Replica 1 Biological Replica 2
C06A8.3 CE02454 7 2.11E-03 2 9.38E-04
C06H2.1 CE15602 atp-5 12 2.86E-03 1 3.71E-04
C07A12.4a CE03972 pdi-2 9 8.32E-04 3 4.31E-04
C07A12.4b CE31878 pdi-2 - - 3 4.86E-04
C07A12.4c CE40737 pdi-2 - - 3 5.73E-04
C07D8.6 CE06776 4 5.75E-04 1 2.23E-04
C07G2.3a CE02985 cct-5 4 3.36E-04 3 3.92E-04
C07G2.3b CE29569 cct-5 - - 1 2.11E-04
C07H6.5 CE00839 cgh-1 4 4.24E-04 4 6.59E-04
C08B11.3 CE01473 2 7.33E-05 - -
C08B11.7 CE36913 ubh-4 - - 2 4.41E-04
C08B6.8 CE05245 - - 1 3.67E-04
C08F11.11 CE17388 - - 2 1.28E-03
C08F11.12 CE17389 - - 1 6.05E-04
C08H9.2a CE23530 19 7.10E-04 - -
C09B8.6a CE02466 hsp-25 - - 1 3.23E-04
C09B8.6b CE33558 hsp-25 - - 1 3.46E-04
C09B9.6 CE06798 msp-55 2 7.18E-04 - -
C09D1.1a CE30426 unc-89 - - 1 1.07E-05
C09D1.1b CE34251 unc-89 - - 2 1.75E-05
C09D1.1c CE34252 unc-89 - - 1 5.08E-05
C09D1.1d CE37701 unc-89 - - 1 5.07E-05
C09D1.1e CE37702 unc-89 - - 1 1.18E-05
C09D1.1f CE37703 unc-89 - - 2 1.90E-05
C09D1.1g CE37704 unc-89 - - 1 9.95E-06
C09D4.5 CE08034 rpl-19 26 5.99E-03 5 1.79E-03
C09G1.2 CE42554 - - 1 5.98E-05
C09G4.5 CE24796 mes-6 - - 1 1.54E-04
C12C8.1 CE08110 hsp-70 - - 1 1.10E-04
C12D8.11 CE15613 rop-1 - - 2 2.20E-04
C13G3.3a CE05279 pptr-2 12 9.82E-04 6 7.63E-04
C13G3.3b CE20505 pptr-2 12 9.75E-04 6 7.58E-04
C13G3.3c CE41982 pptr-2 12 9.01E-04 6 7.00E-04
C14B1.1 CE00897 pdi-1 5 4.70E-04 - -
C14B9.7 CE00078 rpl-21 22 6.23E-03 5 2.20E-03
C14F11.1a CE02477 4 4.40E-04 1 1.71E-04
C15F1.7a CE23550 sod-1 2 5.07E-04 - -
C15F1.7b CE20508 sod-1 2 5.77E-04 - -
C15H11.3a CE08180 nxf-1 - - 1 1.13E-04
C15H11.3b CE42865 nxf-1 - - 1 1.16E-04
C15H11.7 CE08184 pas-1 3 5.56E-04 - -
C15H11.9 CE08186 2 2.74E-04 - -
C15H9.4 CE39558 - - 1 1.52E-04
C15H9.6 CE08177 hsp-3 18 1.24E-03 15 1.61E-03
C16A3.10a CE04010 2 2.16E-04 - -
C16A3.3 CE27690 let-716 5 1.31E-04 3 1.22E-04
C16A3.9 CE04009 rps-13 6 1.81E-03 3 1.41E-03
C16C10.2 CE01493 - - 1 2.70E-04
C17E4.9 CE08258 nkb-1 2 2.85E-04 1 2.21E-04
C17G10.9a CE27702 3 2.55E-04 - -
C17G10.9b CE30870 3 2.56E-04 - -
C17H12.14 CE19362 vha-8 6 1.21E-03 - -
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1-step DPY-26::MAP Purification
Biological Replica 1 Biological Replica 2
C18A11.7a CE27706 dim-1 4 2.85E-04 3 3.32E-04
C18A11.7b CE04038 dim-1 4 5.63E-04 3 6.56E-04
C18A3.3 CE28890 - - 1 2.08E-04
C18F3.2a CE37202 sax-7 - - 123 7.62E-03
C18F3.2b CE38779 sax-7 69 2.37E-03 131 6.99E-03
C18F3.2c CE38935 sax-7 69 2.36E-03 128 6.81E-03
C18F3.2d CE38936 sax-7 - - 120 7.41E-03
C23G10.3 CE01810 rps-3 30 5.54E-03 9 2.58E-03
C23G10.4b CE31311 rpn-2 6 2.83E-04 - -
C25B8.3a CE04078 cpr-6 - - 1 1.87E-04
C25B8.3b CE30876 cpr-6 - - 1 1.87E-04
C25B8.3c CE41106 cpr-6 - - 1 1.92E-04
C25F6.3 CE38489 dpyd-1 3 1.29E-04 - -
C25G4.5 CE08398 dpy-26 65 2.35E-03 109 6.11E-03
C26D10.1 CE03024 ran-3 4 3.20E-04 1 1.24E-04
C26D10.2a CE03025 hel-1 - - 2 3.33E-04
C27A2.2a CE04102 rpl-22 18 6.31E-03 7 3.81E-03
C27A2.2b CE29188 rpl-22 - - 3 4.01E-03
C27D11.1 CE00543 egl-45 5 2.12E-04 1 6.58E-05
C27H6.2 CE43279 ruvb-1 - - 1 1.49E-04
C28G1.5b CE41772 2 3.02E-04 - -
C28H8.11a CE01822 - - 2 3.52E-04
C28H8.11c CE39680 - - 1 6.32E-04
C28H8.12 CE01823 dnc-2 - - 1 2.14E-04
C28H8.3 CE29195 2 5.32E-05 - -
C30C11.2 CE00101 rpn-3 2 1.81E-04 2 2.81E-04
C30C11.4 CE00103 4 2.35E-04 2 1.83E-04
C30F12.7 CE16887 - - 2 3.80E-04
C30H6.7a CE15651 - - 1 2.10E-04
C32E8.2a CE08526 rpl-13 8 1.76E-03 5 1.71E-03
C32E8.2b CE33562 rpl-13 - - 2 1.61E-03
C33F10.9 CE02806 msp-40 2 7.18E-04 - -
C34B2.8 CE16896 - - 1 4.14E-04
C34E10.6 CE29950 atp-2 55 4.66E-03 12 1.58E-03
C34F11.4 CE02806 msp-50 2 7.18E-04 - -
C34F11.6 CE04166 msp-49 2 7.18E-04 - -
C34G6.7a CE29700 stam-1 2 2.00E-04 - -
C34G6.7b CE32816 stam-1 2 2.30E-04 - -
C35B1.5 CE16903 4 1.21E-03 - -
C36B1.4 CE05371 pas-4 - - 1 2.80E-04
C36B1.8a CE34472 3 1.30E-04 2 1.35E-04
C36B1.8b CE34473 3 1.30E-04 2 1.35E-04
C36B1.8c CE43936 - - 2 1.41E-04
C36E6.3 CE34269 mlc-1 13 3.49E-03 6 2.50E-03
C36E6.5 CE20542 mlc-2 11 2.95E-03 6 2.50E-03
C36E8.5 CE00913 tbb-2 23 2.33E-03 2 3.15E-04
C37A2.7 CE30433 34 1.45E-02 10 6.62E-03
C37E2.1 CE08620 - - 6 1.12E-03
C37H5.8 CE08631 hsp-6 11 7.63E-04 6 6.47E-04
C39D10.7 CE29712 - - 3 1.79E-04
C41C4.8 CE05402 cdc-48.2 6 3.38E-04 - -
C41G7.1a CE08665 smn-1 - - 1 3.60E-04
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Biological Replica 1 Biological Replica 2
C41G7.1b CE27843 smn-1 - - 1 3.42E-04
C42C1.14 CE26911 rpl-34 2 8.29E-04 8 5.15E-03
C42D8.2a CE06950 vit-2 98 2.77E-03 39 1.71E-03
C42D8.2b CE41109 vit-2 98 2.87E-03 38 1.73E-03
C44B11.3 CE24843 mec-12 - - 1 1.57E-04
C44B12.2 CE08703 ost-1 2 3.45E-04 - -
C44B12.5 CE16921 - - 2 3.57E-04
C44B7.10 CE32326 6 5.81E-04 2 3.01E-04
C44E4.4 CE08718 6 6.91E-04 4 7.15E-04
C46G7.4a CE08780 pqn-22 - - 1 6.03E-05
C46G7.4b CE08781 pqn-22 - - 1 1.20E-04
C46G7.4c CE37214 pqn-22 - - 1 7.66E-05
C47B2.2a CE17562 - - 1 2.31E-04
C47B2.2b CE23599 - - 1 3.07E-04
C47B2.3 CE17563 tba-2 - - 7 1.11E-03
C47D12.1a CE36692 trr-1 - - 1 1.74E-05
C47D12.1b CE36693 trr-1 - - 1 1.74E-05
C47D12.1c CE38054 trr-1 - - 1 1.75E-05
C47E12.1 CE05445 srs-2 2 1.87E-04 - -
C47E12.5a CE05449 uba-1 4 1.64E-04 - -
C47E12.5b CE39093 uba-1 4 1.77E-04 - -
C47E8.5 CE05441 daf-21 32 2.08E-03 12 1.21E-03
C48B4.1 CE00491 - - 1 1.07E-04
C49F5.1 CE08852 sams-1 7 7.92E-04 - -
C49H3.11 CE04237 rps-2 16 2.68E-03 1 2.60E-04
C49H3.3 CE04229 - - 1 6.50E-04
C50B6.2 CE08871 nasp-2 4 3.13E-04 - -
C50C3.6 CE00122 prp-8 9 1.76E-04 5 1.52E-04
C50F4.13 CE05477 his-35 5 1.79E-03 3 1.67E-03
C50F4.5 CE05470 his-41 12 4.45E-03 - -
C50F4.7 CE03252 his-37 8 3.54E-03 4 2.75E-03
C52E4.4 CE08946 rpt-1 4 4.19E-04 3 4.88E-04
C52E4.6a CE17597 cyl-1 - - 1 1.48E-04
C53A5.1 CE08950 ril-1 - - 1 5.10E-04
C53A5.3 CE08952 hda-1 2 1.98E-04 - -
C53D5.6 CE26971 imb-3 4 1.67E-04 - -
C53H9.1 CE19381 rpl-27 7 2.35E-03 3 1.56E-03
C54C6.2 CE33770 ben-1 12 1.23E-03 2 3.19E-04
C54D1.5 CE30916 lam-2 - - 2 9.23E-05
C55B7.1 CE09012 glh-2 6 2.81E-04 - -
C55B7.4a CE09015 acdh-1 7 7.47E-04 2 3.32E-04
C56C10.8 CE02573 icd-1 6 1.70E-03 5 2.20E-03
C56G2.1a CE24866 2 1.05E-04 - -
C56G2.1b CE30637 2 2.23E-04 - -
C56G2.7 CE30640 5 6.09E-04 - -
C56G7.1 CE01531 mlc-4 - - 1 4.12E-04
D1005.1 CE06997 4 1.65E-04 - -
D1007.12 CE09047 rpl-24.1 11 3.15E-03 12 5.35E-03
D1007.6 CE09041 rps-10 15 4.59E-03 2 9.51E-04
D1054.10 CE05528 - - 1 3.77E-04
D1054.11 CE05529 3 4.31E-04 - -
D2023.2 CE09072 pyc-1 11 4.27E-04 - -
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Biological Replica 1 Biological Replica 2
D2024.6 CE04295 cap-1 7 1.13E-03 9 2.26E-03
D2085.1 CE41886 pyr-1 8 1.66E-04 5 1.61E-04
D2085.3 CE03107 2 1.37E-04 - -
D2096.8 CE04306 21 3.03E-03 10 2.24E-03
DY3.1 CE15745 tin-13 - - 3 1.97E-03
DY3.2 CE15746 lmn-1 5 4.03E-04 2 2.50E-04
E04A4.7 CE16968 cyc-2.1 2 8.21E-04 - -
E04A4.8 CE21392 rpl-20 13 3.29E-03 10 3.93E-03
E04F6.5a CE01217 acdh-12 2 1.49E-04 - -
F01F1.12a CE01225 9 1.12E-03 7 1.35E-03
F01F1.12b CE30646 aldo-2 - - 5 1.37E-03
F01F1.8a CE01234 cct-6 2 1.69E-04 1 1.31E-04
F01F1.8b CE30647 cct-6 2 2.13E-04 1 1.65E-04
F01F1.9 CE01235 2 1.94E-04 - -
F01G10.1 CE09163 9 6.64E-04 2 2.29E-04
F01G12.5a CE04334 let-2 - - 1 4.03E-05
F01G12.5b CE04335 let-2 - - 1 4.03E-05
F01G12.6 CE07015 - - 1 1.52E-04
F01G4.6a CE09162 10 1.34E-03 4 8.33E-04
F01G4.6b CE40325 10 1.18E-03 3 5.49E-04
F02A9.2 CE00133 far-1 5 1.25E-03 2 7.78E-04
F02A9.3 CE00134 far-2 26 6.51E-03 6 2.34E-03
F02E8.1 CE07016 asb-2 4 5.98E-04 1 2.32E-04
F07A5.7a CE09197 unc-15 17 8.89E-04 8 6.50E-04
F07A5.7b CE42754 unc-15 - - 5 6.40E-04
F07B7.10 CE04501 his-51 5 1.79E-03 3 1.67E-03
F07B7.11 CE26800 his-54 12 3.88E-03 - -
F07B7.3 CE04501 his-53 5 1.79E-03 3 1.67E-03
F07B7.4 CE26800 his-52 12 3.88E-03 - -
F07B7.9 CE03252 his-50 8 3.54E-03 4 2.75E-03
F07D10.1 CE07033 rpl-11.2 9 2.09E-03 2 7.23E-04
F08B4.1a CE43390 dic-1 - - 1 8.15E-05
F08B4.1b CE43330 dic-1 - - 1 8.12E-05
F08B6.4a CE20658 unc-87 14 1.13E-03 9 1.13E-03
F08B6.4b CE27922 unc-87 14 1.71E-03 14 2.65E-03
F08B6.4c CE36924 unc-87 14 1.17E-03 9 1.17E-03
F08G2.1 CE07075 his-44 12 4.48E-03 - -
F08G2.2 CE04501 his-43 5 1.79E-03 3 1.67E-03
F09B12.3 CE31469 2 1.57E-04 - -
F09C12.7 CE02603 msp-74 2 1.18E-03 - -
F09E10.3 CE30939 dhs-25 - - 1 2.86E-04
F09E5.15a CE32361 prdx-2 4 9.35E-04 - -
F09E5.15b CE41559 prdx-2 4 9.16E-04 - -
F09F7.2a CE01236 mlc-3 8 2.38E-03 22 1.02E-02
F09F7.2b CE30652 mlc-3 8 4.05E-03 4 3.15E-03
F09F7.4a CE00689 4 4.72E-04 - -
F09F7.4b CE30654 4 5.02E-04 - -
F09G2.9 CE09304 3 3.30E-04 1 1.71E-04
F10B5.1 CE01543 rpl-10 15 3.20E-03 17 5.63E-03
F10C1.2a CE02618 ifb-1 3 2.45E-04 2 2.54E-04
F10C1.2b CE02619 ifb-1 3 2.32E-04 2 2.41E-04
F10D11.1 CE09323 sod-2 - - 2 6.41E-04
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Biological Replica 1 Biological Replica 2
F10E7.7 CE04362 rpl-33 33 1.21E-02 6 3.43E-03
F10G7.2 CE02626 tsn-1 6 2.99E-04 2 1.55E-04
F10G7.8 CE02632 rpn-5 4 3.72E-04 1 1.45E-04
F10G8.6 CE30749 - - 1 2.26E-04
F11A3.1 CE05585 acs-14 2 1.68E-04 - -
F11C3.3 CE09349 unc-54 54 1.25E-03 97 3.50E-03
F13B10.2a CE05598 rpl-3 35 3.98E-03 12 2.12E-03
F13B10.2c CE36996 rpl-3 - - 11 2.21E-03
F13B10.2d CE36997 rpl-3 - - 11 2.57E-03
F13D12.4a CE02183 alh-8 16 1.39E-03 2 2.71E-04
F13D12.4b CE36262 alh-8 - - 1 6.27E-04
F13E6.1 CE31474 2 4.68E-04 - -
F13H8.7 CE02641 4 4.71E-04 - -
F15C11.2a CE09413 2 1.82E-04 - -
F15C11.2b CE31479 2 1.88E-04 - -
F15C11.2c CE31480 2 2.01E-04 - -
F15E11.1 CE16999 3 8.88E-04 - -
F15E11.13 CE25224 6 1.81E-03 - -
F15E11.14 CE16999 3 8.88E-04 - -
F15G9.4a CE18595 him-4 6 5.29E-05 10 1.37E-04
F15G9.4b CE18596 him-4 6 5.26E-05 10 1.36E-04
F15G9.4d CE43012 him-4 6 5.25E-05 10 1.36E-04
F16D3.1 CE09434 tba-5 - - 1 1.58E-04
F17C11.9a CE05656 27 3.09E-03 13 2.31E-03
F17C11.9b CE32385 - - 13 2.47E-03
F17C11.9c CE39492 21 2.62E-03 10 1.94E-03
F17E9.12 CE03252 his-31 8 3.54E-03 4 2.75E-03
F17E9.13 CE04501 his-33 5 1.79E-03 3 1.67E-03
F17E9.9 CE07075 his-34 12 4.48E-03 - -
F18A1.5 CE04405 rpa-1 - - 2 2.16E-04
F18C12.3 CE15869 15 1.25E-03 17 2.21E-03
F18H3.3a CE02193 pab-2 - - 3 3.07E-04
F18H3.3b CE03230 pab-2 - - 3 3.75E-04
F19C7.1 CE04415 - - 1 2.66E-04
F20B6.2 CE04424 vha-12 12 1.11E-03 1 1.44E-04
F20D1.4 CE09497 - - 1 3.69E-04
F20D12.1a CE04431 csr-1 2 8.85E-05 - -
F20D12.1b CE39920 csr-1 2 1.05E-04 - -
F20G4.2 CE42471 2 1.63E-04 - -
F20G4.3 CE27133 nmy-2 2 4.55E-05 8 2.83E-04
F20H11.3 CE09512 mdh-1 11 1.47E-03 - -
F21D5.1 CE03244 - - 1 1.29E-04
F21F8.7 CE09542 asp-6 5 5.86E-04 - -
F21H12.6 CE01917 4 1.33E-04 - -
F22B3.1 CE03252 his-64 8 3.54E-03 4 2.75E-03
F22D6.2 CE05683 - - 1 3.75E-04
F22D6.3a CE05684 nrs-1 2 1.67E-04 2 2.60E-04
F22F7.1a CE17691 2 2.14E-04 - -
F22F7.1b CE32871 2 2.33E-04 - -
F22G12.1 CE39571 - - 1 2.00E-04
F23B12.5 CE09597 14 1.26E-03 7 9.78E-04
F23F1.8a CE29280 rpt-4 - - 2 3.49E-04
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Biological Replica 1 Biological Replica 2
F23F1.8b CE09608 rpt-4 3 3.44E-04 2 3.56E-04
F23F12.6 CE01253 rpt-3 7 7.71E-04 1 1.71E-04
F23H11.3 CE09611 3 4.26E-04 - -
F25B5.4a CE01921 ubq-1 3 1.63E-04 4 3.38E-04
F25B5.4c CE31915 ubq-1 3 2.54E-04 4 5.27E-04
F25B5.6a CE01923 - - 1 1.39E-04
F25B5.6b CE29283 - - 1 1.36E-04
F25B5.6c CE37764 - - 1 1.46E-04
F25H2.10 CE09655 rpa-0 41 5.99E-03 20 4.54E-03
F25H2.11 CE09656 tct-1 15 3.78E-03 - -
F25H2.5 CE09650 6 1.79E-03 1 4.63E-04
F25H5.3a CE15898 4 3.24E-04 - -
F25H5.3b CE15899 4 3.04E-04 - -
F25H5.3c CE36135 4 3.43E-04 - -
F25H5.3d CE37832 4 3.27E-04 - -
F25H5.4 CE15900 eft-2 35 1.87E-03 15 1.25E-03
F26A3.1 CE20724 9 1.34E-03 6 1.39E-03
F26D10.3 CE09682 hsp-1 36 2.56E-03 80 8.85E-03
F26D2.10 CE39727 2 7.52E-05 - -
F26E4.8 CE09692 tba-1 8 8.12E-04 6 9.46E-04
F26E4.9 CE09693 cco-1 - - 2 1.07E-03
F26F12.7 CE17716 let-418 - - 1 3.87E-05
F26F4.10a CE29495 rrt-1 10 6.39E-04 2 1.99E-04
F26F4.10b CE37225 rrt-1 10 6.59E-04 2 2.05E-04
F26F4.10c CE40950 rrt-1 - - 1 6.56E-04
F27C1.7a CE09719 atp-3 6 1.32E-03 - -
F27C1.7b CE36139 atp-3 6 1.20E-03 - -
F27D4.1 CE24926 2 2.75E-04 2 4.27E-04
F27D4.5 CE05736 tag-173 - - 1 1.94E-04
F27D9.5 CE04451 pcca-1 5 3.15E-04 - -
F28A10.6 CE19411 acdh-9 2 2.23E-04 - -
F28B4.3 CE07153 4 8.18E-05 4 1.27E-04
F28C6.3 CE03274 cpf-1 139 1.47E-02 215 3.54E-02
F28C6.6 CE03277 suf-1 54 3.35E-03 49 4.72E-03
F28C6.7a CE03278 rpl-26 11 3.53E-03 - -
F28D1.1 CE05741 - - 1 1.22E-04
F28D1.7 CE05747 rps-23 9 2.87E-03 1 4.95E-04
F28H1.2 CE09767 cpn-3 5 1.61E-03 - -
F29C4.6 CE17723 tut-1 - - 1 1.90E-04
F29D10.4 CE05763 hum-1 - - 6 3.86E-04
F29D11.2 CE09790 33 1.30E-03 78 4.79E-03
F29F11.6 CE20735 gsp-1 10 1.39E-03 10 2.15E-03
F29G6.3b CE18655 4 1.02E-04 - -
F29G9.5 CE09799 rpt-2 - - 2 3.20E-04
F31D4.3 CE15929 fkb-6 - - 1 1.64E-04
F31E3.5 CE01270 eft-3 72 7.09E-03 14 2.14E-03
F32A7.5a CE09846 - - 2 1.61E-04
F32A7.5b CE34178 - - 2 1.85E-04
F32A7.5c CE34179 - - 2 1.62E-04
F32B5.1 CE28230 - - 1 1.66E-04
F32B6.2 CE35517 3 2.04E-04 - -
F32B6.6 CE09861 msp-77 2 7.18E-04 - -
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F32D1.5 CE09869 2 2.55E-04 - -
F32E10.4 CE20745 ima-3 - - 1 1.38E-04
F32H2.5 CE42777 fasn-1 - - 2 5.42E-05
F32H2.9 CE34484 tba-6 - - 1 1.53E-04
F33A8.3 CE17755 cey-1 3 6.58E-04 4 1.36E-03
F33D11.10 CE09901 3 3.43E-04 - -
F33H1.2 CE01568 gpd-4 6 8.02E-04 - -
F35B12.2 CE39496 dhs-20 2 2.67E-04 - -
F35G12.10 CE00968 asb-1 - - 3 7.06E-04
F35G12.2 CE31500 - - 1 1.79E-04
F35G12.8 CE03287 smc-4 21 6.18E-04 39 1.78E-03
F35H10.1 CE04501 his-30 5 1.79E-03 3 1.67E-03
F35H10.11 CE07075 his-29 12 4.48E-03 - -
F35H10.7 CE04507 6 5.35E-04 4 5.54E-04
F36A2.6 CE09945 rps-15 64 1.93E-02 2 9.38E-04
F36H1.6 CE40358 alh-3 2 1.00E-04 - -
F36H12.7 CE02806 msp-19 2 7.18E-04 - -
F37B12.2 CE32886 gcs-1 - - 1 1.08E-04
F37C12.11 CE30779 rps-21 2 1.04E-03 - -
F37C12.4 CE30781 rpl-36 12 5.26E-03 10 6.81E-03
F37C12.9 CE00821 rps-14 13 3.90E-03 25 1.16E-02
F37C4.5a CE17048 2 1.64E-04 7 8.92E-04
F37C4.5b CE33640 - - 3 6.72E-04
F38B2.4a CE02218 2 4.34E-04 - -
F38E11.5 CE18673 - - 3 2.12E-04
F38H4.9 CE10074 let-92 4 5.73E-04 5 1.11E-03
F39B2.10 CE16015 dnj-12 - - 3 5.29E-04
F39B2.6 CE16012 rps-26 7 2.73E-03 1 6.05E-04
F39C12.1 CE10092 61 5.45E-04 67 9.30E-04
F39H11.5 CE20761 pbs-7 - - 2 6.00E-04
F40A3.6 CE10152 44 7.77E-03 13 3.57E-03
F40F11.1 CE05860 rps-11 5 1.47E-03 5 2.28E-03
F40F4.2 CE04532 bp-2 - - 1 4.40E-04
F40F4.3 CE04533 bp-1 - - 1 4.45E-04
F40F4.4a CE30130 bp-3 - - 1 4.29E-04
F40F4.4b CE39932 bp-3 - - 1 4.72E-04
F40F4.5 CE30131 tba-9 - - 1 1.55E-04
F40F4.6 CE04536 7 1.44E-04 10 3.20E-04
F40F8.10 CE05849 rps-9 6 1.45E-03 5 1.87E-03
F42A6.7a CE17059 hrp-1 4 5.27E-04 - -
F42A6.7d CE39251 hrp-1 4 5.26E-04 - -
F42A8.2 CE01579 sdhb-1 - - 1 2.38E-04
F42C5.8 CE04561 rps-8 24 5.26E-03 36 1.23E-02
F42G4.3a CE23716 zyx-1 - - 1 1.17E-04
F42G4.3b CE20775 zyx-1 - - 1 4.02E-04
F42G8.12 CE17071 isp-1 6 9.91E-04 - -
F43D9.4 CE00994 sip-1 9 2.58E-03 2 8.91E-04
F43E2.5 CE07241 msra-1 3 6.61E-04 3 1.03E-03
F43E2.8 CE07244 hsp-4 11 7.63E-04 14 1.51E-03
F43G9.1 CE34018 - - 1 1.98E-04
F44E2.8 CE32420 - - 2 5.85E-04
F44E5.4 CE18679 - - 1 1.10E-04
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F44E5.5 CE18679 - - 1 1.10E-04
F44F4.11 CE18680 tba-4 - - 2 3.16E-04
F45E4.2 CE10494 plp-1 6 1.21E-03 2 6.27E-04
F45F2.12 CE10538 his-8 12 4.45E-03 - -
F45F2.3 CE03252 his-5 8 3.54E-03 4 2.75E-03
F45F2.4 CE04501 his-7 5 1.79E-03 3 1.67E-03
F46E10.10a CE20820 2 2.71E-04 2 4.22E-04
F46E10.10b CE33096 2 3.34E-04 - -
F46E10.10c CE33097 - - 2 7.83E-04
F46F11.2 CE10598 cey-2 20 3.41E-03 13 3.45E-03
F46F2.2a CE38356 kin-20 - - 3 4.44E-04
F46F2.2b CE39502 kin-20 - - 3 5.85E-04
F46F2.2c CE38358 kin-20 - - 3 4.28E-04
F46F2.2d CE38359 kin-20 - - 3 4.43E-04
F46G10.1a CE41319 25 6.40E-03 9 3.58E-03
F46G10.7a CE02243 sir-2.2 2 3.18E-04 5 1.23E-03
F46G10.7b CE35540 sir-2.2 2 3.15E-04 5 1.23E-03
F46G10.7c CE44321 sir-2.2 - - 5 1.20E-03
F46H5.3a CE37112 12 1.38E-03 4 7.15E-04
F46H5.3b CE33098 12 1.52E-03 4 7.89E-04
F47B10.1 CE03351 3 3.14E-04 5 8.14E-04
F48E3.3 CE02751 2 6.11E-05 - -
F48E8.5 CE30997 paa-1 15 1.16E-03 5 6.00E-04
F49D11.1 CE28405 prp-17 - - 1 1.25E-04
F49E2.5a CE31529 3 1.13E-04 2 1.17E-04
F49E2.5b CE31530 - - 2 1.50E-04
F49E2.5c CE31531 - - 2 1.38E-04
F49E2.5d CE31532 - - 2 1.59E-04
F49E2.5e CE16091 - - 2 2.44E-04
F49E2.5f CE16092 - - 2 2.32E-04
F49E2.5g CE31951 - - 2 2.68E-04
F49E2.5h CE36488 - - 2 1.68E-04
F49E2.5i CE38367 3 1.33E-04 2 1.38E-04
F49E2.5j CE38368 3 1.24E-04 2 1.29E-04
F49E2.5k CE44189 - - 2 2.03E-04
F49E8.1 CE33650 - - 9 1.47E-03
F49E8.3a CE10790 pam-1 4 2.06E-04 - -
F49E8.3b CE37649 pam-1 4 1.92E-04 - -
F49H12.5 CE20835 - - 1 2.76E-04
F52B10.1 CE31177 nmy-1 3 6.97E-05 10 3.61E-04
F52B5.3 CE05718 2 6.40E-05 - -
F52B5.6 CE05721 rpl-25.2 10 3.12E-03 2 9.70E-04
F52D10.3a CE03389 ftt-2 8 1.47E-03 21 6.00E-03
F52D10.3b CE36489 ftt-2 - - 11 3.93E-03
F52E10.5 CE34875 ifa-3 - - 1 1.22E-04
F52E4.1a CE07269 pccb-1 5 4.25E-04 - -
F52E4.1b CE30139 pccb-1 5 4.37E-04 - -
F52H3.6 CE03402 - - 1 2.15E-04
F52H3.7a CE32894 lec-2 2 7.32E-05 1 5.69E-05
F52H3.7b CE29330 lec-2 2 3.28E-04 - -
F53A2.7 CE10878 9 1.04E-03 5 8.99E-04
F53A3.3a CE10884 rps-22 10 3.51E-03 6 3.27E-03
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F53A3.3b CE41657 rps-22 - - 6 4.21E-03
F53A9.10a CE34313 tnt-2 - - 2 3.31E-04
F53A9.10b CE34878 tnt-2 - - 2 4.37E-04
F53F4.11 CE20849 - - 1 1.30E-04
F53G12.10 CE11024 rpl-7 24 4.48E-03 7 2.03E-03
F54A3.3 CE31540 cct-3 3 2.52E-04 3 3.91E-04
F54A3.4 CE20851 - - 1 9.38E-05
F54B3.1a CE43308 12 1.53E-04 34 6.76E-04
F54B3.1b CE43180 12 1.54E-04 34 6.76E-04
F54C9.1 CE02249 iff-2 - - 1 4.40E-04
F54C9.5 CE02255 rpl-5 56 8.71E-03 8 1.93E-03
F54D11.1 CE11068 pmt-2 3 3.13E-04 3 4.86E-04
F54D5.7 CE03411 18 2.01E-03 2 3.46E-04
F54D5.8 CE03412 dnj-13 2 2.75E-04 - -
F54D8.3a CE29809 alh-1 9 8.04E-04 - -
F54E12.3 CE03252 his-56 8 3.54E-03 4 2.75E-03
F54E12.4 CE05165 his-58 12 4.45E-03 - -
F54E12.5 CE04501 his-57 5 1.79E-03 3 1.67E-03
F54E2.3a CE30078 ketn-1 3 3.05E-05 1 1.58E-05
F54E2.3b CE28729 ketn-1 3 3.25E-05 - -
F54E2.3c CE30807 ketn-1 3 3.08E-05 1 1.59E-05
F54E2.3d CE30808 ketn-1 3 3.13E-05 1 1.62E-05
F54E7.2 CE26896 rps-12 4 1.30E-03 8 4.05E-03
F54F11.2a CE11095 2 5.74E-05 1 4.46E-05
F54F11.2b CE43217 - - 1 4.85E-05
F54H12.1a CE25005 aco-2 5 2.93E-04 2 1.82E-04
F54H12.1b CE30144 aco-2 - - 2 2.13E-04
F54H12.1c CE32436 aco-2 - - 2 2.07E-04
F54H12.6 CE00548 - - 4 1.33E-03
F55A12.8 CE11131 - - 1 6.79E-05
F55B11.2 CE32898 - - 1 3.22E-04
F55C5.8 CE20875 - - 1 1.14E-04
F55D10.2 CE02777 rpl-25.1 7 2.17E-03 3 1.45E-03
F55F3.3 CE18746 nkb-3 2 2.88E-04 - -
F55F8.5 CE11196 tag-345 - - 1 1.61E-04
F55G1.10 CE04501 his-61 5 1.79E-03 3 1.67E-03
F55G1.11 CE03252 his-60 8 3.54E-03 4 2.75E-03
F55G1.3 CE05165 his-62 12 4.45E-03 - -
F55G1.4 CE07281 rod-1 - - 1 3.46E-05
F55H2.2 CE00209 vha-14 6 1.06E-03 1 2.76E-04
F55H2.6 CE00213 clu-1 4 1.46E-04 2 1.14E-04
F56A3.4 CE28834 spd-5 - - 1 5.91E-05
F56A8.1a CE44118 - - 1 8.62E-05
F56A8.1b CE44050 - - 1 8.43E-05
F56A8.6 CE16126 cpf-2 33 4.48E-03 18 3.79E-03
F56C9.1 CE01319 gsp-2 13 1.78E-03 14 2.98E-03
F56D12.5a CE11254 vig-1 7 8.44E-04 6 1.12E-03
F56D12.5b CE33404 vig-1 - - 1 4.29E-04
F56D2.1 CE11226 ucr-1 4 3.87E-04 1 1.50E-04
F56D2.4 CE01332 uev-2 - - 1 3.08E-04
F56E10.4 CE19904 rps-27 15 8.24E-03 - -
F56F11.4a CE28467 - - 1 1.72E-04
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F56F11.4b CE31008 - - 1 1.64E-04
F56F3.5 CE00664 rps-1 29 5.14E-03 5 1.38E-03
F56H1.4 CE17915 rpt-5 7 7.42E-04 2 3.29E-04
F56H1.7 CE41412 - - 1 4.37E-04
F57B10.14 CE31352 - - 1 1.26E-03
F57B9.10a CE25011 rpn-6 8 8.33E-04 - -
F57B9.10b CE38077 rpn-6 8 8.68E-04 - -
F57B9.6a CE01341 inf-1 8 9.07E-04 - -
F57F10.1a CE28476 abts-3 4 1.90E-04 - -
F57F10.1b CE31811 abts-3 4 2.29E-04 - -
F57F10.1c CE38965 abts-3 4 2.05E-04 - -
F57H12.1 CE17122 arf-3 - - 1 3.93E-04
F57H12.6 CE32447 2 4.45E-04 - -
F58A4.9 CE00225 - - 1 4.92E-04
F58A6.8 CE02806 msp-45 2 7.18E-04 - -
F58A6.9 CE02603 2 1.18E-03 - -
F58B3.5 CE06007 mrs-1 6 2.98E-04 - -
F58B4.5 CE06015 2 2.16E-04 - -
F58D5.1a CE36388 hrp-2 5 3.73E-04 - -
F58E10.3a CE18785 6 4.88E-04 1 1.26E-04
F58F12.1 CE01976 - - 2 8.69E-04
F59A2.1a CE17939 npp-9 3 1.59E-04 - -
F59A2.1b CE33525 npp-9 3 1.55E-04 - -
F59A2.6 CE03434 2 8.05E-05 - -
F59B8.2 CE03436 idh-1 6 6.64E-04 5 8.60E-04
F59D8.1 CE20900 vit-3 138 3.92E-03 23 1.02E-03
F59D8.2 CE26817 vit-4 143 4.07E-03 26 1.15E-03
H02I12.6 CE05165 his-66 12 4.45E-03 - -
H02I12.7 CE04501 his-65 5 1.79E-03 3 1.67E-03
H06O01.1 CE11570 pdi-3 8 7.47E-04 - -
H14A12.2a CE11580 fum-1 2 1.82E-04 - -
H14A12.2b CE32457 fum-1 2 2.78E-04 - -
H14E04.2a CE20966 - - 1 1.23E-04
H14E04.2b CE20967 - - 1 1.23E-04
H14E04.2c CE29974 - - 1 1.22E-04
H14E04.2d CE32458 - - 1 1.56E-04
H15N14.1c CE32459 adr-1 2 9.46E-05 1 7.35E-05
H15N14.1d CE33125 adr-1 2 1.00E-04 - -
H15N14.1e CE33126 adr-1 2 1.02E-04 - -
H20J04.8 CE20974 sap-1 4 7.21E-04 - -
H27A22.1a CE17979 3 4.00E-04 1 2.07E-04
H27A22.1b CE40259 3 3.84E-04 1 1.99E-04
H28O16.1a CE18826 38 3.22E-03 8 1.05E-03
H28O16.1b CE34194 - - 2 9.70E-04
H28O16.1c CE34195 - - 6 8.45E-04
H28O16.1d CE36263 38 3.39E-03 8 1.11E-03
JC8.3a CE17986 rpl-12 10 2.76E-03 6 2.58E-03
JC8.8 CE33800 ttr-51 - - 1 5.13E-04
K01C8.10 CE02262 cct-4 6 5.07E-04 - -
K01C8.9 CE02270 nst-1 4 3.28E-04 1 1.27E-04
K01D12.1 CE06040 3 4.36E-04 2 4.51E-04
K01G5.4 CE16194 ran-1 3 6.36E-04 2 6.59E-04
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K01G5.7 CE16197 tbb-1 22 2.23E-03 3 4.73E-04
K01H12.2 CE03454 ant-1.3 - - 4 9.05E-04
K02A4.1 CE03457 bcat-1 2 2.20E-04 - -
K02B2.5 CE04691 rps-25 9 3.51E-03 2 1.21E-03
K02F2.2 CE17154 24 2.50E-03 - -
K03A1.6 CE03252 his-38 8 3.54E-03 4 2.75E-03
K04D7.1 CE06090 rack-1 11 1.54E-03 2 4.36E-04
K04D7.3 CE06092 gta-1 - - 1 1.47E-04
K05C4.1 CE19969 pbs-5 - - 1 2.49E-04
K05F1.2 CE02806 msp-142 2 7.18E-04 - -
K05F1.5 CE28587 2 1.93E-04 - -
K05F1.7 CE02811 msp-63 2 7.18E-04 - -
K06A5.6 CE11776 acdh-3 2 2.18E-04 1 1.69E-04
K06C4.10 CE03252 his-18 8 3.54E-03 4 2.75E-03
K06C4.11 CE04501 his-19 5 1.79E-03 3 1.67E-03
K06C4.12 CE10538 his-22 12 4.45E-03 - -
K06C4.2 CE03252 his-28 8 3.54E-03 4 2.75E-03
K06C4.3 CE04501 his-21 5 1.79E-03 3 1.67E-03
K06C4.4 CE10538 his-20 12 4.45E-03 - -
K06G5.1a CE18851 4 3.60E-04 - -
K06G5.1b CE37390 4 3.73E-04 - -
K07A1.12 CE16234 lin-53 - - 1 1.70E-04
K07A1.8 CE11854 ile-1 - - 2 2.88E-04
K07A3.1 CE21023 fbp-1 3 4.01E-04 - -
K07C5.4 CE06114 11 1.03E-03 5 7.29E-04
K07D4.3 CE19527 rpn-11 2 2.92E-04 - -
K07E12.1a CE32905 dig-1 - - 9 4.87E-05
K07E12.1b CE31032 dig-1 - - 7 4.04E-05
K07F5.1 CE02806 msp-81 2 7.18E-04 - -
K07F5.2 CE03853 msp-10 2 7.18E-04 - -
K07F5.3 CE03853 msp-56 2 7.18E-04 - -
K07H8.6a CE28594 vit-6 - - 64 2.75E-03
K07H8.6b CE34921 vit-6 - - 9 3.17E-03
K07H8.6c CE18026 vit-6 83 2.29E-03 64 2.75E-03
K08C7.3a CE25049 epi-1 4 4.92E-05 2 3.82E-05
K08C7.3b CE06136 epi-1 4 4.97E-05 2 3.86E-05
K08C7.3c CE43544 epi-1 - - 2 3.85E-05
K08C7.3d CE43590 epi-1 - - 2 3.87E-05
K08D12.3a CE21045 - - 2 9.38E-04
K08E3.5a CE18869 4 3.58E-04 - -
K08E3.5b CE18870 4 3.49E-04 - -
K08E3.5c CE18871 4 3.57E-04 - -
K08E3.5d CE29431 4 3.67E-04 - -
K08E3.5e CE33804 4 3.68E-04 - -
K08E3.5f CE37125 4 3.70E-04 - -
K08F11.3 CE11954 cif-1 2 2.34E-04 - -
K08F4.8 CE06156 msp-38 2 7.18E-04 - -
K08H10.1 CE18875 lea-1 5 3.11E-04 1 9.66E-05
K08H10.2a CE31359 4 3.67E-04 - -
K08H10.2b CE37843 4 3.28E-04 - -
K09F5.2 CE04746 vit-1 74 2.09E-03 25 1.10E-03
K09H11.1 CE21068 8 3.70E-04 6 4.31E-04
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Spectrum 
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Spectrum 
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1-step DPY-26::MAP Purification
Biological Replica 1 Biological Replica 2
K09H9.6 CE37030 lpd-6 - - 1 1.24E-04
K10B3.10 CE07373 spc-1 25 4.70E-04 18 5.25E-04
K10B3.7 CE07370 gpd-3 11 1.47E-03 5 1.04E-03
K10B3.8 CE07371 gpd-2 11 1.47E-03 5 1.04E-03
K10C2.1 CE37128 - - 1 3.06E-05
K10D2.3 CE02015 cid-1 2 6.40E-05 1 4.97E-05
K11C4.3a CE28604 unc-70 6 1.21E-04 10 3.14E-04
K11C4.3b CE30159 unc-70 6 1.19E-04 10 3.08E-04
K11D9.2a CE18884 sca-1 2 8.61E-05 2 1.34E-04
K11D9.2b CE18885 sca-1 2 9.08E-05 2 1.41E-04
K11D9.2c CE41682 sca-1 2 9.78E-05 2 1.52E-04
K11H12.2 CE12148 rpl-15 7 1.56E-03 5 1.74E-03
K12D12.1 CE06184 top-2 4 1.20E-04 - -
K12F2.1 CE34936 myo-3 6 1.39E-04 6 2.16E-04
K12F2.2b CE23870 vab-8 - - 1 1.22E-04
K12H4.3 CE00268 - - 1 2.01E-04
K12H4.7a CE32696 4 3.58E-04 3 4.17E-04
K12H4.7b CE32697 4 3.86E-04 3 4.49E-04
K12H4.8 CE25057 dcr-1 - - 1 3.84E-05
LLC1.3 CE31971 - - 3 4.29E-04
M01E11.5 CE12296 cey-3 9 1.55E-03 7 1.87E-03
M01F1.2 CE01030 rpl-16 37 8.35E-03 - -
M02D8.4a CE04760 - - 1 1.25E-04
M02D8.4c CE37263 - - 1 1.32E-04
M03F4.2a CE12358 act-4 - - 103 1.94E-02
M03F4.2b CE28620 act-4 - - 72 1.54E-02
M03F4.2c CE37134 act-4 62 7.81E-03 103 2.02E-02
M03F4.7a CE12368 calu-1 - - 1 2.26E-04
M03F4.7b CE34060 calu-1 - - 1 7.78E-04
M03F8.3a CE28622 - - 2 1.90E-04
M03F8.3b CE41919 - - 2 1.90E-04
M04F3.1 CE12414 rpa-2 - - 1 2.46E-04
M106.1 CE18083 mix-1 66 2.42E-03 66 3.76E-03
M106.5 CE01608 cap-2 - - 1 2.62E-04
M117.2 CE06200 par-5 9 1.65E-03 37 1.06E-02
M153.1 CE03511 2 3.27E-04 - -
M18.7a CE06198 aly-3 2 3.80E-04 - -
M28.5 CE02283 4 1.42E-03 1 5.53E-04
M88.5a CE33678 3 1.65E-04 - -
M88.5b CE37033 3 1.94E-04 - -
MAP_TAG_SEQ MAP sequence - - 84 1.89E-02
R01E6.3a CE29433 cah-4 3 4.88E-04 88 2.23E-02
R01E6.3b CE29434 cah-4 3 5.82E-04 88 2.65E-02
R02D3.1 CE18095 6 2.93E-04 - -
R03G5.1a CE01270 eft-4 72 7.09E-03 14 2.14E-03
R03G5.1b CE33153 eft-4 - - 2 1.84E-03
R03G5.1c CE33154 eft-4 - - 2 5.31E-04
R03G5.1d CE33155 eft-4 - - 14 2.31E-03
R03G5.2 CE31210 sek-1 2 2.71E-04 1 2.11E-04
R04F11.2 CE06233 - - 1 6.62E-04
R05D3.7 CE26945 unc-116 2 1.12E-04 - -
R05F9.10 CE04813 sgt-1 - - 1 2.10E-04
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1-step DPY-26::MAP Purification
Biological Replica 1 Biological Replica 2
R05F9.13 CE02806 msp-31 2 7.18E-04 - -
R05F9.3 CE04805 msp-32 2 4.80E-04 - -
R05F9.6 CE04809 2 1.61E-04 - -
R05F9.8 CE04811 msp-33 2 7.18E-04 - -
R05G6.7 CE29443 5 8.05E-04 3 7.51E-04
R06A4.7 CE28067 mes-2 - - 1 9.16E-05
R06A4.8 CE18115 - - 1 4.83E-05
R06B10.3 CE26979 clec-150 - - 1 1.96E-04
R06C1.4 CE18119 2 1.09E-03 - -
R06C7.1 CE06244 2 9.65E-05 - -
R06C7.10 CE06253 let-75 5 1.18E-04 13 4.75E-04
R06F6.9 CE01625 ech-4 - - 1 1.84E-04
R07B7.3a CE42927 pqn-53 2 2.53E-04 - -
R07E4.6a CE39609 kin-2 - - 1 1.94E-04
R07E4.6b CE28749 kin-2 - - 1 2.12E-04
R07E4.6c CE04821 kin-2 - - 1 1.88E-04
R07E5.14 CE01044 rnp-4 - - 1 4.99E-04
R07E5.2 CE00657 prdx-3 3 6.05E-04 - -
R07E5.3 CE01045 2 2.39E-04 - -
R07G3.5 CE31979 7 1.12E-03 - -
R07H5.8 CE12564 4 5.33E-04 3 6.21E-04
R08C7.3 CE07426 htz-1 5 1.63E-03 1 5.06E-04
R08D7.3 CE00291 eif-3.D 3 2.40E-04 - -
R08E5.3 CE12576 - - 1 1.94E-04
R09B3.3 CE16308 4 2.15E-03 - -
R09B3.5 CE16310 mag-1 - - 1 4.66E-04
R09E12.3 CE12646 3 4.27E-04 - -
R09H10.5 CE43445 - - 1 4.37E-05
R107.7 CE00302 gst-1 5 1.10E-03 1 3.41E-04
R10E4.2a CE18908 tag-310 2 2.55E-04 - -
R10E4.2b CE18909 tag-310 - - 1 1.73E-04
R11A5.4a CE12728 13 9.06E-04 8 8.66E-04
R11A5.4b CE36358 - - 6 7.30E-04
R11A5.4c CE36359 - - 8 9.65E-04
R11A5.4d CE36360 13 9.59E-04 8 9.17E-04
R11A8.6 CE06304 irs-1 11 4.39E-04 3 1.86E-04
R11D1.8 CE06313 rpl-28 9 3.26E-03 3 1.69E-03
R11E3.8 CE29985 dpf-5 2 1.24E-04 - -
R11G1.4a CE39615 sax-1 2 1.92E-04 1 1.49E-04
R11G1.4b CE39616 sax-1 2 1.92E-04 1 1.49E-04
R11H6.1 CE12770 pes-9 4 3.86E-04 - -
R12C12.1a CE02846 4 1.86E-04 4 2.89E-04
R12E2.3 CE18135 rpn-8 2 2.52E-04 - -
R13A5.12 CE21123 lpd-7 2 1.72E-04 3 4.00E-04
R13A5.8 CE01380 rpl-9 10 2.41E-03 8 3.00E-03
R13D7.7 CE28770 gst-41 - - 1 3.37E-04
R13G10.1 CE01052 dpy-27 43 1.33E-03 89 4.29E-03
R13H9.2 CE06798 msp-57 2 7.18E-04 - -
R13H9.4 CE02806 msp-53 2 7.18E-04 - -
R144.7b CE31582 larp-1 3 1.28E-04 - -
R151.3 CE00744 rpl-6 40 8.40E-03 5 1.63E-03
R31.1a CE41581 sma-1 - - 3 5.10E-05
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1-step DPY-26::MAP Purification
Biological Replica 1 Biological Replica 2
R31.1b CE27773 sma-1 - - 3 5.23E-05
R74.1 CE16317 lrs-1 13 5.00E-04 6 3.58E-04
T01B11.4 CE12898 ant-1.4 - - 4 9.05E-04
T01C3.6 CE12918 rps-16 15 4.75E-03 6 2.95E-03
T01C3.7 CE12920 fib-1 11 1.42E-03 6 1.21E-03
T01G9.6a CE18168 kin-10 - - 1 3.03E-04
T01G9.6b CE06343 kin-10 2 3.88E-04 1 3.01E-04
T02G5.9a CE04861 krs-1 7 5.58E-04 8 9.91E-04
T02G5.9b CE28247 krs-1 7 5.35E-04 8 9.51E-04
T02G5.9c CE38540 krs-1 - - 6 8.27E-04
T02H6.11 CE21147 3 1.05E-03 - -
T03E6.7 CE16333 cpl-1 5 6.76E-04 - -
T03F1.3 CE13100 pgk-1 4 4.37E-04 - -
T04A8.6 CE01075 2 2.97E-04 - -
T04A8.7a CE01076 - - 4 4.16E-04
T04A8.7b CE33539 - - 2 2.34E-04
T04A8.9 CE01078 dnj-18 - - 2 5.69E-04
T04C12.4 CE13148 act-3 - - 103 1.94E-02
T04C12.5 CE13150 act-2 49 5.94E-03 98 1.85E-02
T04C12.6 CE13148 act-1 - - 103 1.94E-02
T04C9.4a CE31589 mlp-1 - - 8 5.96E-03
T04C9.4b CE31590 mlp-1 - - 8 5.01E-03
T04C9.4c CE31591 mlp-1 - - 8 3.13E-03
T05B11.3 CE13219 clic-1 - - 1 3.13E-04
T05C12.7 CE02319 cct-1 6 4.98E-04 1 1.29E-04
T05C3.5 CE13229 dnj-19 2 2.08E-04 - -
T05D4.1 CE16341 3 3.75E-04 2 3.88E-04
T05E11.1 CE06360 rps-5 4 8.68E-04 2 6.75E-04
T05E11.3 CE06362 3 1.80E-04 2 1.86E-04
T05F1.3 CE13265 rps-19 15 4.68E-03 6 2.91E-03
T05G5.6 CE00318 ech-6 2 3.17E-04 1 2.46E-04
T05H10.6a CE01643 3 3.44E-04 1 1.78E-04
T05H10.6b CE32929 3 3.30E-04 1 1.71E-04
T05H4.12 CE13291 atp-4 4 1.41E-03 2 1.10E-03
T05H4.6 CE13279 4 4.12E-04 - -
T06D8.8 CE02329 rpn-9 2 2.36E-04 - -
T07A9.11 CE40119 rps-24 13 4.52E-03 - -
T07A9.9a CE17218 - - 3 3.12E-04
T07A9.9b CE31600 - - 3 3.36E-04
T08A11.1 CE16370 17 4.14E-04 15 5.68E-04
T08A11.2 CE03641 2 6.90E-05 - -
T08B2.10 CE26948 rps-17 11 3.86E-03 5 2.72E-03
T08B2.7a CE13431 11 6.42E-04 7 6.35E-04
T08B2.7b CE26950 11 6.64E-04 7 6.57E-04
T08B2.7c CE30299 - - 7 7.11E-04
T08G11.1a CE13443 2 2.84E-05 - -
T08G11.1b CE30353 2 2.86E-05 - -
T08G2.3 CE07473 acdh-10 - - 1 1.70E-04
T09A5.11 CE01081 ostb-1 - - 1 1.59E-04
T09F3.3 CE02343 gpd-1 6 8.02E-04 - -
T10B10.2 CE23962 ucr-2.2 - - 2 3.36E-04
T10B5.3 CE30832 2 3.09E-04 2 4.80E-04
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1-step DPY-26::MAP Purification
Biological Replica 1 Biological Replica 2
T10B5.5a CE28255 cct-7 3 2.56E-04 3 3.97E-04
T10B5.5b CE33316 cct-7 3 3.01E-04 1 1.56E-04
T10C6.11 CE16386 his-4 12 3.88E-03 - -
T10C6.12 CE04501 his-3 5 1.79E-03 3 1.67E-03
T10C6.14 CE03252 his-1 8 3.54E-03 4 2.75E-03
T10F2.4 CE38104 5 4.63E-04 1 1.44E-04
T11F8.3 CE22368 rme-2 2 9.86E-05 - -
T12D8.6 CE16403 2 6.42E-04 1 4.99E-04
T12D8.8 CE16405 2 2.16E-04 1 1.68E-04
T13C5.5 CE04946 bca-1 - - 2 5.25E-04
T13F2.10 CE09861 msp-79 2 7.18E-04 - -
T13F2.8 CE13633 cav-1 2 3.88E-04 - -
T13H5.4 CE23981 2 1.82E-04 2 2.83E-04
T14F9.1 CE07497 vha-15 4 3.88E-04 - -
T14G10.5a CE06451 5 2.62E-04 - -
T14G10.5b CE39281 5 2.58E-04 - -
T14G11.3 CE33696 immt-1 5 3.36E-04 - -
T14G8.3a CE37407 2 9.90E-05 - -
T14G8.3b CE37408 2 1.01E-04 - -
T16G12.1 CE36716 - - 1 3.75E-05
T18D3.4 CE31619 myo-2 8 1.87E-04 7 2.55E-04
T19B4.5 CE13744 29 3.31E-03 4 7.08E-04
T20G5.1 CE00480 chc-1 15 4.07E-04 14 5.90E-04
T20G5.2 CE00513 cts-1 4 3.90E-04 - -
T20H4.3a CE00748 prs-1 2 1.57E-04 1 1.22E-04
T20H4.3b CE37410 prs-1 2 2.01E-04 - -
T21B10.2a CE03684 enol-1 17 1.79E-03 4 6.53E-04
T21B10.2b CE32730 enol-1 - - 3 6.31E-04
T21B10.2c CE36954 enol-1 17 1.67E-03 4 6.09E-04
T21B10.7 CE16437 cct-2 6 5.17E-04 2 2.68E-04
T21C12.2 CE02347 hpd-1 - - 1 1.80E-04
T21E12.4 CE23997 dhc-1 6 5.99E-05 5 7.75E-05
T21G5.3 CE25121 glh-1 7 4.18E-04 4 3.71E-04
T22B11.5 CE28486 11 4.87E-04 4 2.75E-04
T22D1.4 CE33704 2 1.56E-04 - -
T22D1.9 CE17253 rpn-1 9 4.18E-04 - -
T22E5.5 CE04994 mup-2 - - 2 3.50E-04
T22F3.3a CE24003 9 4.65E-04 - -
T22F3.3b CE20769 9 4.85E-04 - -
T22F3.4 CE13968 rpl-11.1 17 3.95E-03 1 3.61E-04
T22H6.2a CE03697 alh-13 - - 2 1.77E-04
T22H6.2b CE26824 alh-13 - - 2 1.77E-04
T23D8.4 CE18958 eif-3.C 2 1.02E-04 2 1.58E-04
T23D8.5 CE03252 his-67 8 3.54E-03 4 2.75E-03
T23D8.6 CE04501 his-68 5 1.79E-03 3 1.67E-03
T23F11.1 CE24009 - - 3 5.97E-04
T23G11.3 CE14096 gld-1 4 3.94E-04 - -
T23G5.1 CE00331 rnr-1 - - 1 8.99E-05
T23H2.1 CE14106 npp-12 - - 1 3.83E-05
T24B8.1 CE03709 rpl-32 8 2.72E-03 - -
T24B8.1a CE03709 rpl-32 - - 3 1.59E-03
T24B8.1b CE43313 rpl-32 - - 3 2.62E-03
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1-step DPY-26::MAP Purification
Biological Replica 1 Biological Replica 2
T24H7.1 CE40718 phb-2 2 3.10E-04 - -
T25C12.3 CE40820 7 1.52E-04 8 2.69E-04
T25C8.2 CE16463 act-5 24 2.92E-03 53 1.00E-02
T25E12.5 CE16466 gyg-2 2 3.04E-04 - -
T25F10.6a CE07537 5 5.61E-04 12 2.09E-03
T25F10.6b CE37049 - - 10 2.35E-03
T26A5.9 CE00788 dlc-1 2 1.02E-03 - -
T27C4.4a CE21211 lin-40 - - 1 6.93E-05
T27C4.4b CE21212 lin-40 - - 1 8.14E-05
T27C4.4c CE33330 lin-40 - - 1 9.37E-05
T27C4.4d CE33331 lin-40 - - 1 8.14E-05
T27E9.1a CE14263 ant-1.1 24 3.65E-03 9 2.12E-03
T27E9.1b CE33843 ant-1.1 - - 4 2.21E-03
T27E9.1c CE33844 ant-1.1 - - 5 1.71E-03
T27E9.7 CE18971 abcf-2 8 5.86E-04 8 9.11E-04
T27F2.1 CE06519 skp-1 2 1.70E-04 2 2.65E-04
T28D6.2 CE16521 tba-7 - - 1 1.60E-04
T28D9.1 CE28092 3 1.06E-03 - -
T28D9.10 CE02065 snr-3 2 7.24E-04 - -
VC5.3a CE21224 npa-1 5 1.58E-04 - -
W01A8.1a CE18303 mdt-28 4 4.39E-04 - -
W01A8.1b CE06531 mdt-28 4 4.74E-04 - -
W01A8.1c CE41705 mdt-28 4 4.36E-04 - -
W01A8.4 CE32507 2 5.30E-04 - -
W01B11.3 CE18307 nol-5 17 1.59E-03 13 1.89E-03
W01D2.1 CE18312 - - 3 2.31E-03
W02A2.2 CE21232 far-6 - - 1 3.85E-04
W02D3.5 CE14426 bp-6 4 1.35E-03 1 5.25E-04
W02D3.6 CE14428 ant-1.2 - - 3 7.08E-04
W02F12.5 CE31083 8 7.88E-04 2 3.06E-04
W02H5.9 CE35796 - - 7 1.76E-03
W03F8.10 CE34385 3 2.33E-04 3 3.62E-04
W03F8.4 CE17274 2 4.98E-04 - -
W03F8.5 CE34386 lam-1 - - 3 1.99E-04
W06A7.3c CE41709 ret-1 4 5.53E-05 3 6.44E-05
W06A7.3d CE35913 ret-1 4 3.20E-04 3 3.73E-04
W06A7.3f CE41710 ret-1 4 5.52E-05 3 6.43E-05
W06A7.3g CE43037 ret-1 4 3.69E-04 3 4.30E-04
W06H3.3 CE29830 2 1.36E-04 - -
W06H8.1a CE25146 rme-1 4 2.32E-04 2 1.80E-04
W06H8.1b CE25147 rme-1 4 2.18E-04 2 1.70E-04
W06H8.1c CE25148 rme-1 4 3.10E-04 2 2.41E-04
W06H8.1d CE31086 rme-1 4 3.17E-04 2 2.46E-04
W06H8.1e CE30204 rme-1 4 2.97E-04 2 2.31E-04
W06H8.1f CE33335 rme-1 4 3.29E-04 2 2.55E-04
W06H8.8d CE36724 ttn-1 2 8.62E-06 1 6.70E-06
W06H8.8e CE36725 ttn-1 2 4.92E-06 3 1.15E-05
W06H8.8f CE36726 ttn-1 2 4.92E-06 3 1.15E-05
W06H8.8g CE36727 ttn-1 2 4.91E-06 3 1.14E-05
W07E6.1 CE28259 nol-1 3 2.06E-04 3 3.20E-04
W07E6.4 CE17296 prp-21 - - 2 2.16E-04
W07G4.4 CE03794 2 1.75E-04 - -
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1-step DPY-26::MAP Purification
Biological Replica 1 Biological Replica 2
W08E12.7 CE21275 7 8.16E-04 2 3.62E-04
W08E3.1 CE14704 snr-2 2 5.70E-04 - -
W08E3.3 CE14708 tag-210 3 3.46E-04 4 7.17E-04
W08G11.4 CE32003 pptr-1 - - 1 1.31E-04
W09B6.1a CE14734 pod-2 2 4.44E-05 1 3.45E-05
W09C5.6a CE20168 rpl-31 2 7.47E-04 2 1.16E-03
W09C5.8 CE20171 2 5.21E-04 - -
W09D10.3 CE16564 - - 1 4.09E-04
W09H1.6a CE16576 lec-1 2 3.27E-04 - -
W09H1.6b CE16577 lec-1 2 3.20E-04 - -
W10C8.5 CE18353 - - 1 1.78E-04
W10G6.3 CE18354 mua-6 2 1.57E-04 3 3.66E-04
Y102A5A.1 CE20378 cand-1 2 7.16E-05 - -
Y102E9.2a CE07574 - - 2 3.65E-04
Y102E9.2b CE41711 - - 2 3.62E-04
Y105C5B.28a CE24078 gln-3 2 2.35E-04 - -
Y105C5B.28b CE39807 gln-3 2 2.37E-04 - -
Y105E8A.16 CE29835 rps-20 - - 1 6.05E-04
Y105E8B.1a CE28782 lev-11 3 4.82E-04 4 9.98E-04
Y105E8B.1b CE36223 lev-11 - - 3 1.10E-03
Y105E8B.1c CE29059 lev-11 - - 2 5.53E-04
Y105E8B.1d CE29060 lev-11 - - 4 9.98E-04
Y105E8B.1e CE31733 lev-11 - - 3 8.30E-04
Y105E8B.1f CE36224 lev-11 - - 1 4.69E-04
Y105E8B.2a CE28785 exoc-8 - - 2 2.06E-04
Y106G6H.2a CE20412 pab-1 12 8.47E-04 4 4.39E-04
Y106G6H.2b CE36227 pab-1 - - 4 4.86E-04
Y106G6H.2c CE36228 pab-1 - - 4 4.83E-04
Y106G6H.3 CE20413 rpl-30 13 5.24E-03 28 1.76E-02
Y110A7A.6a CE38000 - - 4 6.30E-04
Y110A7A.6b CE29606 - - 4 6.51E-04
Y113G7B.17 CE23297 2 2.62E-04 - -
Y113G7B.23 CE25208 psa-1 - - 2 1.80E-04
Y116A8C.34 CE24152 cyn-13 - - 1 2.14E-04
Y17G7A.1 CE21378 hmg-12 3 4.34E-04 - -
Y17G7B.5a CE19038 mcm-2 2 1.03E-04 - -
Y17G7B.7 CE19040 tpi-1 2 3.69E-04 - -
Y18D10A.17 CE21413 car-1 6 8.04E-04 5 1.04E-03
Y18D10A.5 CE21401 gsk-3 8 1.01E-03 14 2.74E-03
Y19D10B.7 CE25224 6 1.81E-03 - -
Y19D2B.1 CE19055 - - 1 8.33E-04
Y22D7AL.10 CE27242 5 2.11E-03 - -
Y22D7AL.5a CE27244 hsp-60 117 9.39E-03 70 8.73E-03
Y22D7AL.5b CE42184 hsp-60 - - 48 8.90E-03
Y24D9A.4a CE27398 rpl-7A 31 5.33E-03 15 4.01E-03
Y24D9A.4c CE30401 rpl-7A - - 14 4.05E-03
Y25C1A.5 CE21472 2 9.39E-05 1 7.29E-05
Y32H12A.8 CE42033 42 4.97E-04 73 1.34E-03
Y34B4A.6 CE30215 - - 1 3.07E-04
Y37A1B.1a CE19070 lst-3 3 1.12E-04 1 5.80E-05
Y37A1B.1b CE33850 lst-3 - - 1 1.39E-04
Y37E3.10 CE29373 - - 1 2.07E-04
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1-step DPY-26::MAP Purification
Biological Replica 1 Biological Replica 2
Y37E3.17a CE30219 16 8.79E-04 18 1.54E-03
Y37E3.17b CE37062 16 8.71E-04 18 1.52E-03
Y37E3.7 CE26658 rla-1 21 8.62E-03 12 7.66E-03
Y37E3.8a CE26774 3 9.43E-04 1 4.88E-04
Y37E3.8b CE26904 3 1.55E-03 1 8.05E-04
Y37E3.9 CE26775 phb-1 5 8.29E-04 7 1.80E-03
Y38A10A.5 CE21562 crt-1 4 4.62E-04 - -
Y38F1A.6 CE24222 6 5.88E-04 - -
Y38F1A.9 CE21614 oig-2 2 8.44E-04 - -
Y38F2AL.3a CE29997 vha-11 - - 2 3.69E-04
Y38F2AL.3b CE38743 vha-11 - - 2 1.07E-03
Y38H6C.1 CE19095 dct-16 4 2.03E-03 - -
Y39A1B.3 CE31734 dpy-28 65 1.98E-03 79 3.73E-03
Y39A1C.3 CE19148 cey-4 9 1.40E-03 6 1.45E-03
Y39A3CR.1a CE32964 smi-1 - - 1 2.79E-04
Y39A3CR.1b CE33943 smi-1 - - 1 5.45E-04
Y39A3CR.4 CE21655 ddp-1 3 1.65E-03 2 1.71E-03
Y39B6A.20 CE21681 asp-1 6 6.91E-04 2 3.58E-04
Y39B6A.33 CE21690 2 2.08E-04 - -
Y39E4A.3a CE33866 3 3.17E-04 - -
Y39E4A.3b CE38987 3 3.17E-04 - -
Y39G10AR.14 CE21767 mcm-4 2 1.11E-04 - -
Y39G10AR.8 CE27254 5 4.86E-04 3 4.53E-04
Y40B1B.5 CE20239 eif-3.J 2 4.30E-04 - -
Y41D4B.5 CE21842 rps-28 8 5.61E-03 2 2.18E-03
Y41E3.10a CE37568 22 3.81E-03 4 1.08E-03
Y41E3.10b CE40788 - - 1 1.61E-04
Y41E3.4 CE18372 ers-1 7 4.06E-04 - -
Y43B11AR.4 CE24278 rps-4 35 6.16E-03 18 4.92E-03
Y43F4B.4 CE16629 npp-18 3 3.77E-04 5 9.76E-04
Y43F4B.5a CE16630 2 1.53E-04 - -
Y43F4B.5b CE34117 2 1.99E-04 - -
Y43F8C.13 CE21911 - - 1 2.10E-04
Y45F10C.2 CE16636 - - 1 6.05E-04
Y45F10D.12 CE16650 rpl-18 115 2.79E-02 11 4.14E-03
Y45F10D.7 CE44274 - - 1 7.67E-05
Y46E12BL.2 CE27472 - - 2 1.06E-04
Y46G5A.4 CE21971 2 4.25E-05 - -
Y47D3A.26 CE41472 smc-3 3 1.13E-04 - -
Y47D3A.26b CE37287 smc-3 3 1.08E-04 - -
Y47D3B.10 CE20261 dpy-18 - - 1 1.27E-04
Y47G6A.10 CE34400 spg-7 2 1.17E-04 - -
Y48B6A.1 CE22116 2 1.35E-04 - -
Y48B6A.14 CE29377 hmg-1.1 3 1.44E-03 - -
Y48B6A.2 CE22117 rpl-43 29 1.45E-02 - -
Y48E1A.1a CE22157 2 5.25E-05 - -
Y48G8AL.6 CE28367 smg-2 31 1.32E-03 28 1.86E-03
Y48G8AL.8a CE22195 rpl-17 30 7.31E-03 - -
Y49A3A.2 CE22210 vha-13 12 9.03E-04 3 3.51E-04
Y49E10.1 CE22219 rpt-6 6 6.58E-04 - -
Y49E10.15 CE22230 snr-6 2 1.01E-03 - -
Y53C12B.1 CE14894 - - 1 8.93E-05
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1-step DPY-26::MAP Purification
Biological Replica 1 Biological Replica 2
Y53F4B.29 CE22416 gst-26 2 4.36E-04 - -
Y53F4B.30 CE22417 gst-27 - - 1 3.39E-04
Y53F4B.31 CE22418 gst-28 3 6.54E-04 - -
Y53G8AL.2 CE26163 3 3.17E-04 - -
Y53G8AR.8 CE25420 2 2.00E-04 - -
Y54E10A.10 CE24439 - - 2 4.77E-04
Y54E10A.9a CE24451 vbh-1 3 2.13E-04 - -
Y54E10A.9b CE28369 vbh-1 3 2.12E-04 - -
Y54E10A.9c CE37437 vbh-1 3 2.07E-04 - -
Y54E2A.11a CE20310 eif-3.B 2 1.26E-04 - -
Y54G11A.5 CE22476 ctl-2 - - 1 1.42E-04
Y54G11A.6 CE30713 ctl-1 - - 1 1.43E-04
Y55B1AR.1 CE22493 lec-6 3 9.37E-04 1 4.85E-04
Y55F3AL.1 CE37069 plx-1 5 1.17E-04 6 2.18E-04
Y55F3AM.13 CE22542 6 7.73E-04 2 4.00E-04
Y55F3AR.3 CE35110 cct-8 9 7.06E-04 2 2.59E-04
Y56A3A.21 CE22589 trap-4 - - 2 8.91E-04
Y56A3A.32 CE31841 wah-1 2 1.30E-04 - -
Y57A10A.18a CE35684 pqn-87 2 6.26E-05 1 4.86E-05
Y57A10A.18b CE41185 pqn-87 2 6.25E-05 1 4.85E-05
Y57G11A.1a CE14908 tag-273 - - 1 1.18E-04
Y57G11A.1b CE42684 tag-273 - - 3 2.71E-04
Y57G11C.10a CE14944 gdi-1 11 1.13E-03 - -
Y57G11C.10b CE39445 gdi-1 11 1.09E-03 - -
Y57G11C.16 CE14956 rps-18 9 2.66E-03 6 2.76E-03
Y57G11C.34 CE39867 2 4.11E-04 - -
Y59A8A.1 CE26200 csn-1 - - 1 1.18E-04
Y59A8A.3 CE26201 14 9.44E-04 8 8.38E-04
Y59A8B.10 CE26206 3 3.31E-04 - -
Y59E9AR.1 CE22666 2 7.01E-04 - -
Y59E9AR.7 CE22666 2 7.01E-04 - -
Y59H11AM.1 CE25520 2 7.18E-04 - -
Y5F2A.1 CE19022 ttr-16 - - 1 5.37E-04
Y61A9LA.10 CE42325 2 8.64E-05 2 1.34E-04
Y62E10A.1 CE22694 rla-2 28 1.16E-02 17 1.09E-02
Y63D3A.5 CE20336 tfg-1 3 2.81E-04 - -
Y63D3A.6a CE20337 dnj-29 - - 1 1.22E-04
Y63D3A.6b CE24546 dnj-29 - - 1 9.42E-05
Y65B4BR.5a CE22740 15 3.51E-03 - -
Y66H1B.2a CE44257 fln-1 - - 6 1.88E-04
Y66H1B.2b CE20347 fln-1 - - 1 6.53E-05
Y66H1B.2c CE39058 6 2.88E-04 3 2.54E-04
Y66H1B.2d CE41733 6 2.89E-04 3 2.24E-04
Y66H1B.2e CE44239 fln-1 - - 1 8.09E-05
Y66H1B.2f CE44255 fln-1 - - 6 1.93E-04
Y66H1B.2g CE44182 fln-1 - - 6 1.93E-04
Y66H1B.5 CE36758 2 2.08E-04 - -
Y67D8C.5 CE31665 eel-1 6 6.55E-05 - -
Y67H2A.1 CE32993 cpsf-3 2 1.29E-04 - -
Y67H2A.5 CE28376 - - 1 4.88E-04
Y69A2AR.18a CE27514 8 1.22E-03 4 9.48E-04
Y69A2AR.18b CE29133 8 1.17E-03 3 6.79E-04
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Biological Replica 1 Biological Replica 2
Y69A2AR.18c CE33241 - - 3 1.06E-03
Y69A2AR.21 CE27517 - - 1 4.19E-04
Y69F12A.2a CE34422 alh-12 2 1.83E-04 - -
Y69F12A.2b CE34423 alh-12 2 2.12E-04 - -
Y71A12B.1 CE24592 rps-6 26 4.82E-03 15 4.32E-03
Y71F9AL.13a CE25552 rpl-1 12 2.53E-03 - -
Y71F9AL.17 CE29136 4 1.48E-04 - -
Y71F9AL.9 CE22858 5 7.26E-04 2 4.51E-04
Y71F9AM.5a CE26780 nxt-1 - - 1 5.17E-04
Y71F9AM.5b CE41072 nxt-1 - - 1 5.41E-04
Y71G12B.10 CE26261 - - 1 2.23E-04
Y71H2AM.19 CE38657 2 1.42E-04 - -
Y71H2AM.23 CE27322 tufm-1 3 2.76E-04 - -
Y71H2B.10a CE29919 apb-1 2 9.55E-05 - -
Y71H2B.10c CE24628 apb-1 2 1.10E-04 - -
Y73B3A.18a CE27328 - - 2 6.05E-04
Y73B3A.18b CE31261 - - 2 7.12E-04
Y73B6A.6 CE22966 2 3.35E-04 - -
Y73B6BL.24 CE29924 acp-6 3 3.59E-04 - -
Y73B6BL.6a CE29008 sqd-1 2 2.99E-04 2 4.64E-04
Y73B6BL.6b CE38662 sqd-1 2 2.96E-04 2 4.60E-04
Y74C10AR.1 CE30325 eif-3.I 2 2.79E-04 - -
Y75B12B.2 CE20371 cyn-7 2 5.33E-04 1 4.14E-04
Y75B8A.7 CE23019 - - 2 2.19E-04
Y76A2B.3 CE19275 acs-5 2 1.33E-04 - -
Y76B12C.7 CE29932 cpsf-1 - - 1 4.87E-05
Y77E11A.1 CE25610 4 4.04E-04 8 1.26E-03
Y80D3A.2 CE40670 emb-4 3 9.32E-05 - -
Y87G2A.5 CE24685 vrs-2 17 7.38E-04 3 2.02E-04
Y94H6A.10 CE36575 - - 1 3.91E-04
Y95B8A.10a CE23151 pde-6 5 3.00E-04 4 3.73E-04
Y95B8A.10b CE41085 pde-6 - - 2 2.03E-04
ZC132.4 CE15042 2 1.10E-04 - -
ZC155.1 CE01431 nex-1 2 2.83E-04 - -
ZC247.1 CE43614 - - 2 3.23E-05
ZC376.4 CE18433 - - 1 2.81E-04
ZC434.2 CE06577 rps-7 33 7.75E-03 8 2.92E-03
ZC434.5 CE06580 ers-2 9 3.57E-04 6 3.70E-04
ZC8.4a CE31264 lfi-1 5 9.51E-05 6 1.77E-04
ZC8.4b CE38922 lfi-1 5 1.08E-04 6 2.01E-04
ZC8.4d CE35814 lfi-1 5 9.70E-05 6 1.81E-04
ZK1010.1 CE15495 ubq-2 3 1.07E-03 5 2.77E-03
ZK1055.1 CE18470 hcp-1 - - 6 2.88E-04
ZK1248.17 CE02901 2 9.60E-04 - -
ZK1248.4 CE02603 2 1.18E-03 - -
ZK1248.6 CE02806 msp-64 2 7.18E-04 - -
ZK1251.6 CE03853 msp-76 2 7.18E-04 - -
ZK131.1 CE03252 his-26 8 3.54E-03 4 2.75E-03
ZK131.10 CE04501 his-16 5 1.79E-03 3 1.67E-03
ZK131.4 CE03252 his-10 8 3.54E-03 4 2.75E-03
ZK131.5 CE07075 his-11 12 4.48E-03 - -
ZK131.6 CE04501 his-12 5 1.79E-03 3 1.67E-03
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Biological Replica 1 Biological Replica 2
ZK131.8 CE03252 his-14 8 3.54E-03 4 2.75E-03
ZK131.9 CE07075 his-15 12 4.48E-03 - -
ZK154.3 CE15257 mec-7 7 7.24E-04 2 3.21E-04
ZK20.5 CE06608 rpn-12 2 3.65E-04 - -
ZK265.6 CE15299 - - 1 3.75E-04
ZK270.2a CE34142 frm-1 2 2.01E-05 6 9.38E-05
ZK270.2b CE34143 frm-1 - - 4 4.47E-04
ZK270.2d CE34144 frm-1 2 1.96E-05 6 9.14E-05
ZK270.2e CE34145 frm-1 2 2.01E-05 6 9.36E-05
ZK328.5b CE34448 npp-10 3 1.15E-04 - -
ZK353.6 CE00390 lap-1 2 1.86E-04 - -
ZK353.8 CE00392 ubxn-4 3 2.92E-04 - -
ZK354.1 CE02806 msp-65 2 7.18E-04 - -
ZK354.11 CE02806 msp-59 2 7.18E-04 - -
ZK354.4 CE02806 msp-113 2 7.18E-04 - -
ZK354.5 CE02806 msp-51 2 7.18E-04 - -
ZK430.1 CE05078 3 8.29E-05 1 4.29E-05
ZK430.7 CE05083 - - 1 1.60E-04
ZK455.1 CE03812 aco-1 6 3.08E-04 - -
ZK484.3 CE41970 2 3.15E-04 - -
ZK546.14a CE02914 3 2.90E-04 - -
ZK546.14b CE33503 3 3.01E-04 - -
ZK546.3 CE02917 2 6.86E-04 - -
ZK546.6 CE02920 msp-152 2 7.18E-04 - -
ZK616.4 CE31753 - - 1 1.62E-04
ZK617.1a CE33017 unc-22 9 6.00E-05 9 9.32E-05
ZK617.1b CE33018 unc-22 9 5.73E-05 9 8.91E-05
ZK617.1c CE40796 unc-22 9 6.19E-05 9 9.62E-05
ZK652.1 CE00446 snr-5 - - 2 1.67E-03
ZK652.4 CE00450 rpl-35 9 3.34E-03 3 1.73E-03
ZK669.4 CE01115 7 7.12E-04 5 7.91E-04
ZK686.2 CE34464 2 1.54E-04 - -
ZK721.2 CE40008 unc-27 - - 2 5.85E-04
ZK829.4 CE06652 9 7.65E-04 3 3.96E-04
ZK836.2 CE35706 8 4.00E-04 4 3.11E-04
ZK863.6 CE15445 dpy-30 3 1.11E-03 3 1.73E-03
ZK938.1 CE15483 - - 1 2.17E-04
ZK945.2 CE36420 pas-7 2 3.65E-04 - -
ZK945.3 CE01734 puf-12 2 1.19E-04 - -
ZK970.4 CE02404 vha-9 5 1.88E-03 - -
ZK973.6 CE33588 anc-1 9 4.80E-05 10 8.29E-05
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AC3.5 CE36372 - - 3 2.54E-05
B0001.4 CE37307 - - 1 3.72E-05
B0001.7 CE05145 - - 3 3.79E-05
B0035.10 CE03253 his-45 5 2.5E-03 12 8.14E-04
B0035.2 CE05160 dnj-2 - - 1 2.74E-05
B0035.5 CE05163 gspd-1 - - 1 1.77E-05
B0035.7 CE04501 his-47 22 1.2E-02 5 3.63E-04
B0035.8 CE05165 his-48 3 1.7E-03 11 8.25E-04
B0035.9 CE03252 his-46 12 8.0E-03 34 3.05E-03
B0041.2c CE33546 ain-2 - - 1 2.34E-05
B0041.4 CE07669 rpl-4 13 2.6E-03 129 3.45E-03
B0205.3 CE26355 rpn-10 1 2.0E-04 11 2.93E-04
B0205.6 CE30405 - - 3 6.72E-05
B0205.7 CE17321 kin-3 2 3.8E-04 99 2.54E-03
B0207.4 CE24761 air-2 - - 1 3.02E-05
B0218.2 CE06685 faah-2 - - 1 1.62E-05
B0222.9 CE32787 - - 1 7.58E-06
B0238.10 CE07700 - - 1 3.32E-05
B0240.4 CE31866 npp-22 - - 2 3.14E-05
B0250.1 CE18478 rpl-2 13 3.4E-03 107 3.80E-03
B0250.5 CE18481 - - 3 9.26E-05
B0261.2a CE32559 let-363 - - 9 3.08E-05
B0261.2b CE32560 let-363 - - 9 3.08E-05
B0261.4a CE39547 - - 1 3.94E-05
B0261.4b CE39548 - - 1 4.27E-05
B0261.7 CE07709 - - 2 5.26E-05
B0272.1 CE00850 tbb-4 3 4.6E-04 20 4.16E-04
B0272.3 CE00852 - - 2 5.97E-05
B0280.5 CE31868 cpg-2 - - 1 1.76E-05
B0286.3 CE03863 - - 1 2.18E-05
B0286.4a CE03864 ntl-2 - - 1 2.08E-05
B0286.4b CE29537 ntl-2 - - 1 2.51E-05
B0286.4c CE29538 ntl-2 - - 1 2.91E-05
B0286.4d CE39662 ntl-2 - - 1 2.58E-05
B0303.3 CE00561 1 1.5E-04 13 2.68E-04
B0334.1 CE02932 ttr-18 - - 2 1.33E-04
B0334.3a CE19658 - - 4 5.82E-05
B0334.3b CE02935 - - 4 5.82E-05
B0336.10 CE00778 rpl-23 2 9.8E-04 64 4.22E-03
B0336.2 CE00696 arf-1.2 - - 1 5.10E-05
B0348.6a CE17331 ife-3 - - 1 3.72E-05
B0348.6b CE27570 ife-3 - - 1 3.68E-05
B0348.6c CE30590 ife-3 - - 1 3.69E-05
B0350.2a CE06702 unc-44 8 2.7E-04 101 4.57E-04
B0350.2b CE37694 unc-44 4 3.0E-04 28 2.85E-04
B0350.2c CE06704 unc-44 8 2.9E-04 97 4.79E-04
B0350.2d CE37695 unc-44 2 1.7E-04 23 2.67E-04
B0350.2e CE31147 unc-44 8 3.0E-04 97 4.86E-04
B0350.2f CE31847 unc-44 8 7.8E-05 99 1.31E-04
B0350.2g CE35821 unc-44 6 4.1E-04 74 6.80E-04
B0361.3 CE34242 - - 2 2.94E-05
B0361.8 CE26792 - - 1 1.96E-05
1-step MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
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B0365.1 CE07719 - - 5 4.20E-05
B0365.3 CE07721 eat-6 3 2.1E-04 16 1.48E-04
B0379.3a CE40346 mut-16 - - 1 8.75E-06
B0379.3b CE40347 mut-16 - - 1 8.79E-06
B0393.1 CE00854 rps-0 7 1.7E-03 19 6.35E-04
B0403.4 CE03880 tag-320 - - 12 2.52E-04
B0412.4 CE26849 rps-29 3 3.7E-03 1 1.65E-04
B0416.5a CE02435 - - 1 1.82E-05
B0416.5b CE29548 - - 1 1.99E-05
B0432.4 CE32102 misc-1 - - 3 9.05E-05
B0464.1 CE00015 drs-1 - - 13 2.26E-04
B0464.5a CE36580 spk-1 - - 2 1.84E-05
B0464.5b CE20457 spk-1 - - 2 2.64E-05
B0464.5c CE36373 spk-1 - - 2 2.38E-05
B0491.5 CE02107 - - 3 8.46E-05
B0511.10 CE17349 eif-3.E 1 1.6E-04 3 6.41E-05
B0511.6 CE26853 - - 2 3.39E-05
B0511.8 CE28880 tag-264 - - 3 5.29E-05
B0513.3 CE15559 rpl-29 - - 2 2.98E-04
B0513.5 CE37309 - - 1 1.50E-05
B0564.1a CE20469 exos-4.1 - - 1 3.84E-05
C01F1.3a CE06744 - - 1 1.46E-05
C01F1.3b CE39553 - - 1 6.23E-05
C01F6.5 CE02954 aly-1 - - 1 4.14E-05
C01F6.6a CE30847 tag-60 - - 2 3.95E-05
C01F6.6b CE30848 tag-60 - - 2 3.03E-05
C01F6.6c CE39888 tag-60 - - 1 2.18E-05
C01F6.6d CE39889 tag-60 - - 1 2.07E-05
C01F6.6e CE39890 tag-60 - - 2 5.57E-05
C01G10.11a CE39210 unc-76 - - 1 2.44E-05
C01G10.11b CE39211 unc-76 - - 1 2.50E-05
C01G10.9 CE07818 - - 1 2.52E-05
C01G5.2 CE06748 prg-2 - - 1 1.28E-05
C01G5.5 CE06751 - - 1 3.21E-05
C01G6.1a CE00863 aqp-2 - - 2 6.36E-05
C01G6.1b CE19664 aqp-2 - - 2 6.47E-05
C01G6.5 CE00867 - - 2 1.94E-05
C01G8.5a CE07805 erm-1 - - 2 3.28E-05
C01G8.5b CE07806 erm-1 - - 2 3.27E-05
C01G8.6 CE07807 - - 1 2.68E-05
C01G8.9a CE30415 let-526 - - 3 1.61E-05
C01G8.9b CE33359 let-526 - - 3 4.19E-05
C01H6.7a CE05190 tag-298 - - 2 2.90E-05
C01H6.7b CE40891 tag-298 - - 2 3.17E-05
C02A12.4 CE07828 lys-7 - - 4 1.30E-04
C02B10.1 CE16798 ivd-1 1 1.6E-04 2 4.40E-05
C02C6.1a CE07833 dyn-1 - - 5 5.56E-05
C02C6.1b CE07832 dyn-1 - - 5 5.50E-05
C02D5.3a CE39215 gsto-2 - - 1 1.72E-05
C02D5.3b CE39216 gsto-2 - - 1 3.75E-05
C02E11.1a CE28528 nra-4 - - 8 6.58E-05
C02E11.1b CE32040 nra-4 - - 8 6.57E-05
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C02F4.1 CE24779 ced-5 - - 1 5.18E-06
C02F4.2a CE07853 tax-6 - - 2 3.45E-05
C02F4.2b CE33593 tax-6 - - 2 3.31E-05
C02F4.2c CE40348 tax-6 - - 2 3.09E-05
C02F5.3 CE36094 - - 3 7.56E-05
C02F5.9 CE26745 pbs-6 - - 3 1.07E-04
C03B1.12 CE03912 lmp-1 - - 1 3.89E-05
C03C10.1 CE00872 kin-19 - - 11 2.98E-04
C03C10.3 CE00874 rnr-2 - - 1 2.42E-05
C03D6.8 CE05202 rpl-24.2 - - 2 1.14E-04
C03E10.5 CE41608 clec-223 - - 3 2.68E-05
C03G5.1 CE03917 sdha-1 1 1.1E-04 7 1.00E-04
C03H5.3 CE07896 - - 2 6.43E-05
C04A2.3a CE31287 egl-27 - - 1 8.17E-06
C04A2.3b CE31288 egl-27 - - 1 8.21E-06
C04A2.3c CE33268 egl-27 - - 1 1.51E-05
C04C3.3 CE27647 3 5.8E-04 4 1.05E-04
C04E7.2 CE40683 sor-3 - - 4 6.95E-05
C04F12.4 CE19677 rpl-14 13 6.6E-03 24 1.64E-03
C04F6.1 CE03921 vit-5 52 2.2E-03 404 2.33E-03
C04G2.4 CE03853 msp-36 1 5.4E-04 3 2.18E-04
C04G2.6 CE42607 dis-3 - - 2 1.92E-05
C05C10.3 CE01467 2 2.6E-04 7 1.24E-04
C05C10.6a CE02113 ufd-3 - - 2 2.15E-05
C05C10.6b CE27796 ufd-3 - - 2 2.15E-05
C05C8.2 CE07920 - - 1 2.49E-05
C05D11.11a CE01130 mel-32 2 2.8E-04 11 2.10E-04
C05D11.11b CE29661 mel-32 2 2.7E-04 11 2.00E-04
C05D11.2 CE24785 vps-16 - - 1 1.08E-05
C05D12.3a CE36974 1 6.6E-05 - -
C05D12.3c CE39469 1 6.9E-05 - -
C05D2.3 CE29022 - - 1 1.81E-05
C05E4.1 CE07935 srp-2 - - 1 2.57E-05
C05E4.9a CE23521 gei-7 2 1.4E-04 17 1.62E-04
C05E4.9b CE32565 gei-7 1 7.9E-05 16 1.71E-04
C05G5.4 CE05227 - - 4 1.15E-04
C06A1.1 CE02114 cdc-48.1 4 3.4E-04 18 2.05E-04
C06A5.7a CE29023 unc-94 - - 2 4.71E-05
C06A5.7b CE29024 unc-94 - - 2 4.60E-05
C06A6.5 CE27661 - - 1 2.23E-05
C06A8.1a CE30593 - - 8 1.11E-04
C06A8.1b CE31291 - - 8 1.15E-04
C06A8.3 CE02454 4 1.8E-03 16 9.78E-04
C06B8.8 CE20485 rpl-38 2 2.0E-03 6 7.91E-04
C06E1.10 CE29563 rha-2 - - 2 1.61E-05
C06E1.9 CE24790 - - 1 1.43E-05
C06E7.1a CE03957 sams-3 - - 13 2.97E-04
C06E7.1b CE37186 sams-3 - - 3 3.29E-04
C06E7.1c CE32569 sams-3 - - 4 7.24E-04
C06E7.1d CE33515 sams-3 - - 5 2.67E-04
C06E7.3a CE03959 sams-4 - - 11 2.51E-04
C06E7.3b CE33517 sams-4 - - 7 1.83E-04
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Spectrum 
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1-step MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
C06G3.5a CE26867 - - 2 4.72E-05
C06G3.5b CE07981 - - 2 5.29E-05
C06H2.1 CE15602 atp-5 1 3.6E-04 11 5.31E-04
C07A12.4a CE03972 pdi-2 - - 9 1.68E-04
C07A12.4b CE31878 pdi-2 - - 8 1.69E-04
C07A12.4c CE40737 pdi-2 - - 8 1.99E-04
C07A12.7a CE25764 - - 2 4.22E-05
C07A12.7b CE27055 - - 2 4.58E-05
C07A9.3a CE36353 tlk-1 - - 1 9.61E-06
C07A9.3b CE36354 tlk-1 - - 1 9.56E-06
C07A9.3c CE39220 tlk-1 - - 1 1.03E-05
C07A9.6 CE33970 ugt-60 - - 1 1.82E-05
C07B5.5 CE00895 nuc-1 - - 2 4.92E-05
C07D10.2a CE27057 bath-44 - - 1 2.37E-05
C07D10.2b CE29072 bath-44 - - 1 2.32E-05
C07D8.6 CE06776 - - 5 1.46E-04
C07E3.1a CE41502 stip-1 - - 1 1.11E-05
C07G1.5 CE32574 hgrs-1 - - 2 2.53E-05
C07G1.8 CE38998 glrx-22 - - 1 7.04E-05
C07G2.3a CE02985 cct-5 4 5.1E-04 9 1.53E-04
C07G2.3b CE29569 cct-5 2 4.1E-04 5 1.37E-04
C07H6.5 CE00839 cgh-1 - - 8 1.72E-04
C08A9.1 CE08002 sod-3 - - 2 8.46E-05
C08B11.2 CE01472 hda-2 - - 1 1.82E-05
C08B11.3 CE01473 - - 8 5.93E-05
C08B11.7 CE36913 ubh-4 - - 2 5.75E-05
C08C3.4a CE41610 - - 2 6.91E-05
C08C3.4b CE39671 - - 2 7.44E-05
C08F11.11 CE17388 2 1.2E-03 - -
C08F11.8 CE17385 ugt-22 - - 1 1.73E-05
C08F8.1 CE05248 pfd-1 - - 1 7.89E-05
C08F8.9 CE34670 - - 1 1.68E-04
C08H9.2a CE23530 7 3.9E-04 25 1.89E-04
C08H9.2b CE42683 6 4.5E-04 22 2.19E-04
C09B8.1 CE30857 ipp-5 - - 1 2.26E-05
C09B8.6a CE02466 hsp-25 - - 2 8.43E-05
C09B8.6b CE33558 hsp-25 - - 2 9.00E-05
C09B9.6 CE06798 msp-55 1 5.4E-04 3 2.18E-04
C09D1.1a CE30426 unc-89 - - 16 2.23E-05
C09D1.1b CE34251 unc-89 - - 17 1.94E-05
C09D1.1c CE34252 unc-89 - - 1 6.62E-06
C09D1.1d CE37701 unc-89 - - 1 6.61E-06
C09D1.1e CE37702 unc-89 - - 15 2.31E-05
C09D1.1f CE37703 unc-89 - - 16 1.98E-05
C09D1.1g CE37704 unc-89 - - 17 2.20E-05
C09D4.4a CE34254 - - 1 1.01E-05
C09D4.4b CE34255 - - 1 1.01E-05
C09D4.4c CE34256 - - 1 1.01E-05
C09D4.5 CE08034 rpl-19 7 2.4E-03 10 4.66E-04
C09G9.2a CE35389 - - 1 2.49E-05
C09H10.2 CE02131 rpl-41 - - 3 2.64E-04
C10G11.7 CE08086 - - 3 8.19E-05
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1-step MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
C10G6.1a CE27677 egal-1 - - 1 1.61E-05
C10G6.1b CE37193 egal-1 - - 1 1.62E-05
C10G8.5a CE30724 ncx-2 - - 1 9.46E-06
C10G8.5c CE32582 ncx-2 - - 1 2.28E-05
C10G8.5d CE32583 ncx-2 - - 1 9.71E-06
C10H11.1 CE29081 viln-1 - - 1 1.01E-05
C11D2.4 CE31300 - - 1 2.68E-05
C11D2.7 CE31303 - - 1 4.99E-05
C12C8.1 CE08110 hsp-70 1 1.1E-04 12 1.72E-04
C12C8.2a CE36100 1 1.5E-04 - -
C12D8.11 CE15613 rop-1 - - 5 7.17E-05
C13B4.2 CE15615 usp-14 - - 4 7.55E-05
C13G3.3a CE05279 pptr-2 - - 53 8.78E-04
C13G3.3b CE20505 pptr-2 - - 56 9.21E-04
C13G3.3c CE41982 pptr-2 - - 54 8.21E-04
C14A4.1 CE02138 tag-242 - - 1 3.10E-05
C14A4.9 CE02150 - - 1 5.99E-05
C14B1.1 CE00897 pdi-1 - - 2 3.80E-05
C14B9.4a CE26649 plk-1 - - 3 4.27E-05
C14B9.4b CE30602 plk-1 - - 3 4.26E-05
C14B9.7 CE00078 rpl-21 6 2.6E-03 65 3.72E-03
C14C10.5 CE05284 - - 2 9.67E-06
C14C11.3 CE36785 hex-2 - - 1 1.55E-05
C14F11.1a CE02477 - - 4 8.91E-05
C14F11.1b CE30862 - - 3 9.32E-05
C14F11.4a CE35398 - - 1 2.40E-05
C14H10.3a CE42309 - - 1 1.15E-05
C14H10.3b CE42453 - - 1 1.26E-05
C15F1.7a CE23550 sod-1 1 3.8E-04 2 1.03E-04
C15F1.7b CE20508 sod-1 1 4.3E-04 2 1.17E-04
C15H11.3a CE08180 nxf-1 - - 1 1.47E-05
C15H11.3b CE42865 nxf-1 - - 1 1.51E-05
C15H11.7 CE08184 pas-1 - - 1 3.75E-05
C15H11.9 CE08186 rrbs-1 - - 3 8.31E-05
C15H9.4 CE39558 - - 1 1.98E-05
C15H9.6 CE08177 hsp-3 2 2.1E-04 31 4.33E-04
C16A3.10a CE04010 - - 8 1.75E-04
C16A3.10b CE30604 - - 7 1.81E-04
C16A3.10c CE37708 - - 1 4.08E-05
C16A3.3 CE27690 let-716 - - 14 7.41E-05
C16A3.5 CE04005 - - 3 1.70E-04
C16A3.8 CE27691 thoc-2 - - 1 6.42E-06
C16A3.9 CE04009 rps-13 4 1.8E-03 11 6.72E-04
C16C10.8 CE01499 - - 1 3.65E-05
C16H3.2 CE08236 lec-9 - - 2 1.32E-04
C17B7.11 CE16859 fbxa-65 - - 2 5.90E-05
C17F4.7 CE27076 - - 1 4.96E-05
C17G1.7 CE39223 - - 2 5.41E-05
C17G10.4a CE30868 cdc-14 - - 4 5.33E-05
C17G10.4b CE08287 cdc-14 - - 4 3.47E-05
C17G10.4c CE08288 cdc-14 - - 4 5.42E-05
C17G10.4d CE06845 cdc-14 - - 4 5.31E-05
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1-step MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
C17G10.4e CE36916 cdc-14 - - 4 5.22E-05
C17G10.5 CE06846 lys-8 - - 1 3.23E-05
C17G10.8 CE02490 dhs-6 - - 2 4.41E-05
C17G10.9a CE27702 - - 5 8.59E-05
C17G10.9b CE30870 - - 5 8.62E-05
C17H12.1 CE16862 dyci-1 - - 2 2.87E-05
C17H12.14 CE19362 vha-8 5 1.5E-03 11 4.49E-04
C18A11.7a CE27706 dim-1 2 2.1E-04 75 1.08E-03
C18A11.7b CE04038 dim-1 2 4.2E-04 75 2.14E-03
C18B2.3 CE27077 - - 4 1.56E-04
C18B2.5a CE04044 - - 7 9.60E-05
C18B2.5b CE30872 - - 7 9.24E-05
C18C4.10a CE27362 klc-2 - - 1 1.77E-05
C18C4.10b CE32802 klc-2 - - 1 1.71E-05
C18C4.10c CE32803 klc-2 - - 1 1.84E-05
C18C4.10d CE36917 klc-2 - - 1 1.74E-05
C18E3.2 CE30249 - - 2 4.11E-05
C18E3.7a CE27715 ppw-1 1 7.5E-05 10 1.01E-04
C18E3.7c CE33363 ppw-1 1 7.7E-05 10 1.04E-04
C18E3.7d CE08316 ppw-1 1 9.8E-05 10 1.32E-04
C18F3.2a CE37202 sax-7 20 1.2E-03 538 4.34E-03
C18F3.2b CE38779 sax-7 21 1.1E-03 565 3.93E-03
C18F3.2c CE38935 sax-7 21 1.1E-03 548 3.80E-03
C18F3.2d CE38936 sax-7 20 1.2E-03 521 4.19E-03
C18G1.4a CE17420 pgl-3 - - 8 1.07E-04
C18G1.4b CE27717 pgl-3 - - 8 1.18E-04
C18H9.3 CE01803 - - 1 1.01E-05
C18H9.6 CE39324 - - 1 4.37E-05
C23F12.1a CE44250 fln-2 - - 4 1.00E-05
C23F12.1c CE44258 fln-2 - - 4 1.29E-05
C23F12.1d CE44199 fln-2 - - 4 1.52E-05
C23G10.2a CE37747 - - 1 5.40E-05
C23G10.2b CE30613 - - 1 6.41E-05
C23G10.2c CE37748 - - 1 6.73E-05
C23G10.3 CE01810 rps-3 17 4.7E-03 47 1.76E-03
C23G10.4a CE40437 rpn-2 - - 10 1.06E-04
C23G10.4b CE31311 rpn-2 - - 10 9.56E-05
C23G10.8 CE25784 - - 2 1.97E-05
C23H3.4a CE08323 sptl-1 - - 2 4.03E-05
C23H3.4b CE37749 sptl-1 - - 2 4.25E-05
C24A11.8a CE19698 frm-4 - - 2 2.91E-05
C24A11.8b CE27724 frm-4 - - 2 2.87E-05
C24A11.8c CE43972 frm-4 - - 2 2.75E-05
C24G6.3 CE29673 mms-19 - - 5 5.00E-05
C24H11.7 CE44078 gbf-1 - - 5 2.34E-05
C24H12.4a CE27728 - - 5 7.28E-05
C24H12.4b CE29675 - - 5 8.14E-05
C25A1.4 CE08369 2 3.0E-04 1 2.03E-05
C25A8.4 CE32592 - - 3 2.59E-05
C25B8.3a CE04078 cpr-6 - - 6 1.46E-04
C25B8.3b CE30876 cpr-6 - - 6 1.46E-04
C25B8.3c CE41106 cpr-6 - - 3 7.50E-05
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1-step MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
C25B8.4a CE27087 clec-266 - - 1 4.35E-05
C25B8.4b CE34259 clec-266 - - 1 3.72E-05
C25B8.4c CE34260 clec-266 - - 1 6.36E-05
C25D7.6 CE08392 mcm-3 - - 4 4.54E-05
C25D7.8 CE08394 otub-1 - - 1 3.25E-05
C25F6.3 CE38489 dpyd-1 - - 4 3.48E-05
C25G4.5 CE08398 dpy-26 - - 25 1.83E-04
C25H3.7a CE29677 - - 1 5.27E-05
C25H3.7b CE02505 - - 1 3.35E-05
C25H3.9a CE29186 - - 1 5.13E-05
C26B9.5 CE04098 - - 1 1.79E-05
C26C6.1a CE30254 pbrm-1 - - 1 4.90E-06
C26D10.1 CE03024 ran-3 - - 15 2.43E-04
C26D10.2a CE03025 hel-1 - - 3 6.51E-05
C26D10.2b CE32593 hel-1 - - 3 1.03E-04
C26E6.4 CE01162 rpb-2 - - 5 3.87E-05
C26E6.9a CE27735 set-2 - - 1 6.12E-06
C26E6.9c CE27736 set-2 - - 1 6.11E-06
C26F1.4 CE06878 rps-30 1 5.3E-04 1 7.10E-05
C26H9A.1a CE30882 vha-7 - - 2 1.91E-05
C26H9A.1b CE43617 vha-7 - - 2 1.52E-05
C27A12.10 CE36794 mbd-2 - - 2 8.79E-05
C27A2.1 CE27096 - - 1 8.57E-06
C27A2.2a CE04102 rpl-22 5 2.6E-03 8 5.68E-04
C27A2.2b CE29188 rpl-22 - - 1 1.74E-04
C27B7.1a CE27804 spr-2 - - 1 2.96E-05
C27B7.1b CE03030 spr-2 - - 1 2.95E-05
C27D11.1 CE00543 egl-45 - - 11 9.43E-05
C27H6.2 CE43279 ruvb-1 - - 3 5.81E-05
C27H6.4a CE08428 rmd-2 - - 3 1.02E-04
C27H6.4b CE31322 rmd-2 - - 3 8.36E-05
C27H6.4c CE42479 rmd-2 - - 3 1.23E-04
C28D4.2a CE20533 cka-1 - - 2 3.89E-05
C28D4.2b CE08431 cka-1 - - 2 4.12E-05
C28H8.11a CE01822 - - 2 4.58E-05
C28H8.11b CE32153 - - 1 3.77E-05
C28H8.11c CE39680 - - 1 8.24E-05
C28H8.3 CE29195 - - 6 3.23E-05
C29E4.2 CE30620 kle-2 21 1.8E-03 694 7.80E-03
C29E4.3a CE37483 ran-2 - - 1 9.61E-06
C29E4.3b CE30621 ran-2 - - 1 9.96E-06
C29E6.2 CE42588 trpa-1 - - 1 7.62E-06
C29F3.1 CE08435 ech-1 - - 2 2.44E-05
C30C11.1 CE00100 - - 1 5.49E-05
C30C11.2 CE00101 rpn-3 3 4.1E-04 10 1.83E-04
C30C11.4 CE00103 - - 4 4.76E-05
C30F12.7 CE16887 - - 5 1.24E-04
C30F8.2 CE29684 vha-16 - - 5 1.33E-04
C30G12.2 CE25799 - - 1 3.48E-05
C30H6.7a CE15651 - - 3 8.21E-05
C30H7.2a CE27807 - - 2 4.70E-05
C30H7.2b CE39231 - - 2 4.49E-05
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1-step MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
C32D5.8a CE01848 - - 8 5.27E-04
C32D5.8b CE37326 - - 8 4.42E-04
C32E8.10a CE23562 unc-11 - - 4 6.30E-05
C32E8.10b CE27812 unc-11 - - 4 6.76E-05
C32E8.10c CE24822 unc-11 - - 4 5.62E-05
C32E8.10d CE23564 unc-11 - - 4 6.91E-05
C32E8.10e CE23565 unc-11 - - 4 7.90E-05
C32E8.10h CE27813 unc-11 - - 4 6.73E-05
C32E8.2a CE08526 rpl-13 - - 44 1.96E-03
C32E8.2b CE33562 rpl-13 - - 1 1.05E-04
C32F10.8a CE32815 - - 1 1.83E-05
C32F10.8b CE33563 - - 1 2.64E-05
C33F10.9 CE02806 msp-40 1 5.4E-04 3 2.18E-04
C33H5.9 CE04152 sec-10 - - 1 1.40E-05
C34B2.6 CE16894 - - 3 2.85E-05
C34B2.7 CE16895 sdha-2 - - 3 4.32E-05
C34D4.14 CE17508 hecd-1 - - 5 1.67E-05
C34D4.4a CE06925 - - 1 3.74E-05
C34D4.4b CE39683 - - 1 4.50E-05
C34E10.1 CE26880 gop-3 - - 1 2.13E-05
C34E10.11 CE29031 - - 1 3.62E-05
C34E10.2 CE01182 gop-2 - - 1 2.60E-05
C34E10.6 CE29950 atp-2 11 1.4E-03 86 1.47E-03
C34F11.4 CE02806 msp-50 1 5.4E-04 3 2.18E-04
C34F11.6 CE04166 msp-49 1 5.4E-04 3 2.18E-04
C34F6.8 CE15677 idh-2 - - 1 2.12E-05
C34G6.1 CE30431 - - 3 1.57E-05
C34G6.7a CE29700 stam-1 - - 1 2.02E-05
C34G6.7b CE32816 stam-1 - - 1 2.32E-05
C35A5.8 CE41987 - - 7 5.89E-05
C35B1.5 CE16903 1 4.5E-04 2 1.22E-04
C35C5.3a CE43224 - - 1 3.78E-05
C35C5.3b CE43266 - - 1 3.74E-05
C35D10.10 CE01191 - - 1 3.48E-05
C35D10.4 CE32159 coq-8 - - 4 4.89E-05
C35D10.6 CE01200 - - 1 3.21E-05
C35E7.5a CE17518 - - 1 7.31E-06
C35E7.5b CE32817 - - 1 9.67E-06
C36A4.2 CE37617 cyp-25A2 - - 1 1.84E-05
C36A4.4 CE27831 - - 1 1.91E-05
C36A4.5 CE03073 - - 2 1.93E-05
C36B1.3 CE39091 rpb-3 - - 1 3.27E-05
C36B1.4 CE05371 pas-4 - - 3 1.09E-04
C36B1.8a CE34472 - - 15 1.32E-04
C36B1.8b CE34473 - - 15 1.32E-04
C36B1.8c CE43936 - - 15 1.37E-04
C36E6.3 CE34269 mlc-1 - - 48 2.60E-03
C36E6.5 CE20542 mlc-2 - - 49 2.66E-03
C36E8.5 CE00913 tbb-2 4 6.1E-04 55 1.13E-03
C37A2.7 CE30433 2 1.3E-03 118 1.02E-02
C37C3.6a CE17535 mig-6 - - 2 1.18E-05
C37C3.6b CE17536 mig-6 - - 2 8.51E-06
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1-step MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
C37C3.6c CE30735 mig-6 - - 1 6.20E-06
C37E2.1 CE08620 - - 10 2.43E-04
C37H5.5 CE29708 - - 2 2.37E-05
C37H5.8 CE08631 hsp-6 2 2.1E-04 19 2.67E-04
C38C3.5a CE20547 unc-60 - - 6 3.35E-04
C38C3.5b CE31893 unc-60 - - 6 2.61E-04
C38C3.5c CE20549 unc-60 - - 1 6.07E-05
C39D10.7 CE29712 - - 3 2.34E-05
C39E9.14a CE30892 dli-1 - - 4 8.33E-05
C39E9.14b CE30893 dli-1 - - 4 8.37E-05
C41C4.8 CE05402 cdc-48.2 4 3.4E-04 11 1.25E-04
C41D11.2 CE29220 eif-3.H - - 6 1.52E-04
C41D11.5 CE27841 - - 1 3.88E-05
C41G7.1a CE08665 smn-1 - - 1 4.68E-05
C41G7.1b CE27843 smn-1 - - 2 8.91E-05
C41G7.9a CE42828 - - 1 5.40E-05
C41G7.9b CE44122 - - 1 4.35E-05
C42C1.11a CE24840 - - 2 3.03E-05
C42C1.11b CE33564 - - 1 5.88E-05
C42C1.11c CE33565 - - 1 1.52E-05
C42C1.14 CE26911 rpl-34 4 2.5E-03 2 1.68E-04
C42C1.15 CE26912 - - 1 2.96E-05
C42D4.1 CE04189 - - 3 1.10E-04
C42D8.2a CE06950 vit-2 50 2.1E-03 395 2.26E-03
C42D8.2b CE41109 vit-2 48 2.1E-03 381 2.26E-03
C43E11.1 CE23592 acin-1 - - 4 6.36E-05
C43E11.3a CE30503 met-1 - - 3 1.73E-05
C43E11.3b CE08681 met-1 - - 3 1.74E-05
C43E11.9 CE08687 - - 6 3.08E-04
C43G2.2 CE08691 bicd-1 - - 2 2.12E-05
C44B11.3 CE24843 mec-12 - - 9 1.85E-04
C44B12.1 CE27850 - - 24 1.09E-03
C44B12.2 CE08703 ost-1 - - 5 1.75E-04
C44B12.5 CE16921 - - 113 2.63E-03
C44B7.10 CE32326 3 4.4E-04 41 8.03E-04
C44B7.8 CE02546 pmp-1 - - 2 2.77E-05
C44E4.1a CE23594 - - 1 3.40E-06
C44E4.1b CE23595 - - 1 1.13E-05
C44E4.1c CE30434 - - 1 3.40E-06
C44E4.4 CE08718 5 8.7E-04 1 2.33E-05
C44E4.6 CE08720 acbp-1 1 8.0E-04 - -
C44F1.3 CE02163 lec-4 - - 7 2.28E-04
C45B2.5 CE27854 gln-1 - - 1 2.71E-05
C46A5.9 CE26914 hcf-1 - - 2 2.36E-05
C46E10.4 CE29724 fbxc-52 - - 1 2.34E-05
C46G7.2 CE08778 - - 4 1.48E-04
C46G7.4a CE08780 pqn-22 - - 5 3.93E-05
C46G7.4b CE08781 pqn-22 - - 4 6.24E-05
C46G7.4c CE37214 pqn-22 - - 5 4.99E-05
C47A4.1 CE19737 - - 1 5.10E-05
C47B2.2a CE17562 - - 1 3.01E-05
C47B2.2b CE23599 - - 1 3.99E-05
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1-step MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
C47B2.3 CE17563 tba-2 - - 36 7.41E-04
C47B2.4 CE17564 pbs-2 - - 3 9.99E-05
C47B2.5 CE17565 eif-6 - - 4 1.50E-04
C47B2.6a CE17566 gale-1 - - 4 1.06E-04
C47B2.6b CE38295 gale-1 - - 4 1.06E-04
C47D12.1a CE36692 trr-1 - - 2 4.54E-06
C47D12.1b CE36693 trr-1 - - 2 4.54E-06
C47D12.1c CE38054 trr-1 - - 2 4.55E-06
C47D12.6a CE05434 trs-1 - - 5 6.36E-05
C47D12.6b CE33765 trs-1 - - 5 6.74E-05
C47E12.1 CE05445 srs-2 1 1.4E-04 2 3.79E-05
C47E12.4a CE33767 pyp-1 - - 3 8.19E-05
C47E12.4b CE33768 pyp-1 - - 3 6.80E-05
C47E12.4c CE33769 pyp-1 - - 3 6.82E-05
C47E12.4d CE05448 pyp-1 - - 3 9.48E-05
C47E12.5a CE05449 uba-1 - - 10 8.29E-05
C47E12.5b CE39093 uba-1 - - 10 8.97E-05
C47E12.5c CE43638 uba-1 - - 10 8.30E-05
C47E12.7 CE20571 - - 5 1.16E-04
C47E8.5 CE05441 daf-21 5 4.9E-04 71 9.33E-04
C47E8.7 CE05443 unc-112 - - 1 1.28E-05
C47G2.1 CE02165 cut-1 - - 1 2.18E-05
C48B4.1 CE00491 - - 1 1.40E-05
C48B6.2 CE08804 - - 1 5.04E-05
C49C3.4 CE19743 - - 1 5.89E-06
C49F5.1 CE08852 sams-1 3 5.1E-04 21 4.81E-04
C49F5.7 CE31455 - - 1 1.05E-04
C49H3.10 CE29726 xpo-3 - - 2 1.94E-05
C49H3.11 CE04237 rps-2 22 5.5E-03 43 1.46E-03
C49H3.5a CE27872 ntl-4 - - 2 2.32E-05
C49H3.5b CE30505 ntl-4 - - 2 3.00E-05
C50B6.2 CE08871 nasp-2 - - 7 1.11E-04
C50C3.6 CE00122 prp-8 - - 22 8.71E-05
C50D2.5 CE38492 - - 1 6.69E-05
C50D2.7 CE33040 - - 1 1.84E-05
C50D2.9 CE36803 - - 1 2.24E-05
C50F2.3 CE08909 - - 8 8.63E-05
C50F4.13 CE05477 his-35 21 1.1E-02 5 3.63E-04
C50F4.5 CE05470 his-41 3 1.7E-03 11 8.25E-04
C50F4.7 CE03252 his-37 12 8.0E-03 35 3.14E-03
C51E3.9 CE31334 - - 1 3.88E-05
C52A10.1 CE29233 - - 1 1.69E-05
C52E4.3 CE08945 snr-4 - - 3 2.35E-04
C52E4.4 CE08946 rpt-1 - - 10 2.12E-04
C52E4.6a CE17597 cyl-1 - - 1 1.92E-05
C53A5.3 CE08952 hda-1 - - 2 4.00E-05
C53B4.7a CE27116 bre-1 - - 1 2.40E-05
C53B4.7b CE27117 bre-1 - - 1 2.31E-05
C53B4.7c CE23608 bre-1 - - 1 2.51E-05
C53B4.7d CE40447 bre-1 - - 1 2.42E-05
C53B4.7e CE40448 bre-1 - - 1 2.34E-05
C53B7.4 CE06974 asg-2 - - 4 2.82E-04
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1-step MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
C53D5.6 CE26971 imb-3 - - 14 1.18E-04
C53H9.1 CE19381 rpl-27 1 5.0E-04 12 8.14E-04
C54C6.1 CE05493 rpl-37 - - 2 2.03E-04
C54C6.2 CE33770 ben-1 - - 25 5.19E-04
C54D1.5 CE30916 lam-2 1 4.5E-05 19 1.14E-04
C54G4.8 CE05514 cyc-1 - - 7 2.27E-04
C54G6.1a CE17604 - - 5 1.68E-04
C54G6.1b CE27886 - - 5 1.72E-04
C54G7.3a CE29730 lgx-1 - - 2 9.84E-06
C54H2.5 CE06987 sft-4 - - 1 3.33E-05
C55A6.3 CE41881 - - 2 7.38E-05
C55A6.7 CE09004 - - 1 3.68E-05
C55B7.1 CE09012 glh-2 - - 6 5.68E-05
C55B7.4a CE09015 acdh-1 3 4.8E-04 20 4.32E-04
C55B7.4b CE32840 acdh-1 1 2.7E-04 11 4.03E-04
C55F2.1b CE37714 - - 1 1.55E-05
C55F2.1c CE35845 - - 1 2.35E-05
C56A3.2 CE09030 ttr-44 - - 1 5.91E-05
C56C10.13a CE28901 dnj-8 - - 1 1.13E-05
C56C10.13b CE39709 dnj-8 - - 1 1.23E-05
C56C10.8 CE02573 icd-1 3 1.3E-03 11 6.30E-04
C56E6.1 CE04273 abcx-1 - - 1 5.53E-06
C56G2.6a CE30639 let-767 - - 2 5.84E-05
C56G2.6b CE01875 let-767 - - 2 5.54E-05
C56G2.7 CE30640 - - 8 1.97E-04
C56G7.1 CE01531 mlc-4 - - 2 1.07E-04
CC4.3 CE15742 smu-1 - - 1 1.81E-05
CD4.3 CE16951 - - 1 4.96E-05
CD4.4 CE16952 vps-37 - - 1 3.94E-05
CD4.6 CE16954 pas-6 - - 1 3.55E-05
D1005.1 CE06997 - - 5 4.17E-05
D1007.12 CE09047 rpl-24.1 14 6.0E-03 13 7.54E-04
D1007.4 CE09039 - - 1 5.49E-05
D1007.6 CE09041 rps-10 5 2.3E-03 18 1.11E-03
D1007.7 CE26916 nrd-1 - - 1 9.34E-06
D1009.1a CE04285 acs-22 - - 5 7.04E-05
D1009.1b CE27891 acs-22 - - 1 9.81E-05
D1014.3 CE38494 snap-1 - - 1 3.13E-05
D1022.4 CE02578 - - 2 7.59E-05
D1037.3 CE20622 ftn-2 - - 3 1.63E-04
D1054.10 CE05528 - - 3 1.47E-04
D1054.11 CE05529 - - 30 8.73E-04
D1054.15 CE05533 tag-135 - - 1 1.87E-05
D1054.2 CE05521 pas-2 - - 3 1.20E-04
D1054.8 CE05526 - - 1 3.32E-05
D1081.8 CE05540 - - 4 4.89E-05
D1086.9 CE34782 - - 1 1.34E-05
D2005.1 CE09065 - - 1 2.86E-05
D2005.4 CE42818 - - 2 1.76E-05
D2005.5 CE36120 drh-3 - - 3 2.47E-05
D2013.5 CE42493 eat-3 - - 1 9.57E-06
D2013.7 CE00932 eif-3.F - - 3 9.41E-05
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1-step MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
D2013.9 CE01535 ttll-12 - - 1 1.39E-05
D2023.2 CE09072 pyc-1 1 5.8E-05 23 1.81E-04
D2024.6 CE04295 cap-1 2 4.9E-04 34 1.11E-03
D2030.2a CE09079 - - 1 1.57E-05
D2030.2b CE35176 - - 1 1.96E-05
D2030.3 CE09080 - - 2 3.63E-05
D2030.5 CE09082 mce-1 - - 3 1.71E-04
D2030.6 CE09083 prg-1 - - 4 4.48E-05
D2045.2 CE44314 - - 6 3.02E-05
D2045.6 CE29089 cul-1 - - 1 1.18E-05
D2085.1 CE41886 pyr-1 2 6.2E-05 40 1.68E-04
D2085.4 CE15744 - - 1 9.22E-06
D2089.1a CE03111 rsp-7 - - 2 4.08E-05
D2089.1b CE30507 rsp-7 - - 1 6.73E-05
D2096.8 CE04306 10 2.2E-03 129 3.77E-03
DY3.1 CE15745 tin-13 - - 2 1.71E-04
DY3.2 CE15746 lmn-1 - - 6 9.78E-05
E01A2.1a CE24869 - - 2 6.69E-05
E01A2.1b CE41889 - - 2 6.36E-05
E01A2.2a CE20643 - - 2 2.59E-05
E01G4.4 CE40553 pqn-27 - - 2 3.46E-05
E02A10.1 CE09115 mrps-5 - - 2 4.41E-05
E02C12.4 CE37217 ttr-40 - - 1 6.59E-05
E03H12.10 CE09149 ssp-9 - - 1 8.46E-05
E03H12.7 CE09146 - - 1 5.49E-05
E04A4.5 CE16966 - - 1 5.10E-05
E04A4.7 CE16968 cyc-2.1 2 1.2E-03 3 2.49E-04
E04A4.8 CE21392 rpl-20 10 3.8E-03 24 1.23E-03
E04D5.1a CE37820 - - 1 1.62E-05
E04F6.5a CE01217 acdh-12 1 1.1E-04 8 1.20E-04
E04F6.5b CE36993 acdh-12 - - 7 1.58E-04
E04F6.8 CE01220 - - 1 7.21E-05
EEED8.1 CE26746 mel-47 - - 2 5.03E-05
F01F1.12a CE01225 aldo-2 7 1.3E-03 42 1.06E-03
F01F1.12b CE30646 aldo-2 4 1.1E-03 36 1.28E-03
F01F1.5 CE01231 dpf-4 - - 1 1.47E-05
F01F1.6 CE39486 alh-9 - - 4 6.95E-05
F01F1.8a CE01234 cct-6 5 6.4E-04 9 1.54E-04
F01F1.8b CE30647 cct-6 4 6.4E-04 8 1.72E-04
F01F1.9 CE01235 1 1.5E-04 5 9.81E-05
F01G10.1 CE09163 tkt-1 1 1.1E-04 11 1.64E-04
F01G4.1 CE05553 psa-4 - - 14 8.76E-05
F01G4.2 CE03127 ard-1 - - 3 1.07E-04
F01G4.6a CE09162 - - 18 4.88E-04
F01G4.6b CE40325 - - 18 4.29E-04
F02A9.2 CE00133 far-1 2 7.5E-04 8 4.06E-04
F02A9.3 CE00134 far-2 7 2.6E-03 31 1.57E-03
F02A9.4a CE00136 - - 6 9.10E-05
F02E8.1 CE07016 asb-2 1 2.2E-04 7 2.12E-04
F02E9.2a CE24879 lin-28 - - 1 4.06E-05
F02E9.2b CE24880 lin-28 - - 1 4.71E-05
F07A11.2a CE03144 - - 3 3.82E-05
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1-step MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
F07A11.2b CE27915 - - 3 3.89E-05
F07A11.3 CE03145 npp-5 - - 3 3.40E-05
F07A5.7a CE09197 unc-15 3 2.4E-04 18 1.90E-04
F07A5.7b CE42754 unc-15 3 3.7E-04 10 1.67E-04
F07B7.10 CE04501 his-51 22 1.2E-02 5 3.63E-04
F07B7.11 CE26800 his-54 3 1.5E-03 11 7.20E-04
F07B7.3 CE04501 his-53 22 1.2E-02 5 3.63E-04
F07B7.4 CE26800 his-52 3 1.5E-03 11 7.20E-04
F07B7.5 CE03253 his-49 5 2.5E-03 12 8.14E-04
F07B7.9 CE03252 his-50 12 8.0E-03 34 3.05E-03
F07D10.1 CE07033 rpl-11.2 6 2.1E-03 7 3.29E-04
F07F6.8 CE30073 - - 1 2.90E-05
F08A8.1a CE17633 - - 2 2.74E-05
F08A8.1b CE36125 - - 2 3.28E-05
F08A8.1c CE39570 - - 2 2.86E-05
F08A8.2 CE43421 - - 1 1.40E-05
F08A8.3 CE17635 - - 1 1.40E-05
F08A8.4 CE17636 - - 1 1.39E-05
F08B12.4a CE03165 - - 1 7.82E-05
F08B12.4b CE26708 - - 1 9.05E-05
F08B4.1b CE43330 dic-1 - - 1 1.06E-05
F08B6.4a CE20658 unc-87 9 1.1E-03 33 5.39E-04
F08B6.4b CE27922 unc-87 9 1.7E-03 36 8.88E-04
F08B6.4c CE36924 unc-87 9 1.1E-03 33 5.60E-04
F08C6.4a CE27924 sto-1 - - 2 5.59E-05
F08C6.4b CE41113 sto-1 - - 2 5.68E-05
F08F3.3 CE09259 rhr-1 - - 1 1.99E-05
F08G2.1 CE07075 his-44 3 1.7E-03 11 8.32E-04
F08G2.2 CE04501 his-43 22 1.2E-02 5 3.63E-04
F08G2.3 CE03253 his-42 5 2.5E-03 12 8.14E-04
F08G5.5 CE43580 ugt-65 - - 1 1.81E-05
F09A5.4a CE18579 - - 3 9.23E-05
F09A5.4b CE18580 - - 4 1.08E-04
F09A5.4c CE26804 - - 3 7.91E-05
F09A5.4d CE31466 - - 3 8.81E-05
F09A5.4e CE31467 - - 3 8.54E-05
F09B12.3 CE31469 - - 6 9.51E-05
F09C12.7 CE02603 msp-74 1 8.9E-04 3 3.59E-04
F09E10.3 CE30939 dhs-25 - - 2 7.44E-05
F09E5.15a CE32361 prdx-2 5 1.8E-03 69 3.26E-03
F09E5.15b CE41559 prdx-2 5 1.7E-03 69 3.20E-03
F09E5.3 CE02610 - - 4 1.22E-04
F09E5.5 CE29752 sec-6 - - 2 2.32E-05
F09E8.2b CE41378 - - 1 2.98E-05
F09F7.2a CE01236 mlc-3 1 4.5E-04 31 1.87E-03
F09F7.2b CE30652 mlc-3 1 7.6E-04 10 1.03E-03
F09F7.3 CE30653 - - 4 3.20E-05
F09F7.4a CE00689 - - 11 2.63E-04
F09F7.4b CE30654 - - 11 2.80E-04
F09G2.4 CE09299 cpsf-2 - - 3 3.28E-05
F09G2.9 CE09304 - - 4 8.89E-05
F09G8.3 CE24890 - - 1 2.35E-05
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Biological Replica 1 Biological Replica 2
F10A3.17 CE41379 - - 1 3.62E-05
F10B5.1 CE01543 rpl-10 4 1.3E-03 7 3.02E-04
F10B5.2 CE01544 - - 1 2.58E-05
F10B5.6 CE01548 emb-27 - - 1 1.41E-05
F10C1.2a CE02618 ifb-1 - - 9 1.49E-04
F10C1.2b CE02619 ifb-1 - - 9 1.41E-04
F10C1.7a CE02622 ifb-2 - - 2 3.40E-05
F10C1.7c CE27941 ifb-2 - - 2 3.51E-05
F10D11.1 CE09323 sod-2 - - 4 1.67E-04
F10E7.7 CE04362 rpl-33 6 3.3E-03 8 5.95E-04
F10E9.4 CE00148 - - 1 3.52E-05
F10E9.5 CE41995 - - 1 4.64E-05
F10F2.1 CE32621 sel-2 - - 3 1.10E-05
F10G7.11 CE33373 ttr-41 - - 1 6.59E-05
F10G7.2 CE02626 tsn-1 4 3.0E-04 21 2.12E-04
F10G7.8 CE02632 rpn-5 - - 16 3.01E-04
F10G8.5 CE09340 ncs-2 - - 1 4.86E-05
F10G8.6 CE30749 1 2.2E-04 2 5.90E-05
F11A10.1a CE40608 lex-1 - - 3 2.14E-05
F11A10.1b CE41384 lex-1 - - 3 2.15E-05
F11A10.1c CE20665 lex-1 - - 3 2.23E-05
F11A10.2 CE28910 - - 2 8.31E-05
F11A10.7 CE28911 - - 2 4.68E-05
F11A3.2a CE05586 - - 1 1.74E-05
F11A3.2b CE38501 - - 1 1.86E-05
F11C3.3 CE09349 unc-54 25 8.7E-04 348 1.64E-03
F11G11.2 CE07055 gst-7 - - 3 1.34E-04
F12F6.1 CE34803 - - 2 2.16E-05
F12F6.5 CE20680 srgp-1 - - 2 1.74E-05
F12F6.6 CE05594 sec-24.1 - - 4 3.28E-05
F13A7.12 CE34804 - - 1 2.90E-05
F13B10.2a CE05598 rpl-3 17 2.9E-03 74 1.70E-03
F13B10.2c CE36996 rpl-3 14 2.7E-03 43 1.12E-03
F13B10.2d CE36997 rpl-3 12 2.7E-03 45 1.37E-03
F13B9.1a CE37100 - - 4 2.26E-05
F13B9.1b CE30949 - - 4 2.29E-05
F13B9.1c CE35469 - - 4 2.29E-05
F13C5.2 CE19384 - - 1 2.47E-05
F13D11.2a CE27956 hbl-1 - - 1 9.40E-06
F13D11.2b CE23646 hbl-1 - - 1 9.61E-06
F13D12.2 CE02181 ldh-1 - - 1 2.77E-05
F13D12.4a CE02183 alh-8 4 5.2E-04 17 3.00E-04
F13D12.4b CE36262 alh-8 1 6.1E-04 1 8.16E-05
F13D12.6 CE02185 - - 1 2.03E-05
F13D12.7a CE02186 gpb-1 - - 3 8.14E-05
F13D12.7b CE44352 gpb-1 - - 2 1.21E-04
F13E6.1 CE31474 - - 1 4.73E-05
F13G3.11 CE28913 - - 1 4.50E-05
F13H8.7 CE02641 - - 4 9.54E-05
F14B4.3 CE05629 - - 4 3.27E-05
F14H12.4a CE39916 cst-1 - - 2 3.73E-05
F14H12.4b CE39917 cst-1 - - 2 3.71E-05
208
Locus Protein Gene
Spectrum 
Count NSAF
Spectrum 
Count NSAF
1-step MAP::KLE-2 Purification
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F15E11.1 CE16999 - - 3 1.80E-04
F15E11.13 CE25224 - - 4 2.44E-04
F15E11.14 CE16999 - - 3 1.80E-04
F15E11.15a CE35276 - - 6 2.55E-04
F15E11.15b CE33283 - - 6 3.22E-04
F15E6.1 CE16990 set-9 - - 2 1.11E-05
F15E6.6 CE27966 - - 2 1.50E-05
F15G9.4a CE18595 him-4 - - 33 5.88E-05
F15G9.4b CE18596 him-4 - - 33 5.86E-05
F15G9.4d CE43012 him-4 - - 33 5.84E-05
F16A11.3a CE37103 ppfr-1 - - 4 2.48E-05
F16A11.3b CE37104 ppfr-1 - - 3 2.03E-05
F16A11.3c CE37105 ppfr-1 - - 3 2.65E-05
F16A11.3d CE44414 ppfr-1 - - 4 2.36E-05
F17C11.9a CE05656 8 1.4E-03 42 9.74E-04
F17C11.9b CE32385 8 1.5E-03 42 1.04E-03
F17C11.9c CE39492 2 3.8E-04 26 6.57E-04
F17E9.10 CE03253 his-32 5 2.5E-03 12 8.14E-04
F17E9.12 CE03252 his-31 12 8.0E-03 35 3.14E-03
F17E9.13 CE04501 his-33 22 1.2E-02 5 3.63E-04
F17E9.4 CE27971 - - 1 6.54E-05
F17E9.9 CE07075 his-34 3 1.7E-03 11 8.32E-04
F18A1.5 CE04405 rpa-1 - - 4 5.63E-05
F18C12.2a CE30344 rme-8 - - 6 2.43E-05
F18C12.2b CE30345 rme-8 - - 6 2.44E-05
F18C12.3 CE15869 3 3.8E-04 16 2.71E-04
F18C5.3 CE02652 tag-184 - - 4 2.48E-05
F18E2.2 CE05663 abcf-1 - - 2 2.97E-05
F18E2.3 CE05664 scc-3 - - 2 1.68E-05
F18E3.7a CE07083 - - 1 2.76E-05
F18H3.3a CE02193 pab-2 - - 11 1.47E-04
F18H3.3b CE03230 pab-2 - - 11 1.79E-04
F19B6.1a CE05666 - - 2 3.58E-05
F19B6.1b CE20700 - - 2 3.32E-05
F19B6.2a CE05667 ufd-1 - - 2 5.40E-05
F19B6.2b CE23674 ufd-1 - - 1 2.75E-05
F19C7.1 CE04415 - - 6 2.08E-04
F19H8.1 CE37507 tps-2 - - 3 2.25E-05
F20B6.2 CE04424 vha-12 3 4.2E-04 29 5.45E-04
F20D1.3 CE31486 - - 1 1.99E-05
F20D1.9 CE09502 - - 1 3.08E-05
F20D12.1a CE04431 csr-1 - - 7 6.27E-05
F20D12.1b CE39920 csr-1 - - 7 7.45E-05
F20D12.4 CE04434 czw-1 - - 7 8.30E-05
F20G2.2 CE09505 - - 4 1.48E-04
F20G4.3 CE27133 nmy-2 2 6.9E-05 50 2.30E-04
F20H11.3 CE09512 mdh-1 3 6.0E-04 6 1.62E-04
F20H11.5 CE09514 - - 1 2.41E-05
F21D5.1 CE03244 - - 7 1.17E-04
F21F8.3 CE09539 asp-5 - - 2 4.70E-05
F21F8.7 CE09542 asp-6 3 5.3E-04 10 2.37E-04
F21H12.6 CE01917 - - 17 1.14E-04
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F22A3.6a CE04442 ilys-5 2 9.9E-04 4 2.65E-04
F22A3.7 CE38951 ttr-36 - - 1 7.15E-05
F22B3.1 CE03252 his-64 12 8.0E-03 35 3.14E-03
F22B3.2 CE03253 his-63 5 2.5E-03 12 8.14E-04
F22B3.4 CE03255 - - 3 3.90E-05
F22B5.2 CE02197 eif-3.G - - 3 1.08E-04
F22B5.3 CE02198 cut-3 - - 1 2.37E-05
F22B5.7 CE20707 zyg-9 - - 3 1.96E-05
F22B5.9 CE20708 frs-2 - - 2 3.12E-05
F22B7.5a CE24911 dnj-10 - - 1 2.02E-05
F22B8.6 CE15884 cth-1 - - 1 2.35E-05
F22D6.2 CE05683 - - 1 4.88E-05
F22D6.3a CE05684 nrs-1 - - 6 1.02E-04
F22F7.1a CE17691 - - 1 2.17E-05
F22G12.1 CE39571 - - 3 7.80E-05
F22G12.4 CE15891 - - 1 8.33E-06
F22G12.5 CE42506 - - 3 1.13E-05
F23B12.5 CE09597 3 4.1E-04 12 2.18E-04
F23B12.8 CE09600 bmk-1 - - 2 1.93E-05
F23C8.5 CE29774 - - 3 1.09E-04
F23C8.6 CE20715 - - 1 4.50E-05
F23F1.8a CE29280 rpt-4 - - 3 6.82E-05
F23F1.8b CE09608 rpt-4 - - 3 6.95E-05
F23F12.6 CE01253 rpt-3 - - 11 2.45E-04
F23H11.1 CE09609 bra-2 - - 1 4.31E-05
F23H11.3 CE09611 - - 1 2.87E-05
F23H12.2 CE05705 - - 1 4.91E-05
F25B4.1 CE09620 - - 1 2.30E-05
F25B4.5 CE28000 - - 1 1.30E-05
F25B5.4a CE01921 ubq-1 6 4.9E-04 - -
F25B5.4c CE31915 ubq-1 4 5.1E-04 - -
F25B5.7a CE42671 psf-1 - - 2 3.28E-05
F25B5.7b CE29284 psf-1 - - 1 5.59E-05
F25B5.7c CE42614 psf-1 - - 1 3.27E-05
F25B5.7d CE32391 psf-1 - - 2 4.93E-05
F25D1.1a CE05722 tag-93 - - 2 3.94E-05
F25D1.1b CE36134 tag-93 - - 2 5.03E-05
F25D1.1c CE41642 tag-93 - - 2 4.79E-05
F25D7.4a CE09632 - - 2 1.98E-05
F25D7.4b CE42000 - - 2 2.11E-05
F25F2.2a CE43309 cdh-4 - - 1 2.15E-06
F25G6.2 CE30764 symk-1 - - 2 1.61E-05
F25G6.4 CE37637 acr-15 - - 1 1.93E-05
F25G6.9 CE32879 - - 1 6.72E-06
F25H2.1 CE42833 tli-1 - - 1 3.80E-05
F25H2.10 CE09655 rpa-0 11 2.4E-03 90 2.66E-03
F25H2.11 CE09656 tct-1 3 1.1E-03 9 4.59E-04
F25H2.5 CE09650 2 9.0E-04 5 3.02E-04
F25H2.9 CE09654 pas-5 - - 2 7.44E-05
F25H5.1f CE41643 lim-9 - - 1 1.41E-05
F25H5.3a CE15898 pyk-1 - - 12 1.97E-04
F25H5.3b CE15899 pyk-1 - - 12 1.85E-04
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1-step MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
F25H5.3c CE36135 pyk-1 - - 12 2.08E-04
F25H5.3d CE37832 pyk-1 - - 12 1.98E-04
F25H5.3e CE43392 pyk-1 - - 12 1.21E-04
F25H5.4 CE15900 eft-2 7 5.6E-04 86 9.31E-04
F25H8.5a CE35290 dur-1 - - 1 1.18E-05
F25H8.5b CE35291 dur-1 - - 1 2.50E-05
F25H8.5c CE35292 dur-1 - - 1 1.26E-05
F26A3.1 CE20724 3 6.7E-04 28 8.44E-04
F26B1.3 CE09675 ima-2 - - 5 8.69E-05
F26D10.10 CE19810 gln-5 - - 1 2.50E-05
F26D10.3 CE09682 hsp-1 7 7.5E-04 103 1.48E-03
F26E4.1 CE09685 sur-6 - - 2 3.73E-05
F26E4.4 CE09688 - - 1 2.26E-05
F26E4.8 CE09692 tba-1 - - 37 7.60E-04
F26E4.9 CE09693 cco-1 1 5.2E-04 1 6.99E-05
F26F12.7 CE17716 let-418 - - 13 6.56E-05
F26F4.1 CE01257 cee-1 - - 3 7.65E-05
F26F4.10a CE29495 rrt-1 - - 23 2.98E-04
F26F4.10b CE37225 rrt-1 - - 23 3.07E-04
F26F4.10c CE40950 rrt-1 - - 4 3.42E-04
F26F4.12 CE28922 - - 2 7.99E-05
F26F4.7 CE29291 nhl-2 - - 1 8.94E-06
F26G1.7 CE02699 msp-3 1 5.4E-04 2 1.45E-04
F27C1.6 CE09718 - - 1 1.43E-05
F27C1.7a CE09719 atp-3 - - 6 2.67E-04
F27C1.7b CE36139 atp-3 - - 6 2.43E-04
F27D4.1 CE24926 1 2.1E-04 5 1.39E-04
F27D4.5 CE05736 tag-173 1 1.9E-04 1 2.52E-05
F27D9.5 CE04451 pcca-1 1 9.5E-05 19 2.42E-04
F28A10.6 CE19411 acdh-9 - - 2 4.51E-05
F28A12.4 CE09738 - - 1 2.37E-05
F28B3.7a CE42002 him-1 1 5.4E-05 5 3.66E-05
F28B3.7b CE39925 him-1 - - 1 6.59E-05
F28B3.8 CE30523 imb-1 - - 6 6.18E-05
F28B4.3 CE07153 - - 35 1.45E-04
F28C6.3 CE03274 cpf-1 28 4.5E-03 1075 2.31E-02
F28C6.6 CE03277 suf-1 13 1.2E-03 414 5.20E-03
F28C6.7a CE03278 rpl-26 6 2.9E-03 4 2.60E-04
F28C6.7b CE20731 rpl-26 5 3.2E-03 4 3.48E-04
F28C6.7c CE32883 rpl-26 5 3.1E-03 4 3.39E-04
F28D1.1 CE05741 - - 2 3.18E-05
F28D1.10 CE05750 gex-3 - - 2 1.62E-05
F28D1.7 CE05747 rps-23 8 3.8E-03 40 2.58E-03
F28H1.2 CE09767 cpn-3 1 4.8E-04 5 3.25E-04
F28H7.3 CE05753 - - 2 6.28E-05
F29B9.11 CE09789 - - 2 2.10E-04
F29B9.6 CE09784 ubc-9 - - 2 1.11E-04
F29C12.4 CE19822 - - 1 1.23E-05
F29C4.2 CE17720 - - 22 2.26E-03
F29C4.6 CE17723 tut-1 1 1.8E-04 15 3.71E-04
F29D10.4 CE05763 hum-1 - - 26 2.18E-04
F29D11.1 CE05765 lrp-1 - - 6 1.16E-05
211
Locus Protein Gene
Spectrum 
Count NSAF
Spectrum 
Count NSAF
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Biological Replica 1 Biological Replica 2
F29D11.2 CE09790 capg-1 - - 12 9.60E-05
F29F11.3 CE23690 tut-2 1 2.0E-04 1 2.64E-05
F29F11.6 CE20735 gsp-1 - - 77 2.16E-03
F29G6.3a CE36483 - - 2 2.39E-05
F29G6.3c CE36484 - - 1 6.35E-06
F29G9.5 CE09799 rpt-2 - - 6 1.25E-04
F30A10.5 CE32397 stl-1 - - 3 8.46E-05
F30A10.6 CE09807 sac-1 - - 1 1.56E-05
F30H5.1 CE01925 unc-45 - - 1 9.60E-06
F31D4.3 CE15929 fkb-6 - - 2 4.28E-05
F31E3.5 CE01270 eft-3 45 6.7E-03 247 4.92E-03
F32A5.2a CE28288 - - 2 1.85E-05
F32A5.2b CE28289 - - 2 2.15E-05
F32A5.3 CE01273 - - 2 3.21E-05
F32A5.4a CE01274 - - 2 7.59E-05
F32A5.4b CE32640 - - 2 1.06E-04
F32A7.5a CE09846 - - 2 2.10E-05
F32A7.5b CE34178 - - 2 2.42E-05
F32A7.5c CE34179 - - 2 2.10E-05
F32B5.1 CE28230 1 1.6E-04 4 8.64E-05
F32B5.8 CE36646 cpz-1 - - 5 1.51E-04
F32B6.2 CE35517 - - 7 9.62E-05
F32B6.6 CE09861 msp-77 1 5.4E-04 3 2.18E-04
F32D1.10 CE09874 mcm-7 - - 6 7.58E-05
F32D1.5 CE09869 - - 2 5.15E-05
F32D1.9 CE09873 fipp-1 - - 1 1.80E-05
F32E10.1 CE04474 nol-10 - - 1 1.22E-05
F32E10.4 CE20745 ima-3 - - 5 8.97E-05
F32E10.6 CE04479 - - 3 7.40E-05
F32H2.1a CE09876 gei-11 - - 1 9.77E-06
F32H2.1b CE17749 gei-11 - - 1 9.94E-06
F32H2.5 CE42777 fasn-1 1 2.6E-05 16 5.65E-05
F32H2.9 CE34484 tba-6 - - 4 7.95E-05
F33A8.3 CE17755 cey-1 - - 3 1.33E-04
F33D11.10 CE09901 - - 5 1.16E-04
F33D4.4 CE17034 - - 1 2.56E-05
F33E11.6a CE39928 - - 1 2.73E-05
F33E11.6b CE39929 - - 1 2.06E-05
F33G12.5 CE37768 - - 1 9.94E-06
F33H1.2 CE01568 gpd-4 1 2.0E-04 13 3.52E-04
F33H2.2 CE17765 - - 1 1.13E-05
F33H2.3 CE17766 - - 1 4.03E-05
F35C5.6 CE15947 clec-63 1 1.7E-04 1 2.24E-05
F35C5.8 CE15949 clec-65 - - 2 4.96E-05
F35C8.6 CE39098 pfn-2 - - 1 7.04E-05
F35D11.11a CE40410 dyf-14 - - 1 4.90E-06
F35D11.11b CE40411 dyf-14 - - 1 4.72E-06
F35D11.11c CE40412 dyf-14 - - 1 4.75E-06
F35D11.11d CE43383 dyf-14 - - 1 5.86E-06
F35E12.10 CE38509 - - 1 1.89E-05
F35G12.10 CE00968 asb-1 - - 4 1.23E-04
F35G12.12 CE31499 - - 2 3.76E-05
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Biological Replica 1 Biological Replica 2
F35G12.2 CE31500 - - 3 6.99E-05
F35G12.4a CE31501 - - 2 2.70E-05
F35G12.4b CE31502 - - 2 2.71E-05
F35G12.4c CE42674 - - 2 2.65E-05
F35G12.8 CE03287 smc-4 31 1.4E-03 259 1.54E-03
F35G2.4 CE05811 phy-2 - - 2 3.42E-05
F35H10.1 CE04501 his-30 22 1.2E-02 5 3.63E-04
F35H10.11 CE07075 his-29 3 1.7E-03 11 8.32E-04
F35H10.4 CE04504 vha-5 - - 15 1.59E-04
F35H10.7 CE04507 - - 57 1.03E-03
F36A2.13 CE24948 - - 5 1.57E-05
F36A2.6 CE09945 rps-15 4 1.8E-03 17 1.04E-03
F36A2.7 CE09946 - - 1 5.52E-05
F36A4.7 CE28300 ama-1 - - 4 1.99E-05
F36D4.3a CE35927 hum-2 - - 5 2.51E-05
F36D4.3b CE35928 hum-2 - - 5 2.51E-05
F36D4.3c CE30777 hum-2 - - 2 3.58E-05
F36D4.3e CE33076 hum-2 - - 2 4.19E-05
F36D4.3f CE33077 hum-2 - - 1 3.69E-05
F36H1.6 CE40358 alh-3 - - 3 3.05E-05
F36H12.7 CE02806 msp-19 1 5.4E-04 3 2.18E-04
F37A4.5 CE00707 - - 1 2.89E-05
F37A4.8 CE29792 isw-1 - - 2 1.83E-05
F37B12.2 CE32886 gcs-1 - - 8 1.13E-04
F37B4.7 CE17796 folt-2 - - 3 6.53E-05
F37C12.11 CE30779 rps-21 3 2.3E-03 - -
F37C12.4 CE30781 rpl-36 3 2.0E-03 12 1.06E-03
F37C12.7 CE29312 acs-4 - - 1 1.26E-05
F37C12.9 CE00821 rps-14 19 8.6E-03 17 1.03E-03
F37C4.5a CE17048 1 1.2E-04 17 2.82E-04
F37C4.5b CE33640 - - 7 2.04E-04
F37H8.5 CE15997 - - 1 3.33E-05
F38A3.2 CE02214 ram-2 - - 1 3.02E-05
F38A5.1a CE10028 - - 1 1.57E-05
F38A5.1b CE33641 - - 1 1.60E-05
F38A5.2a CE34010 - - 1 2.04E-05
F38A5.2b CE34011 - - 1 2.05E-05
F38B2.1a CE31506 ifa-1 - - 3 4.81E-05
F38B2.1b CE31507 ifa-1 - - 3 4.81E-05
F38B2.1c CE05824 ifa-1 - - 3 4.88E-05
F38B2.1d CE24961 ifa-1 - - 3 4.68E-05
F38B2.4a CE02218 - - 2 8.79E-05
F38B6.4 CE28304 - - 3 2.84E-05
F38E11.5 CE18673 1 6.9E-05 24 2.21E-04
F38E9.5 CE28307 - - 5 1.39E-04
F38H4.8a CE17808 ech-2 - - 1 3.26E-05
F38H4.8b CE10072 ech-2 - - 1 3.11E-05
F38H4.9 CE10074 let-92 4 8.6E-04 56 1.62E-03
F39B2.10 CE16015 dnj-12 - - 7 1.61E-04
F39B2.3 CE16009 - - 2 5.63E-05
F39B2.4a CE28023 sur-2 - - 1 5.81E-06
F39B2.4b CE28024 sur-2 - - 1 5.81E-06
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F39B2.6 CE16012 rps-26 5 2.9E-03 3 2.37E-04
F39C12.1 CE10092 12 1.6E-04 556 1.00E-03
F39H11.5 CE20761 pbs-7 1 2.9E-04 1 3.91E-05
F40A3.3a CE10146 - - 2 8.35E-05
F40A3.3b CE38516 - - 2 9.97E-05
F40A3.6 CE10152 7 1.9E-03 99 3.54E-03
F40E10.1 CE24964 hch-1 - - 1 1.52E-05
F40E10.3 CE05839 csq-1 - - 6 1.33E-04
F40F11.1 CE05860 rps-11 5 2.2E-03 19 1.13E-03
F40F4.2 CE04532 bp-2 - - 2 1.15E-04
F40F4.3 CE04533 bp-1 - - 2 1.16E-04
F40F4.4a CE30130 lbp-3 - - 3 1.68E-04
F40F4.4b CE39932 lbp-3 - - 3 1.85E-04
F40F4.6 CE04536 2 6.2E-05 57 2.38E-04
F40F8.10 CE05849 rps-9 7 2.5E-03 36 1.76E-03
F40F9.6a CE05855 - - 1 9.98E-06
F40F9.6b CE23714 - - 1 1.01E-05
F41C3.3 CE32658 acs-11 - - 5 9.13E-05
F41C3.5 CE02733 - - 3 5.90E-05
F41E6.4a CE41239 smk-1 - - 1 8.50E-06
F41E6.4b CE41240 smk-1 - - 1 1.09E-05
F41E6.4c CE37912 smk-1 - - 1 1.72E-05
F41G4.2a CE25884 cas-1 - - 1 7.35E-06
F41G4.2b CE25885 cas-1 - - 1 1.86E-05
F42A10.1 CE01292 abcf-3 - - 4 5.18E-05
F42A10.6 CE01297 - - 1 5.24E-05
F42A6.7a CE17059 hrp-1 1 2.0E-04 2 5.33E-05
F42A6.7b CE31510 hrp-1 1 2.2E-04 1 2.99E-05
F42A6.7c CE29317 hrp-1 1 2.2E-04 1 3.00E-05
F42A6.7d CE39251 hrp-1 1 2.0E-04 2 5.32E-05
F42A8.2 CE01579 sdhb-1 - - 4 1.24E-04
F42C5.8 CE04561 rps-8 11 3.6E-03 94 4.17E-03
F42C5.9 CE04562 - - 1 1.67E-05
F42G10.1 CE31513 - - 1 1.57E-05
F42G4.3a CE23716 zyx-1 1 1.1E-04 9 1.38E-04
F42G4.3b CE20775 zyx-1 1 3.9E-04 8 4.19E-04
F42G8.10a CE17069 - - 2 1.02E-04
F42G8.12 CE17071 isp-1 - - 3 1.00E-04
F42G8.8 CE17067 - - 1 1.89E-05
F42G9.5a CE07233 alh-11 - - 1 1.34E-05
F42G9.5b CE30790 alh-11 - - 1 1.83E-05
F43C9.3 CE34561 - - 3 3.47E-05
F43D9.3a CE44309 - - 2 2.74E-05
F43D9.3b CE44305 - - 2 2.81E-05
F43D9.4 CE00994 sip-1 - - 99 5.74E-03
F43E2.5 CE07241 msra-1 1 3.3E-04 68 3.03E-03
F43E2.7a CE41652 - - 2 5.40E-05
F43E2.8 CE07244 hsp-4 - - 16 2.25E-04
F43G9.1 CE34018 - - 5 1.29E-04
F43G9.9 CE10370 cpn-1 - - 2 9.61E-05
F43H9.2a CE07246 sptl-2 - - 1 1.65E-05
F43H9.2b CE27380 sptl-2 - - 1 1.57E-05
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F43H9.4 CE27381 - - 1 3.11E-05
F44A2.2 CE35307 1 1.5E-04 1 2.05E-05
F44E2.8 CE32420 - - 1 3.81E-05
F44E5.4 CE18679 1 1.1E-04 13 1.86E-04
F44E5.5 CE18679 1 1.1E-04 13 1.86E-04
F44E7.4a CE10402 - - 4 3.46E-05
F44E7.4b CE30799 - - 4 3.51E-05
F44E7.4c CE33092 - - 4 3.66E-05
F44E7.4d CE37110 - - 3 2.81E-05
F44F4.11 CE18680 tba-4 - - 33 6.80E-04
F44G3.2 CE16034 - - 3 7.44E-05
F44G3.6 CE16037 skr-3 - - 1 5.52E-05
F45E1.6 CE01943 his-71 3 1.5E-03 2 1.36E-04
F45E1.7a CE29323 sdpn-1 - - 1 1.89E-05
F45E1.7b CE37111 sdpn-1 - - 1 1.86E-05
F45E4.2 CE10494 plp-1 2 6.1E-04 1 4.08E-05
F45F2.12 CE10538 his-8 3 1.7E-03 11 8.25E-04
F45F2.13 CE03253 his-6 5 2.5E-03 12 8.14E-04
F45F2.2 CE36851 his-39 2 1.3E-03 10 8.54E-04
F45F2.3 CE03252 his-5 12 8.0E-03 35 3.14E-03
F45F2.4 CE04501 his-7 22 1.2E-02 5 3.63E-04
F45G2.4 CE16047 - - 2 6.32E-05
F46A9.4 CE10578 skr-2 - - 1 5.30E-05
F46A9.5 CE10580 skr-1 - - 3 1.57E-04
F46E10.10a CE20820 - - 9 2.47E-04
F46E10.10b CE33096 - - 9 3.04E-04
F46E10.10c CE33097 - - 2 1.02E-04
F46E10.1a CE20812 acs-1 - - 1 1.48E-05
F46E10.1b CE37771 acs-1 - - 1 1.55E-05
F46E10.1c CE37772 acs-1 - - 1 1.60E-05
F46F11.1a CE41904 - - 1 6.97E-06
F46F11.1b CE30534 - - 1 7.53E-06
F46F11.2 CE10598 cey-2 4 1.0E-03 25 8.64E-04
F46F11.5 CE10604 vha-10 - - 1 7.32E-05
F46F2.2a CE38356 kin-20 - - 22 4.24E-04
F46F2.2b CE39502 kin-20 - - 22 5.59E-04
F46F2.2c CE38358 kin-20 - - 22 4.08E-04
F46F2.2d CE38359 kin-20 - - 22 4.23E-04
F46F6.2b CE43258 - - 1 8.11E-06
F46G10.1a CE41319 11 4.2E-03 23 1.19E-03
F46G10.3 CE02239 sir-2.3 - - 1 3.21E-05
F46G10.7a CE02243 sir-2.2 - - 28 9.00E-04
F46G10.7b CE35540 sir-2.2 - - 28 8.94E-04
F46G10.7c CE44321 sir-2.2 - - 28 8.79E-04
F46H5.3a CE37112 2 3.5E-04 20 4.66E-04
F46H5.3b CE33098 2 3.8E-04 20 5.14E-04
F46H5.7a CE04593 - - 12 1.94E-04
F46H5.7b CE31170 - - 12 1.93E-04
F47A4.2 CE16058 dpy-22 - - 1 2.64E-06
F47B10.1 CE03351 - - 15 3.18E-04
F47B10.2 CE03352 - - 1 1.36E-05
F48C11.2a CE43252 cwp-5 - - 1 1.34E-05
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F48C11.2b CE43288 cwp-5 - - 1 1.34E-05
F48E3.4 CE35547 - - 2 6.61E-05
F48E8.2 CE39157 - - 2 3.95E-05
F48E8.5 CE30997 paa-1 4 4.7E-04 113 1.77E-03
F48E8.6 CE02758 - - 1 1.13E-05
F48F7.1a CE31525 alg-1 - - 4 3.68E-05
F48F7.1b CE43299 alg-1 - - 4 3.61E-05
F49C12.4 CE03364 - - 1 2.87E-05
F49C12.7a CE03367 - - 3 6.23E-05
F49C12.7b CE39936 - - 3 6.18E-05
F49C12.7c CE39937 - - 3 6.69E-05
F49C12.8 CE03368 rpn-7 1 1.7E-04 3 6.75E-05
F49D11.1 CE28405 prp-17 - - 1 1.63E-05
F49D11.10 CE44000 - - 3 3.81E-05
F49E11.1a CE05897 mbk-2 - - 2 3.63E-05
F49E11.1b CE19878 mbk-2 - - 2 2.26E-05
F49E11.1c CE23751 mbk-2 - - 2 2.32E-05
F49E11.1d CE39735 mbk-2 - - 2 3.88E-05
F49E11.1e CE39938 mbk-2 - - 2 3.68E-05
F49E12.1 CE03378 - - 11 1.55E-04
F49E2.5a CE31529 - - 9 6.83E-05
F49E2.5b CE31530 - - 5 4.87E-05
F49E2.5c CE31531 - - 8 7.17E-05
F49E2.5d CE31532 - - 7 7.26E-05
F49E2.5e CE16091 - - 8 1.27E-04
F49E2.5f CE16092 - - 8 1.21E-04
F49E2.5g CE31951 - - 6 1.05E-04
F49E2.5h CE36488 - - 7 7.64E-05
F49E2.5i CE38367 - - 9 8.06E-05
F49E2.5j CE38368 - - 9 7.55E-05
F49E2.5k CE44189 - - 5 6.60E-05
F49E8.1 CE33650 - - 38 8.10E-04
F49E8.3a CE10790 pam-1 - - 4 4.17E-05
F49E8.3b CE37649 pam-1 - - 4 3.89E-05
F49E8.5 CE28408 dif-1 - - 1 2.96E-05
F52B10.1 CE31177 nmy-1 1 3.5E-05 42 1.97E-04
F52B11.6 CE39736 ins-34 - - 1 6.69E-05
F52B5.6 CE05721 rpl-25.2 3 1.4E-03 24 1.52E-03
F52D1.1 CE38522 - - 1 1.02E-05
F52D10.3a CE03389 ftt-2 11 3.0E-03 101 3.76E-03
F52D10.3b CE36489 ftt-2 8 2.8E-03 70 3.26E-03
F52E1.14 CE04633 - - 1 4.54E-05
F52E4.1a CE07269 pccb-1 - - 8 1.38E-04
F52E4.1b CE30139 pccb-1 - - 8 1.41E-04
F52E4.5 CE07272 - - 1 2.67E-05
F52G2.1a CE42539 dcap-2 - - 1 1.20E-05
F52G2.1b CE39374 dcap-2 - - 1 1.17E-05
F52G2.2a CE40653 rsd-2 - - 2 1.40E-05
F52G2.2b CE39737 rsd-2 - - 2 1.63E-05
F52H3.7a CE32894 lec-2 - - 9 6.67E-05
F52H3.7b CE29330 lec-2 - - 8 2.65E-04
F53A2.4 CE16096 nud-1 - - 1 2.88E-05
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1-step MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
F53A2.6a CE16098 ife-1 - - 2 7.99E-05
F53A2.6b CE31809 ife-1 - - 2 8.70E-05
F53A2.7 CE10878 1 1.7E-04 27 6.32E-04
F53A3.3a CE10884 rps-22 5 2.6E-03 38 2.70E-03
F53A3.3b CE41657 rps-22 4 2.7E-03 34 3.11E-03
F53A9.10a CE34313 tnt-2 - - 3 6.47E-05
F53A9.10b CE34878 tnt-2 - - 3 8.54E-05
F53B1.4 CE04644 - - 1 2.70E-05
F53B7.3 CE05922 - - 1 3.46E-05
F53C11.3 CE10908 - - 2 5.90E-05
F53C3.12 CE32672 bcmo-2 - - 1 1.74E-05
F53E10.1 CE10920 - - 1 2.72E-05
F53E10.6 CE10930 - - 1 4.83E-05
F53F10.3 CE28447 - - 1 6.94E-05
F53F10.5 CE10988 npp-11 - - 1 1.15E-05
F53F4.11 CE20849 - - 4 6.80E-05
F53G12.1 CE11006 rab-11.1 - - 1 4.37E-05
F53G12.10 CE11024 rpl-7 13 3.7E-03 71 2.68E-03
F53G12.5a CE25000 mex-3 - - 1 2.22E-05
F53G12.5b CE11014 mex-3 - - 1 2.08E-05
F53G2.7 CE31957 mnat-1 - - 1 2.98E-05
F54A3.3 CE31540 cct-3 1 1.3E-04 6 1.02E-04
F54A3.4 CE20851 - - 2 2.44E-05
F54A3.5 CE25901 - - 1 8.79E-05
F54B11.3a CE28236 unc-84 - - 1 8.30E-06
F54B11.3b CE27761 unc-84 - - 1 1.05E-05
F54B3.1a CE43308 2 3.8E-05 235 6.08E-04
F54B3.1b CE43180 2 3.9E-05 235 6.09E-04
F54B3.3 CE35878 atad-3 - - 8 1.24E-04
F54C1.7 CE11052 pat-10 - - 13 7.45E-04
F54C4.1 CE19890 - - 2 9.76E-05
F54C9.1 CE02249 iff-2 - - 5 2.87E-04
F54C9.4 CE20864 col-38 - - 2 6.43E-05
F54C9.5 CE02255 rpl-5 11 2.6E-03 34 1.07E-03
F54C9.9 CE20865 - - 3 3.74E-05
F54D1.6 CE37523 - - 2 1.30E-05
F54D11.1 CE11068 pmt-2 2 3.1E-04 12 2.53E-04
F54D5.12 CE26814 - - 4 7.58E-05
F54D5.4 CE03409 - - 1 4.96E-05
F54D5.7 CE03411 12 2.0E-03 211 4.76E-03
F54D8.2 CE01308 tag-174 - - 1 7.21E-05
F54D8.3a CE29809 alh-1 - - 6 1.09E-04
F54D8.3b CE32434 alh-1 - - 6 1.31E-04
F54E12.1 CE03253 his-55 5 2.5E-03 12 8.14E-04
F54E12.3 CE03252 his-56 12 8.0E-03 34 3.05E-03
F54E12.4 CE05165 his-58 3 1.7E-03 11 8.25E-04
F54E12.5 CE04501 his-57 22 1.2E-02 5 3.63E-04
F54E2.3a CE30078 ketn-1 2 3.1E-05 28 5.76E-05
F54E2.3b CE28729 ketn-1 2 3.3E-05 26 5.71E-05
F54E2.3c CE30807 ketn-1 2 3.1E-05 26 5.39E-05
F54E2.3d CE30808 ketn-1 2 3.1E-05 28 5.91E-05
F54E4.1a CE43161 rbc-1 - - 1 3.17E-06
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1-step MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
F54E7.2 CE26896 rps-12 8 3.9E-03 22 1.45E-03
F54E7.7 CE31002 rcn-1 - - 1 4.46E-05
F54F11.2a CE11095 - - 5 2.90E-05
F54F11.2b CE43217 - - 4 2.53E-05
F54F2.1 CE00194 pat-2 - - 1 7.53E-06
F54F2.8 CE00201 prx-19 - - 2 6.54E-05
F54F2.9 CE39158 - - 1 2.23E-05
F54F3.1a CE18731 nid-1 - - 1 5.82E-06
F54F3.1b CE44075 nid-1 - - 1 6.04E-06
F54F3.1c CE44038 nid-1 - - 1 7.39E-06
F54H12.1a CE25005 aco-2 1 8.8E-05 11 1.31E-04
F54H12.1b CE30144 aco-2 1 1.0E-04 9 1.25E-04
F54H12.1c CE32436 aco-2 - - 10 1.35E-04
F54H12.6 CE00548 9 2.9E-03 24 1.04E-03
F55A11.6a CE40966 - - 2 6.86E-05
F55A11.6b CE40967 - - 2 8.46E-05
F55A12.1 CE11117 - - 3 3.10E-05
F55A12.2b CE30540 - - 1 3.69E-05
F55A12.2c CE34317 - - 1 3.01E-05
F55A12.5 CE11125 - - 2 2.17E-05
F55A12.8 CE11131 - - 5 4.42E-05
F55A3.3 CE17113 - - 3 2.69E-05
F55A4.5 CE11107 stau-1 - - 1 1.31E-05
F55A8.2a CE19897 egl-4 - - 3 3.55E-05
F55A8.2b CE19898 egl-4 - - 1 1.25E-05
F55A8.2c CE31541 egl-4 - - 1 1.23E-05
F55A8.2e CE37241 egl-4 - - 1 1.24E-05
F55B11.2 CE32898 - - 1 4.19E-05
F55C5.4 CE11156 capg-2 2 1.4E-04 412 3.76E-03
F55C5.5 CE11158 tsfm-1 - - 2 5.84E-05
F55C5.8 CE20875 - - 1 1.48E-05
F55C7.7a CE19464 unc-73 - - 1 3.71E-06
F55C7.7c CE19466 unc-73 - - 1 9.94E-06
F55C7.7d CE19467 unc-73 - - 1 1.67E-05
F55C7.7e CE29398 unc-73 - - 1 1.46E-05
F55C7.7f CE43472 unc-73 - - 1 1.43E-05
F55C7.7g CE43442 unc-73 - - 1 1.45E-05
F55C7.7h CE43469 unc-73 - - 1 1.00E-05
F55C7.7i CE36937 unc-73 - - 1 4.31E-06
F55D10.2 CE02777 rpl-25.1 1 4.7E-04 8 5.02E-04
F55F10.1 CE30377 - - 2 4.22E-06
F55F3.3 CE18746 nkb-3 - - 3 8.73E-05
F55F8.2a CE11190 - - 3 3.71E-05
F55F8.2b CE33400 - - 2 3.19E-05
F55F8.3 CE30542 - - 3 3.04E-05
F55G1.10 CE04501 his-61 22 1.2E-02 5 3.63E-04
F55G1.11 CE03252 his-60 12 8.0E-03 34 3.05E-03
F55G1.2 CE03253 his-59 5 2.5E-03 12 8.14E-04
F55G1.3 CE05165 his-62 3 1.7E-03 11 8.25E-04
F55G1.4 CE07281 rod-1 - - 10 4.50E-05
F55G1.5 CE07282 - - 1 2.99E-05
F55H2.2 CE00209 vha-14 - - 6 2.15E-04
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1-step MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
F55H2.6 CE00213 clu-1 - - 14 1.04E-04
F56A11.5 CE17120 - - 2 5.43E-05
F56A3.3a CE11218 npp-6 - - 5 2.95E-05
F56A3.3b CE30281 npp-6 - - 2 2.08E-05
F56A3.4 CE28834 spd-5 - - 1 7.70E-06
F56A6.1a CE25906 sago-2 1 7.7E-05 8 8.32E-05
F56A6.1b CE33401 sago-2 1 8.0E-05 8 8.62E-05
F56A8.3a CE28340 - - 1 2.08E-05
F56A8.3b CE16123 - - 1 3.63E-05
F56A8.6 CE16126 cpf-2 8 1.6E-03 194 5.33E-03
F56B3.5 CE27172 ech-5 - - 1 3.25E-05
F56B6.4a CE04664 gyg-1 - - 2 4.30E-05
F56B6.4b CE29405 gyg-1 - - 2 6.50E-05
F56B6.4c CE31185 gyg-1 - - 2 6.09E-05
F56C9.1 CE01319 gsp-2 - - 114 3.16E-03
F56C9.7 CE01326 - - 1 3.89E-05
F56D1.2 CE01970 1 9.6E-05 - -
F56D12.1a CE29047 alh-6 - - 1 1.64E-05
F56D12.1d CE40074 alh-6 - - 1 2.18E-05
F56D12.5a CE11254 vig-1 3 5.4E-04 12 2.93E-04
F56D12.5b CE33404 vig-1 - - 5 2.80E-04
F56D2.1 CE11226 ucr-1 6 8.7E-04 10 1.96E-04
F56D3.1 CE29410 - - 1 2.09E-05
F56D5.6 CE33797 - - 1 2.05E-05
F56E10.4 CE19904 rps-27 1 8.3E-04 14 1.56E-03
F56F11.4a CE28467 - - 5 1.12E-04
F56F11.4b CE31008 - - 5 1.07E-04
F56F3.1 CE17911 pqn-45 - - 1 1.21E-05
F56F3.5 CE00664 rps-1 11 2.9E-03 56 2.01E-03
F56G4.6 CE43419 - - 2 2.19E-05
F56H1.4 CE17915 rpt-5 3 4.8E-04 8 1.72E-04
F56H1.7 CE41412 - - 1 5.70E-05
F57B1.2 CE11288 sun-1 - - 1 1.95E-05
F57B10.3a CE11302 - - 3 5.14E-05
F57B10.3b CE33113 - - 3 5.31E-05
F57B9.1 CE44186 - - 1 4.08E-05
F57B9.10a CE25011 rpn-6 2 3.1E-04 10 2.11E-04
F57B9.10b CE38077 rpn-6 2 3.3E-04 10 2.20E-04
F57B9.2 CE42983 let-711 - - 13 4.75E-05
F57B9.3 CE01338 - - 4 1.02E-04
F57B9.5 CE25013 byn-1 - - 2 4.11E-05
F57B9.6a CE01341 inf-1 2 3.4E-04 11 2.52E-04
F57B9.6b CE38524 inf-1 - - 2 1.60E-04
F57F10.1a CE28476 abts-3 - - 5 4.81E-05
F57F10.1b CE31811 abts-3 - - 5 5.79E-05
F57F10.1c CE38965 abts-3 - - 5 5.18E-05
F57F5.1 CE43083 - - 1 2.63E-05
F57H12.1 CE17122 arf-3 - - 2 1.03E-04
F58A4.11 CE40812 gei-13 - - 1 1.34E-05
F58A4.8 CE00224 tbg-1 - - 1 2.08E-05
F58A6.8 CE02806 msp-45 1 5.4E-04 3 2.18E-04
F58A6.9 CE02603 1 8.9E-04 3 3.59E-04
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1-step MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
F58B3.1 CE06003 lys-4 - - 2 8.62E-05
F58B3.5 CE06007 mrs-1 1 7.5E-05 14 1.41E-04
F58D5.1a CE36388 hrp-2 - - 6 9.06E-05
F58E10.3a CE18785 1 1.2E-04 4 6.58E-05
F58F12.1 CE01976 1 4.2E-04 4 2.26E-04
F58F6.4 CE17139 rfc-2 - - 1 2.76E-05
F58F9.7 CE07304 - - 2 2.77E-05
F58G1.4 CE17924 dct-18 - - 1 4.14E-05
F58G11.1a CE11400 letm-1 - - 1 1.18E-05
F58G11.1b CE20894 letm-1 - - 1 1.20E-05
F58G11.2 CE41669 - - 4 3.85E-05
F58G4.1 CE07306 myo-5 - - 8 3.74E-05
F58G6.1 CE03428 amph-1 - - 1 2.00E-05
F59A2.1a CE17939 npp-9 1 8.0E-05 7 7.51E-05
F59A2.1b CE33525 npp-9 1 7.8E-05 7 7.31E-05
F59A2.2a CE01020 - - 1 1.77E-05
F59A2.2b CE43218 - - 1 1.74E-05
F59A2.3 CE17940 cri-3 - - 2 7.82E-05
F59A2.6 CE03434 - - 2 1.63E-05
F59A3.3 CE11420 - - 1 3.32E-05
F59A6.1 CE33405 nsy-1 - - 1 6.47E-06
F59B1.2 CE17943 1 4.3E-04 3 1.72E-04
F59B2.7 CE00234 rab-6.1 - - 1 4.50E-05
F59B8.2 CE03436 idh-1 1 1.7E-04 7 1.57E-04
F59D8.1 CE20900 vit-3 49 2.1E-03 348 2.00E-03
F59D8.2 CE26817 vit-4 53 2.3E-03 397 2.28E-03
F59E10.3 CE11494 - - 1 5.01E-05
F59E12.4a CE28572 npl-4.1 - - 1 1.75E-05
F59E12.4b CE28573 npl-4.1 - - 1 1.74E-05
F59E12.5a CE11526 npl-4.2 - - 1 1.75E-05
F59E12.5b CE28574 npl-4.2 - - 1 1.74E-05
F59E12.9 CE11534 - - 2 1.14E-05
F59F3.1 CE03437 ver-3 - - 2 1.50E-05
F59G1.3 CE39945 vps-35 - - 3 3.37E-05
H02I12.1 CE37527 cbd-1 - - 3 2.10E-05
H02I12.6 CE05165 his-66 3 1.7E-03 11 8.25E-04
H02I12.7 CE04501 his-65 22 1.2E-02 5 3.63E-04
H04D03.3 CE16167 - - 2 4.51E-05
H05C05.1a CE37385 - - 2 2.25E-05
H05C05.1c CE43771 - - 2 2.08E-05
H06I04.3a CE23795 - - 4 4.43E-05
H06I04.3b CE38200 - - 4 5.15E-05
H06I04.3c CE38201 - - 4 4.70E-05
H06I04.4a CE20938 ubl-1 1 4.2E-04 6 3.40E-04
H06O01.1 CE11570 pdi-3 4 5.6E-04 9 1.70E-04
H13N06.3a CE19924 gob-1 - - 1 1.97E-05
H13N06.3b CE40416 gob-1 - - 1 2.10E-05
H14A12.2a CE11580 fum-1 1 1.4E-04 6 1.10E-04
H14A12.2b CE32457 fum-1 - - 2 5.63E-05
H14N18.3 CE17975 ttr-47 - - 1 5.95E-05
H15N14.1c CE32459 adr-1 1 7.1E-05 4 3.83E-05
H15N14.1d CE33125 adr-1 1 7.5E-05 4 4.05E-05
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1-step MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
H15N14.1e CE33126 adr-1 1 7.7E-05 4 4.13E-05
H15N14.2a CE19925 nsf-1 - - 5 5.60E-05
H15N14.2b CE15513 nsf-1 - - 5 6.09E-05
H19M22.2a CE26976 let-805 - - 7 1.51E-05
H19M22.2b CE26977 let-805 - - 7 1.45E-05
H19M22.2c CE26978 let-805 - - 1 2.39E-05
H19M22.2d CE33663 let-805 - - 1 1.02E-05
H19N07.1 CE32460 - - 1 1.73E-05
H19N07.2a CE16182 math-33 - - 7 5.70E-05
H19N07.2b CE16183 math-33 - - 6 4.90E-05
H19N07.2c CE36180 math-33 - - 7 5.69E-05
H20J04.5 CE23815 pfd-2 - - 1 6.54E-05
H20J04.8 CE20974 sap-1 - - 3 1.09E-04
H22K11.1 CE19495 asp-3 - - 6 1.39E-04
H26D21.2 CE21000 msh-2 - - 2 2.17E-05
H27A22.1a CE17979 2 4.0E-04 21 5.67E-04
H27A22.1b CE40259 2 3.9E-04 21 5.44E-04
H27M09.1 CE23832 - - 1 1.46E-05
H27M09.2 CE23831 rpb-5 - - 1 4.37E-05
H28O16.1a CE18826 8 1.0E-03 41 7.03E-04
H28O16.1b CE34194 1 4.7E-04 1 6.32E-05
H28O16.1c CE34195 8 1.1E-03 37 6.79E-04
H28O16.1d CE36263 8 1.1E-03 41 7.40E-04
H38K22.1 CE33526 evl-14 - - 4 2.35E-05
H38K22.2a CE33527 dcn-1 - - 1 3.13E-05
H38K22.2b CE33528 dcn-1 - - 1 3.81E-05
H38K22.3 CE18831 tag-131 - - 1 2.83E-05
H40L08.1 CE16188 - - 1 2.08E-05
JC8.2 CE37529 - - 1 1.98E-05
JC8.3a CE17986 rpl-12 6 2.5E-03 15 8.39E-04
JC8.3c CE39743 rpl-12 1 1.4E-03 4 7.38E-04
JC8.8 CE33800 ttr-51 - - 3 2.01E-04
K01C8.10 CE02262 cct-4 2 2.5E-04 21 3.59E-04
K01C8.9 CE02270 nst-1 - - 4 6.64E-05
K01D12.1 CE06040 - - 9 2.64E-04
K01D12.11 CE06050 cdr-4 - - 1 3.33E-05
K01G5.4 CE16194 ran-1 - - 4 1.72E-04
K01G5.5 CE16195 - - 5 1.04E-04
K01G5.7 CE16197 tbb-1 3 4.6E-04 52 1.07E-03
K01H12.2 CE03454 ant-1.3 1 2.2E-04 104 3.07E-03
K02A11.3 CE06057 - - 2 6.01E-05
K02A4.1 CE03457 bcat-1 - - 4 8.89E-05
K02B2.5 CE04691 rps-25 1 5.9E-04 3 2.37E-04
K02D7.4 CE33667 dsc-4 - - 2 2.07E-05
K02F2.1a CE17153 dpf-3 - - 3 2.97E-05
K02F2.1b CE28837 dpf-3 - - 3 2.99E-05
K02F2.2 CE17154 ahcy-1 10 1.6E-03 40 8.44E-04
K02F2.3 CE17155 tag-203 - - 5 3.78E-05
K02F2.5 CE31353 - - 1 4.57E-05
K02F3.11 CE29981 rnp-5 - - 1 3.19E-05
K02F3.2 CE39385 - - 7 9.13E-05
K03A1.2a CE30088 - - 2 3.15E-05
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1-step MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
K03A1.2b CE41142 - - 2 3.16E-05
K03A1.5 CE04713 sur-5 - - 3 3.95E-05
K03A1.6 CE03252 his-38 12 8.0E-03 34 3.05E-03
K03B4.3a CE07323 taf-10 - - 1 5.24E-05
K03B4.3b CE28580 taf-10 - - 1 5.15E-05
K03E6.5a CE28585 unc-1 - - 1 3.24E-05
K03E6.5b CE42275 unc-1 - - 1 3.19E-05
K03E6.7 CE31197 - - 1 2.14E-05
K03H1.4 CE00475 ttr-2 - - 1 6.23E-05
K04C2.2 CE00722 - - 6 5.59E-05
K04D7.1 CE06090 rack-1 3 6.3E-04 35 9.94E-04
K04D7.3 CE06092 gta-1 - - 27 5.16E-04
K04G11.3 CE11746 - - 3 7.52E-05
K04G2.1 CE16227 iftb-1 - - 7 2.58E-04
K04G2.3 CE06097 cdc-48.3 - - 3 3.82E-05
K04G7.3a CE25042 ogt-1 - - 4 3.21E-05
K04G7.3b CE39588 ogt-1 - - 4 3.79E-05
K04G7.4a CE01361 nuo-4 - - 2 4.23E-05
K05B2.5a CE34052 pes-22 - - 2 2.73E-05
K05B2.5b CE39589 pes-22 - - 1 1.19E-05
K05B2.5c CE39590 pes-22 - - 1 1.30E-05
K05C4.1 CE19969 pbs-5 - - 1 3.25E-05
K05C4.5 CE44179 - - 1 1.34E-05
K05F1.2 CE02806 msp-142 1 5.4E-04 3 2.18E-04
K05F1.3 CE02807 acdh-8 1 1.7E-04 1 2.24E-05
K05F1.5 CE28587 - - 4 7.82E-05
K05F1.7 CE02811 msp-63 1 5.4E-04 3 2.18E-04
K05G3.3 CE04755 cah-3 - - 15 5.63E-04
K06A4.3 CE06107 gsnl-1 - - 3 5.83E-05
K06A5.6 CE11776 acdh-3 - - 5 1.10E-04
K06B9.2 CE40859 - - 1 2.44E-05
K06C4.10 CE03252 his-18 12 8.0E-03 34 3.05E-03
K06C4.11 CE04501 his-19 22 1.2E-02 5 3.63E-04
K06C4.12 CE10538 his-22 3 1.7E-03 11 8.25E-04
K06C4.13 CE03253 his-27 5 2.5E-03 12 8.14E-04
K06C4.2 CE03252 his-28 12 8.0E-03 34 3.05E-03
K06C4.3 CE04501 his-21 22 1.2E-02 5 3.63E-04
K06C4.4 CE10538 his-20 3 1.7E-03 11 8.25E-04
K06C4.5 CE03253 his-17 5 2.5E-03 12 8.14E-04
K06G5.1a CE18851 - - 7 1.27E-04
K06G5.1b CE37390 - - 7 1.32E-04
K07A1.12 CE16234 lin-53 - - 5 1.11E-04
K07A1.2 CE18855 dut-1 - - 1 1.88E-05
K07A1.8 CE11854 ile-1 - - 4 7.50E-05
K07A12.3 CE11868 asg-1 - - 4 2.82E-04
K07A12.7 CE25935 - - 1 2.80E-05
K07A3.1 CE21023 fbp-1 - - 4 1.08E-04
K07C5.1 CE06111 arx-2 - - 3 7.01E-05
K07C5.4 CE06114 1 1.4E-04 34 6.45E-04
K07C5.6 CE06116 - - 1 1.43E-05
K07C5.8 CE35585 cash-1 - - 1 1.36E-05
K07D4.3 CE19527 rpn-11 - - 2 5.91E-05
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Biological Replica 1 Biological Replica 2
K07E12.1a CE32905 dig-1 - - 25 1.76E-05
K07E12.1b CE31032 dig-1 - - 17 1.28E-05
K07E3.4a CE18020 - - 2 2.88E-05
K07E3.4b CE18020 - - 2 2.88E-05
K07F5.1 CE02806 msp-81 1 5.4E-04 3 2.18E-04
K07F5.13a CE06127 npp-1 - - 2 3.02E-05
K07F5.13b CE23857 npp-1 - - 2 3.36E-05
K07F5.13c CE23858 npp-1 - - 2 2.89E-05
K07F5.14 CE29594 - - 1 2.19E-05
K07F5.2 CE03853 msp-10 1 5.4E-04 3 2.18E-04
K07F5.3 CE03853 msp-56 1 5.4E-04 3 2.18E-04
K07G5.6 CE26899 - - 5 1.23E-04
K07H8.10 CE18030 1 8.6E-05 5 5.78E-05
K07H8.6a CE28594 vit-6 56 2.3E-03 466 2.61E-03
K07H8.6b CE34921 vit-6 9 3.1E-03 57 2.62E-03
K07H8.6c CE18026 vit-6 56 2.3E-03 466 2.60E-03
K08A8.1a CE30816 mek-1 - - 3 7.98E-05
K08A8.1b CE34335 mek-1 - - 3 9.23E-05
K08A8.3 CE04726 coh-1 - - 1 1.42E-05
K08B4.6 CE18035 cpi-1 - - 3 1.99E-04
K08C7.3a CE25049 epi-1 - - 15 3.74E-05
K08C7.3b CE06136 epi-1 - - 15 3.77E-05
K08C7.3c CE43544 epi-1 - - 15 3.76E-05
K08C7.3d CE43590 epi-1 - - 15 3.78E-05
K08D10.3 CE07355 rnp-3 - - 1 4.25E-05
K08D12.1 CE25941 pbs-1 - - 1 3.86E-05
K08D12.3a CE21045 - - 1 6.11E-05
K08E3.5a CE18869 - - 10 1.81E-04
K08E3.5b CE18870 - - 10 1.77E-04
K08E3.5c CE18871 - - 10 1.81E-04
K08E3.5d CE29431 - - 6 1.11E-04
K08E3.5e CE33804 - - 10 1.86E-04
K08E3.5f CE37125 - - 10 1.87E-04
K08E4.1 CE06145 spt-5 - - 2 1.53E-05
K08E7.2 CE23864 hsb-1 - - 2 2.31E-04
K08F11.3 CE11954 cif-1 - - 2 4.73E-05
K08F11.5 CE11958 - - 2 2.95E-05
K08F4.3 CE06151 - - 1 5.07E-05
K08F4.7 CE06155 gst-4 - - 1 4.46E-05
K08F4.9 CE06157 dhs-12 - - 1 3.62E-05
K08F8.4 CE21050 pah-1 - - 3 6.06E-05
K08H10.1 CE18875 lea-1 - - 1 1.26E-05
K09A9.5 CE11980 gas-1 - - 8 1.53E-04
K09B11.9a CE38393 uso-1 - - 2 1.96E-05
K09B11.9b CE39750 uso-1 - - 2 2.11E-05
K09F5.2 CE04746 vit-1 36 1.5E-03 243 1.39E-03
K09H11.1 CE21068 2 1.4E-04 5 4.68E-05
K10B2.2a CE02009 - - 1 1.96E-05
K10B2.2b CE33418 - - 1 4.54E-05
K10B3.10 CE07373 spc-1 2 5.7E-05 71 2.70E-04
K10B3.7 CE07370 gpd-3 2 4.0E-04 26 7.03E-04
K10B3.8 CE07371 gpd-2 2 4.0E-04 26 7.03E-04
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1-step MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
K10C2.1 CE37128 - - 4 1.59E-05
K10C2.3 CE04749 - - 3 6.75E-05
K10C2.4 CE04750 fah-1 - - 2 4.41E-05
K10C3.6a CE12084 nhr-49 - - 1 1.93E-05
K10C3.6b CE28943 nhr-49 - - 1 1.94E-05
K10C3.6c CE32693 nhr-49 - - 1 1.84E-05
K10C3.6d CE32694 nhr-49 - - 1 1.90E-05
K10D2.3 CE02015 cid-1 - - 3 1.94E-05
K10H10.2 CE16252 - - 2 5.48E-05
K11B4.1 CE29597 - - 2 4.35E-05
K11C4.3a CE28604 unc-70 - - 45 1.84E-04
K11C4.3b CE30159 unc-70 - - 45 1.80E-04
K11C4.5 CE41827 unc-68 - - 5 8.87E-06
K11C4.5b CE43332 unc-68 - - 5 8.83E-06
K11D12.13 CE38853 - - 1 4.91E-05
K11D9.2a CE18884 sca-1 - - 13 1.13E-04
K11D9.2b CE18885 sca-1 - - 13 1.19E-04
K11D9.2c CE41682 sca-1 - - 11 1.09E-04
K11E8.1a CE42693 unc-43 - - 1 4.01E-05
K11E8.1c CE28053 unc-43 - - 1 1.28E-05
K11E8.1d CE28054 unc-43 - - 1 1.91E-05
K11E8.1e CE28055 unc-43 - - 1 1.73E-05
K11E8.1f CE28056 unc-43 - - 1 1.78E-05
K11E8.1g CE28057 unc-43 - - 1 1.77E-05
K11E8.1h CE28058 unc-43 - - 1 1.62E-05
K11E8.1i CE28059 unc-43 - - 1 2.64E-05
K11E8.1m CE35590 unc-43 - - 1 2.99E-05
K11E8.1n CE40979 unc-43 - - 1 4.29E-05
K11E8.1o CE41430 unc-43 - - 1 3.43E-05
K11E8.1p CE42670 unc-43 - - 1 4.27E-05
K11G12.5 CE02827 - - 1 3.18E-05
K11H12.1 CE12146 - - 1 8.54E-05
K11H12.2 CE12148 rpl-15 - - 30 1.36E-03
K11H3.1a CE31850 gpdh-2 - - 3 7.46E-05
K11H3.1b CE31851 gpdh-2 - - 3 7.06E-05
K11H3.1d CE41432 gpdh-2 - - 3 7.69E-05
K11H3.3 CE00474 - - 4 1.18E-04
K12B6.1 CE12164 sago-1 - - 2 2.09E-05
K12D12.1 CE06184 top-2 3 1.4E-04 11 6.68E-05
K12D12.2 CE02271 npp-3 - - 2 1.09E-05
K12F2.1 CE34936 myo-3 - - 41 1.92E-04
K12G11.3 CE12212 sodh-1 - - 5 1.32E-04
K12H4.3 CE00268 - - 3 7.86E-05
K12H4.7a CE32696 1 1.3E-04 5 9.05E-05
K12H4.7b CE32697 1 1.5E-04 5 9.75E-05
K12H4.8 CE25057 dcr-1 - - 3 1.50E-05
LLC1.3 CE31971 2 2.8E-04 17 3.17E-04
M01D7.7a CE12272 egl-30 - - 2 5.20E-05
M01D7.7b CE30556 egl-30 - - 2 6.09E-05
M01E11.4c CE37032 pqn-52 - - 1 1.70E-05
M01E11.5 CE12296 cey-3 1 2.6E-04 4 1.39E-04
M01E11.7a CE28612 tag-163 - - 1 8.30E-06
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1-step MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
M01E11.7b CE12302 tag-163 - - 1 2.21E-05
M01E11.7c CE28613 tag-163 - - 1 9.72E-06
M01F1.2 CE01030 rpl-16 13 4.4E-03 28 1.28E-03
M02D8.1 CE04757 - - 1 4.68E-05
M02D8.4a CE04760 - - 6 9.76E-05
M02D8.4b CE31201 - - 3 5.95E-05
M02D8.4c CE37263 - - 5 8.57E-05
M03A8.1 CE04770 dhs-28 2 3.1E-04 5 1.06E-04
M03A8.4 CE34940 gei-15 - - 1 2.10E-05
M03B6.2 CE12336 - - 1 1.55E-05
M03C11.4 CE44358 tag-235 - - 1 2.24E-05
M03C11.5 CE43540 ymel-1 - - 3 3.83E-05
M03F4.2a CE12358 act-4 45 8.2E-03 1367 3.35E-02
M03F4.2b CE28620 act-4 41 8.5E-03 1302 3.62E-02
M03F4.2c CE37134 act-4 45 8.5E-03 1366 3.48E-02
M03F4.7a CE12368 calu-1 - - 5 1.47E-04
M03F4.7b CE34060 calu-1 - - 1 1.01E-04
M03F8.3a CE28622 - - 3 3.72E-05
M03F8.3b CE41919 - - 3 3.71E-05
M04F3.1 CE12414 rpa-2 - - 1 3.20E-05
M05D6.2 CE43430 - - 1 1.77E-05
M106.1 CE18083 mix-1 28 1.5E-03 303 2.25E-03
M106.4a CE18084 - - 6 6.99E-05
M106.4b CE35897 - - 6 6.97E-05
M106.4c CE40394 - - 6 7.81E-05
M106.5 CE01608 cap-2 - - 27 9.23E-04
M110.4a CE02277 ifg-1 - - 3 2.39E-05
M110.4b CE35745 ifg-1 - - 3 2.40E-05
M110.4c CE42917 ifg-1 - - 3 2.66E-05
M117.2 CE06200 par-5 9 2.5E-03 119 4.43E-03
M117.3 CE06201 - - 1 7.38E-05
M151.1 CE36880 - - 1 2.30E-05
M153.1 CE03511 - - 1 3.31E-05
M163.3 CE12450 his-24 1 3.3E-04 - -
M176.2 CE18087 - - 2 3.77E-05
M176.3 CE12464 - - 1 5.46E-05
M18.5 CE23880 ddb-1 - - 2 1.63E-05
M18.7a CE06198 aly-3 - - 1 3.84E-05
M28.5 CE02283 1 5.4E-04 7 5.05E-04
M7.1 CE03482 let-70 1 4.7E-04 1 6.28E-05
M7.2 CE23882 klc-1 - - 1 1.79E-05
M88.1 CE01036 ugt-62 - - 2 3.47E-05
M88.5a CE33678 - - 3 3.34E-05
M88.5b CE37033 - - 3 3.93E-05
MTCE.21 CE35348 ctb-1 - - 1 2.49E-05
MTCE.31 CE35351 - - 1 3.99E-05
PAR2.1 CE00768 mtss-1 1 4.0E-04 3 1.63E-04
R01B10.1a CE25962 cpi-2 - - 2 1.29E-04
R01E6.3a CE29433 cah-4 5 1.2E-03 933 3.07E-02
R01E6.3b CE29434 cah-4 5 1.5E-03 933 3.66E-02
R01H2.6 CE25067 ubc-18 - - 3 1.81E-04
R02D3.1 CE18095 - - 4 3.95E-05
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1-step MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
R03D7.1 CE01609 - - 2 1.48E-05
R03D7.6 CE01613 gst-5 1 3.3E-04 - -
R03G5.1a CE01270 eft-4 45 6.7E-03 247 4.92E-03
R03G5.1b CE33153 eft-4 21 1.9E-02 3 3.59E-04
R03G5.1c CE33154 eft-4 22 5.7E-03 107 3.70E-03
R03G5.1d CE33155 eft-4 42 6.7E-03 164 3.53E-03
R03G5.2 CE31210 sek-1 1 2.0E-04 49 1.35E-03
R04A9.4 CE04791 ife-2 - - 1 4.05E-05
R04F11.2 CE06233 4 2.6E-03 3 2.59E-04
R05C11.3 CE28747 mca-2 - - 3 2.39E-05
R05D11.8 CE06243 edc-3 - - 1 1.63E-05
R05D3.7 CE26945 unc-116 - - 7 7.92E-05
R05D3.9 CE31049 - - 2 2.86E-05
R05D8.8 CE23899 dhs-14 - - 1 3.31E-05
R05F9.10 CE04813 sgt-1 1 2.0E-04 - -
R05F9.12 CE31976 - - 3 2.90E-05
R05F9.13 CE02806 msp-31 1 5.4E-04 3 2.18E-04
R05F9.3 CE04805 msp-32 1 3.6E-04 3 1.46E-04
R05F9.6 CE04809 - - 2 3.25E-05
R05F9.8 CE04811 msp-33 1 5.4E-04 3 2.18E-04
R05G6.7 CE29443 4 9.7E-04 22 7.17E-04
R05H10.3a CE25970 - - 2 3.12E-05
R05H10.3b CE37034 - - 1 1.83E-05
R05H5.3 CE02290 2 9.2E-04 - -
R06A10.2 CE21115 gsa-1 - - 1 2.46E-05
R06A4.4a CE18111 imb-2 - - 3 3.13E-05
R06A4.4b CE18112 imb-2 - - 1 2.20E-05
R06A4.7 CE28067 mes-2 - - 5 5.97E-05
R06A4.8 CE18115 - - 3 1.89E-05
R06B10.3 CE26979 clec-150 - - 2 5.10E-05
R06C1.4 CE18119 1 8.2E-04 - -
R06C7.1 CE06244 - - 4 3.91E-05
R06C7.10 CE06253 let-75 1 3.5E-05 46 2.19E-04
R06C7.3 CE30293 dhp-1 - - 2 3.77E-05
R06C7.8 CE06251 bub-1 - - 2 1.87E-05
R06F6.1 CE01616 cdl-1 - - 3 7.54E-05
R06F6.5a CE01621 npp-19 - - 1 2.44E-05
R06F6.5b CE18121 npp-19 - - 1 2.42E-05
R06F6.9 CE01625 ech-4 - - 1 2.40E-05
R07B1.4 CE30562 gst-36 - - 1 4.39E-05
R07E4.6a CE39609 kin-2 - - 4 1.01E-04
R07E4.6b CE28749 kin-2 - - 3 8.29E-05
R07E4.6c CE04821 kin-2 - - 4 9.81E-05
R07E5.10a CE18125 pdcd-2 - - 1 2.39E-05
R07E5.14 CE01044 rnp-4 - - 7 4.55E-04
R07E5.2 CE00657 prdx-3 - - 6 2.45E-04
R07E5.3 CE01045 snfc-5 - - 3 7.26E-05
R07G3.3a CE37543 npp-21 1 3.5E-05 3 1.40E-05
R07G3.3b CE37544 npp-21 1 3.5E-05 3 1.39E-05
R07G3.3c CE40208 npp-21 - - 3 2.10E-05
R07G3.5 CE31979 pgam-5 1 2.4E-04 12 3.90E-04
R07H5.8 CE12564 - - 15 4.05E-04
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1-step MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
R08C7.3 CE07426 htz-1 5 2.5E-03 3 1.98E-04
R08D7.3 CE00291 eif-3.D - - 1 1.62E-05
R08E5.3 CE12576 - - 2 5.06E-05
R09A8.3 CE03539 tag-147 - - 4 4.52E-05
R09B3.3 CE16308 2 1.6E-03 2 2.17E-04
R09B3.4 CE16309 ubc-12 - - 1 5.13E-05
R09B3.5 CE16310 mag-1 - - 2 1.21E-04
R09E10.7 CE37845 pqn-55 - - 2 1.07E-05
R09E12.3 CE12646 sti-1 - - 1 2.88E-05
R09H10.5 CE43445 - - 12 6.83E-05
R107.4a CE31817 kke-1 - - 1 1.22E-05
R107.4b CE31818 kke-1 - - 1 1.13E-05
R107.4c CE31819 kke-1 - - 1 1.13E-05
R107.4d CE37846 kke-1 - - 1 1.13E-05
R107.6 CE37546 cls-2 - - 1 9.05E-06
R107.7 CE00302 gst-1 - - 4 1.77E-04
R10E11.8 CE06291 vha-1 - - 1 5.46E-05
R10E12.1a CE25075 alx-1 - - 1 1.07E-05
R10E12.1b CE00310 alx-1 - - 1 1.05E-05
R10E12.1c CE31853 alx-1 - - 1 1.09E-05
R10E4.1 CE03555 - - 2 4.89E-05
R10E4.2a CE18908 tag-310 - - 3 7.75E-05
R10E4.2b CE18909 tag-310 - - 2 4.51E-05
R10E9.1 CE29337 msi-1 - - 1 2.88E-05
R119.7 CE18161 rnp-8 - - 1 1.58E-05
R11A5.4a CE12728 1 1.0E-04 38 5.36E-04
R11A5.4b CE36358 1 1.2E-04 32 5.07E-04
R11A5.4c CE36359 1 1.2E-04 37 5.82E-04
R11A5.4d CE36360 1 1.1E-04 38 5.67E-04
R11A8.6 CE06304 irs-1 1 6.0E-05 15 1.21E-04
R11D1.8 CE06313 rpl-28 8 4.4E-03 10 7.32E-04
R11G1.4a CE39615 sax-1 - - 10 1.94E-04
R11G1.4b CE39616 sax-1 - - 10 1.95E-04
R11H6.1 CE12770 pes-9 1 1.5E-04 9 1.76E-04
R12C12.1a CE02846 2 1.4E-04 12 1.13E-04
R12C12.1b CE33434 - - 2 4.16E-05
R12C12.2 CE02847 ran-5 - - 2 5.43E-05
R12E2.13 CE18145 - - 4 1.79E-04
R12E2.3 CE18135 rpn-8 - - 5 1.27E-04
R12H7.2 CE03567 asp-4 - - 8 1.66E-04
R13A5.12 CE21123 lpd-7 - - 10 1.74E-04
R13A5.8 CE01380 rpl-9 6 2.2E-03 18 8.79E-04
R13F6.10 CE31579 cra-1 - - 4 3.85E-05
R13G10.1 CE01052 dpy-27 - - 26 1.63E-04
R13H4.2a CE21124 - - 5 2.05E-04
R13H9.2 CE06798 msp-57 1 5.4E-04 3 2.18E-04
R13H9.4 CE02806 msp-53 1 5.4E-04 3 2.18E-04
R144.7a CE39272 larp-1 - - 5 5.31E-05
R144.7b CE31582 larp-1 - - 5 4.33E-05
R148.3a CE28640 - - 4 3.31E-05
R148.3b CE32710 - - 4 3.27E-05
R151.3 CE00744 rpl-6 27 8.5E-03 98 4.17E-03
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1-step MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
R151.9 CE00827 pfd-5 - - 1 6.07E-05
R166.4 CE03583 pro-1 - - 1 1.74E-05
R31.1a CE41581 sma-1 - - 21 4.65E-05
R31.1b CE27773 sma-1 - - 21 4.77E-05
R53.1a CE02303 - - 1 1.78E-05
R53.1b CE38215 - - 1 1.81E-05
R53.4 CE03574 - - 3 1.81E-04
R74.1 CE16317 lrs-1 - - 23 1.79E-04
T01B11.4 CE12898 ant-1.4 1 2.2E-04 104 3.07E-03
T01B7.5a CE23934 - - 3 6.80E-05
T01B7.6 CE43423 - - 1 1.18E-05
T01C3.10 CE42227 nmr-2 - - 1 9.31E-06
T01C3.6 CE12918 rps-16 11 5.2E-03 30 1.92E-03
T01C3.7 CE12920 fib-1 8 1.6E-03 33 8.65E-04
T01C8.5 CE07462 - - 5 1.13E-04
T01D1.2a CE12942 etr-1 - - 1 1.58E-05
T01D1.2b CE41582 etr-1 - - 1 2.62E-05
T01D1.2c CE33441 etr-1 - - 1 6.36E-05
T01D1.2d CE41583 etr-1 - - 1 1.72E-05
T01D1.2e CE41584 etr-1 - - 1 1.57E-05
T01D1.2f CE41585 etr-1 - - 1 1.57E-05
T01D1.2g CE41586 etr-1 - - 1 1.80E-05
T01D1.4 CE12948 - - 3 1.74E-04
T01D3.6a CE12964 - - 2 1.99E-05
T01D3.6b CE18164 - - 2 2.02E-05
T01G1.3 CE16320 - - 5 4.26E-05
T01G9.5a CE06342 mei-1 - - 2 3.91E-05
T01G9.5b CE32479 mei-1 - - 2 3.88E-05
T01G9.6a CE18168 kin-10 - - 63 2.48E-03
T01G9.6b CE06343 kin-10 - - 62 2.43E-03
T01H3.4 CE03598 - - 1 1.90E-05
T02C12.1 CE01061 hum-5 - - 19 1.72E-04
T02G5.4 CE04856 1 1.5E-04 2 4.01E-05
T02G5.8 CE29990 kat-1 1 1.7E-04 5 1.13E-04
T02G5.9a CE04861 krs-1 5 6.0E-04 19 3.06E-04
T02G5.9b CE28247 krs-1 5 5.8E-04 19 2.94E-04
T02G5.9c CE38540 krs-1 5 6.7E-04 16 2.87E-04
T02H6.11 CE21147 - - 3 2.13E-04
T02H6.1b CE41926 - - 1 1.78E-05
T02H6.2 CE36887 thoc-1 - - 1 1.39E-05
T03E6.7 CE16333 cpl-1 - - 18 4.93E-04
T03F1.3 CE13100 pgk-1 2 3.3E-04 4 8.85E-05
T03F1.5 CE13104 gsp-4 - - 1 3.02E-05
T04A11.1 CE13122 - - 1 2.87E-05
T04A11.4 CE13122 - - 1 2.87E-05
T04A8.5 CE01074 - - 1 1.92E-05
T04A8.7a CE01076 - - 4 5.42E-05
T04A8.7b CE33539 - - 3 4.57E-05
T04A8.9 CE01078 dnj-18 - - 4 1.48E-04
T04B8.5a CE18193 - - 1 9.69E-06
T04B8.5b CE37041 - - 1 9.83E-06
T04B8.5c CE39764 - - 1 1.10E-05
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Biological Replica 1 Biological Replica 2
T04C12.4 CE13148 act-3 45 8.2E-03 1286 3.16E-02
T04C12.5 CE13150 act-2 42 7.7E-03 1221 3.00E-02
T04C12.6 CE13148 act-1 45 8.2E-03 1286 3.16E-02
T04C9.4a CE31589 mlp-1 - - 1 9.71E-05
T04C9.4b CE31590 mlp-1 - - 2 1.63E-04
T04C9.4c CE31591 mlp-1 - - 2 1.02E-04
T04D1.3a CE37042 unc-57 - - 1 2.45E-05
T04D1.3b CE39765 unc-57 - - 1 9.05E-05
T04D1.3c CE41009 unc-57 - - 1 2.43E-05
T04D1.3d CE42509 unc-57 - - 1 2.42E-05
T04D1.4 CE41928 tag-192 - - 2 6.22E-06
T04F3.1 CE43074 - - 3 8.00E-06
T04F8.1 CE03614 sfxn-1.5 - - 1 2.85E-05
T04G9.5 CE04886 trap-2 - - 1 4.91E-05
T05B11.3 CE13219 clic-1 1 3.0E-04 2 8.16E-05
T05C12.7 CE02319 cct-1 3 3.7E-04 12 2.02E-04
T05C3.5 CE13229 dnj-19 - - 16 3.36E-04
T05D4.1 CE16341 aldo-1 1 1.9E-04 6 1.52E-04
T05E11.1 CE06360 rps-5 15 4.9E-03 31 1.36E-03
T05E11.3 CE06362 1 9.0E-05 19 2.31E-04
T05E12.6a CE32485 - - 1 1.91E-05
T05F1.1a CE13267 nra-2 - - 7 1.16E-04
T05F1.1b CE41012 nra-2 - - 7 1.15E-04
T05F1.3 CE13265 rps-19 4 1.9E-03 10 6.32E-04
T05F1.6 CE36405 hsr-9 - - 1 7.92E-06
T05G5.10 CE37787 iff-1 - - 8 3.78E-04
T05G5.3 CE00315 cdk-1 - - 3 8.34E-05
T05G5.6 CE00318 ech-6 3 7.1E-04 18 5.77E-04
T05G5.7 CE00319 rmd-1 - - 2 6.30E-05
T05G5.9a CE34088 - - 1 1.40E-05
T05G5.9b CE34089 - - 1 1.40E-05
T05H10.1 CE32928 - - 2 1.39E-05
T05H10.6a CE01643 1 1.7E-04 5 1.16E-04
T05H10.6b CE32929 1 1.7E-04 5 1.11E-04
T05H4.10 CE27439 - - 2 3.88E-05
T05H4.12 CE13291 atp-4 - - 7 5.01E-04
T05H4.13a CE27441 alh-4 - - 2 3.74E-05
T05H4.13b CE30827 alh-4 - - 2 3.74E-05
T05H4.13c CE33307 alh-4 - - 2 3.74E-05
T05H4.6 CE27442 - - 1 1.65E-05
T06A10.1 CE41449 mel-46 - - 3 2.84E-05
T06C12.7 CE16357 nhr-84 - - 1 2.22E-05
T06D8.1a CE41013 - - 3 7.44E-06
T06D8.1b CE41014 - - 3 7.58E-06
T06D8.8 CE02329 rpn-9 - - 10 2.38E-04
T06E6.1 CE13313 - - 2 4.28E-05
T07A9.11 CE40119 rps-24 - - 8 5.63E-04
T07A9.6 CE26385 daf-18 - - 4 3.84E-05
T07A9.8 CE17217 - - 1 2.69E-05
T07A9.9a CE17218 - - 15 2.03E-04
T07A9.9b CE31600 - - 15 2.19E-04
T07D1.2 CE29467 - - 1 2.14E-05
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1-step MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
T07D3.7a CE32063 alg-2 1 7.5E-05 3 3.04E-05
T07D3.7b CE13367 alg-2 1 7.7E-05 3 3.11E-05
T07D4.4a CE18219 ddx-19 - - 2 1.81E-05
T07D4.4b CE18220 ddx-19 - - 2 2.89E-05
T07D4.4c CE18221 ddx-19 - - 2 3.01E-05
T07D4.4d CE43387 ddx-19 - - 2 3.04E-05
T07D4.4e CE43315 ddx-19 - - 2 3.71E-05
T08A11.1 CE16370 4 1.5E-04 127 6.26E-04
T08A11.2 CE03641 - - 6 4.19E-05
T08A9.11b CE41838 - - 1 6.41E-05
T08B2.10 CE26948 rps-17 3 1.6E-03 17 1.21E-03
T08B2.7a CE13431 3 2.6E-04 12 1.42E-04
T08B2.7b CE26950 3 2.7E-04 12 1.47E-04
T08B2.7c CE30299 3 3.0E-04 11 1.46E-04
T08B2.8 CE13433 - - 1 5.80E-05
T08G11.1a CE13443 - - 10 2.87E-05
T08G11.1b CE30353 - - 9 2.61E-05
T08G11.4a CE23958 - - 1 1.63E-05
T08G11.4b CE13449 - - 1 1.86E-05
T08G2.3 CE07473 acdh-10 1 1.6E-04 2 4.42E-05
T08H10.1 CE17230 1 2.1E-04 7 1.94E-04
T08H4.1 CE04926 rhgf-2 - - 2 2.14E-05
T09B4.5a CE13465 - - 1 2.82E-05
T09B4.8 CE33176 - - 3 6.23E-05
T09B4.9 CE13473 - - 7 1.52E-04
T09E8.2 CE13489 him-17 - - 1 9.67E-06
T09F3.3 CE02343 gpd-1 1 2.0E-04 13 3.52E-04
T10B10.2 CE23962 ucr-2.2 - - 4 8.74E-05
T10B11.2 CE18241 - - 1 1.68E-05
T10B5.5a CE28255 cct-7 3 3.8E-04 14 2.41E-04
T10B5.5b CE33316 cct-7 - - 11 2.23E-04
T10C6.11 CE16386 his-4 3 1.5E-03 11 7.20E-04
T10C6.12 CE04501 his-3 22 1.2E-02 5 3.63E-04
T10C6.13 CE03253 his-2 5 2.5E-03 12 8.14E-04
T10C6.14 CE03252 his-1 12 8.0E-03 34 3.05E-03
T10E9.7a CE37406 nuo-2 - - 3 6.22E-05
T10E9.7b CE33179 nuo-2 - - 3 1.03E-04
T10F2.1a CE29472 grs-1 - - 6 7.46E-05
T10F2.1b CE32719 grs-1 - - 6 8.16E-05
T10F2.2 CE02041 - - 5 1.53E-04
T10F2.4 CE38104 1 1.4E-04 18 3.38E-04
T10G3.3 CE37988 - - 1 3.11E-05
T11A5.6 CE28256 - - 1 1.28E-05
T11F8.3 CE22368 rme-2 - - 2 1.99E-05
T11G6.8 CE33830 - - 1 2.26E-05
T12A2.2 CE01395 - - 1 1.22E-05
T12A2.7 CE30396 - - 2 7.75E-05
T12D8.10 CE37144 - - 5 4.71E-04
T12D8.3 CE37145 acbp-5 - - 4 1.35E-04
T12D8.6 CE16403 - - 5 3.25E-04
T12D8.8 CE16405 - - 6 1.31E-04
T12E12.4a CE30172 drp-1 - - 5 6.54E-05
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1-step MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
T12E12.4b CE30173 drp-1 - - 5 6.48E-05
T12F5.3 CE29052 glh-4 - - 1 7.98E-06
T12G3.1 CE37554 - - 1 1.33E-05
T13A10.11a CE30175 sams-5 - - 18 4.11E-04
T13A10.11b CE31726 sams-5 - - 14 3.66E-04
T13B5.3 CE13607 pho-14 - - 2 4.19E-05
T13C5.5 CE04946 bca-1 - - 1 3.42E-05
T13F2.1 CE25113 fat-4 - - 3 6.19E-05
T13F2.10 CE09861 msp-79 1 5.4E-04 3 2.18E-04
T13F2.11 CE13638 msp-78 1 5.4E-04 2 1.45E-04
T13F2.8 CE13633 cav-1 - - 2 7.85E-05
T13H5.4 CE23981 - - 5 9.23E-05
T14D7.1 CE23985 - - 1 2.28E-05
T14F9.1 CE07497 vha-15 - - 14 2.75E-04
T14F9.3 CE07499 hex-1 - - 1 1.66E-05
T14G10.5a CE06451 - - 6 6.36E-05
T14G10.5b CE39281 - - 6 6.27E-05
T14G11.3 CE33696 immt-1 - - 5 6.79E-05
T14G12.3 CE04964 tag-18 - - 1 4.59E-05
T14G8.1 CE03657 chd-3 - - 5 2.58E-05
T15H9.7a CE01664 dnj-20 - - 6 1.56E-04
T15H9.7b CE30689 dnj-20 - - 4 4.50E-04
T16G1.9 CE20079 - - 2 1.95E-05
T16G12.1 CE36716 - - 9 4.39E-05
T17E9.2a CE01406 nmt-1 - - 4 8.20E-05
T17E9.2b CE28669 nmt-1 - - 4 8.16E-05
T17E9.2c CE31611 nmt-1 - - 3 6.87E-05
T18D3.4 CE31619 myo-2 1 3.5E-05 46 2.18E-04
T18H9.2a CE33320 asp-2 1 1.1E-04 9 1.31E-04
T18H9.2b CE33321 asp-2 1 1.6E-04 9 1.94E-04
T19A6.2a CE32493 ngp-1 - - 1 1.42E-05
T19A6.2b CE32494 ngp-1 - - 1 1.56E-05
T19A6.2c CE38417 ngp-1 - - 1 1.51E-05
T19B10.2 CE16413 - - 2 5.01E-05
T19B10.4a CE16414 pqn-70 - - 1 3.80E-05
T19B4.3 CE13740 - - 1 4.99E-05
T19B4.5 CE13744 13 2.2E-03 139 3.21E-03
T19D12.1 CE28677 - - 5 2.50E-05
T19D12.2a CE33453 - - 4 6.05E-05
T19D12.2b CE33454 - - 4 8.74E-05
T19D12.2c CE33455 - - 4 7.15E-05
T19H12.2 CE13754 - - 1 4.10E-05
T20B12.3 CE01409 - - 2 3.66E-05
T20B12.7 CE01413 - - 1 3.88E-05
T20B5.1 CE28680 apa-2 - - 1 9.97E-06
T20D3.11a CE40661 - - 1 5.01E-06
T20D3.11b CE43463 - - 1 4.94E-06
T20D3.2 CE03671 - - 3 1.18E-04
T20F5.2 CE13818 pbs-4 1 3.4E-04 4 1.83E-04
T20F5.6 CE28685 - - 3 3.49E-05
T20F7.6 CE29350 - - 2 4.36E-05
T20G5.1 CE00480 chc-1 - - 80 4.39E-04
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1-step MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
T20G5.2 CE00513 cts-1 1 1.5E-04 17 3.35E-04
T20H4.3a CE00748 prs-1 - - 4 6.35E-05
T20H4.3b CE37410 prs-1 - - 3 6.10E-05
T21B10.2a CE03684 enol-1 5 7.9E-04 38 8.08E-04
T21B10.2b CE32730 enol-1 4 8.1E-04 37 1.01E-03
T21B10.2c CE36954 enol-1 5 7.4E-04 38 7.54E-04
T21B10.3 CE23993 - - 7 5.52E-05
T21B10.7 CE16437 cct-2 4 5.2E-04 8 1.40E-04
T21C12.2 CE02347 hpd-1 - - 6 1.41E-04
T21C9.12 CE06481 scpl-4 - - 2 4.08E-05
T21E12.4 CE23997 dhc-1 - - 50 1.01E-04
T21E3.3 CE42650 lrp-2 - - 1 1.90E-06
T21F4.1 CE33700 - - 1 2.82E-05
T21G5.3 CE25121 glh-1 - - 13 1.57E-04
T22A3.8 CE31067 lam-3 - - 2 5.95E-06
T22B11.5 CE28486 1 6.7E-05 24 2.15E-04
T22B7.7 CE13952 - - 1 2.35E-05
T22D1.10 CE17254 ruvb-2 1 1.5E-04 2 4.12E-05
T22D1.3a CE30188 - - 3 5.18E-05
T22D1.3b CE33940 - - 3 5.99E-05
T22D1.4 CE33704 - - 4 6.30E-05
T22D1.9 CE17253 rpn-1 2 1.4E-04 25 2.35E-04
T22E5.5 CE04994 mup-2 - - 8 1.82E-04
T22F3.3a CE24003 2 1.6E-04 10 1.05E-04
T22F3.3b CE20769 2 1.6E-04 10 1.09E-04
T22F3.4 CE13968 rpl-11.1 5 1.8E-03 12 5.65E-04
T22H6.2a CE03697 alh-13 - - 5 5.77E-05
T22H6.2b CE26824 alh-13 - - 4 4.60E-05
T23B12.3 CE14030 - - 3 1.05E-04
T23B5.1a CE18281 prmt-3 - - 2 2.71E-05
T23B5.1b CE39779 prmt-3 - - 2 5.32E-05
T23B5.1c CE39780 prmt-3 - - 1 4.21E-05
T23C6.5 CE35783 - - 1 2.55E-05
T23D8.4 CE18958 eif-3.C - - 8 8.22E-05
T23D8.5 CE03252 his-67 12 8.0E-03 34 3.05E-03
T23D8.6 CE04501 his-68 22 1.2E-02 5 3.63E-04
T23E7.2a CE14064 1 7.4E-05 - -
T23E7.2b CE14066 1 7.8E-05 - -
T23E7.2e CE31244 1 7.6E-05 4 4.06E-05
T23F11.1 CE24009 - - 2 5.18E-05
T23F6.4 CE18963 rbd-1 - - 1 1.06E-05
T23G11.3 CE14096 gld-1 - - 3 5.98E-05
T23G5.1 CE00331 rnr-1 - - 5 5.85E-05
T23G7.4 CE03705 sec-5 - - 1 1.04E-05
T23H2.1 CE14106 npp-12 - - 7 3.50E-05
T23H2.5 CE14114 rab-10 - - 1 4.59E-05
T24B8.1a CE03709 rpl-32 4 2.0E-03 6 4.13E-04
T24B8.1b CE43313 rpl-32 4 3.4E-03 5 5.70E-04
T24B8.7a CE43334 - - 4 1.25E-05
T24B8.7b CE43363 - - 4 1.25E-05
T24C4.1 CE19592 ucr-2.3 - - 1 2.16E-05
T24F1.1 CE02361 raga-1 - - 2 5.91E-05
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1-step MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
T24F1.3a CE02363 - - 1 1.50E-05
T24F1.3b CE38227 - - 1 1.67E-05
T24H10.3 CE03728 dnj-23 - - 2 7.62E-05
T24H10.6 CE03731 dyrb-1 - - 1 9.71E-05
T25B6.2 CE14174 - - 1 1.16E-05
T25B9.9 CE06508 - - 2 3.81E-05
T25C12.3 CE40820 1 3.3E-05 51 2.24E-04
T25C8.2 CE16463 act-5 19 3.5E-03 154 3.79E-03
T25E12.5 CE16466 gyg-2 - - 8 2.46E-04
T25F10.6a CE07537 2 3.4E-04 28 6.36E-04
T25F10.6b CE37049 1 2.3E-04 21 6.44E-04
T25G12.5 CE18284 acdh-7 - - 2 4.48E-05
T25G3.4 CE14180 - - 2 2.56E-05
T26A5.3 CE00702 nduf-2.2 - - 8 1.56E-04
T26A5.9 CE00788 dlc-1 - - 5 5.18E-04
T26C12.1 CE26009 - - 2 2.88E-05
T26E3.7 CE14196 - - 5 4.35E-04
T27A1.4 CE14211 lgc-34 - - 1 2.37E-05
T27A10.7 CE37679 cgr-1 - - 4 9.64E-05
T27A3.2 CE30696 - - 3 3.51E-05
T27C4.4a CE21211 lin-40 - - 6 5.42E-05
T27C4.4b CE21212 lin-40 - - 6 6.36E-05
T27C4.4c CE33330 lin-40 - - 5 6.10E-05
T27C4.4d CE33331 lin-40 - - 6 6.36E-05
T27E4.2 CE14249 hsp-16.11 - - 1 6.36E-05
T27E4.8 CE14249 hsp-16.1 - - 1 6.36E-05
T27E7.1 CE16505 - - 1 4.08E-05
T27E9.1a CE14263 ant-1.1 3 6.9E-04 144 4.43E-03
T27E9.1b CE33843 ant-1.1 1 5.4E-04 53 3.82E-03
T27E9.1c CE33844 ant-1.1 2 6.6E-04 130 5.79E-03
T27E9.2 CE14265 - - 1 1.23E-04
T27E9.7 CE18971 abcf-2 - - 17 2.52E-04
T27F2.1 CE06519 skp-1 - - 5 8.62E-05
T28A11.21 CE32215 fbxa-64 - - 2 5.90E-05
T28C6.7a CE43462 - - 1 3.99E-06
T28C6.7b CE43852 - - 1 4.01E-06
T28D6.2 CE16521 tba-7 - - 21 4.36E-04
T28D6.6 CE24022 - - 1 2.52E-05
T28D9.10 CE02065 snr-3 1 5.4E-04 2 1.46E-04
T28F2.4a CE28497 - - 5 6.17E-05
T28H10.3 CE14367 - - 2 3.99E-05
T28H11.6 CE09149 ssp-11 - - 1 8.46E-05
VC5.3a CE21224 npa-1 - - 5 3.20E-05
VC5.3c CE36211 npa-1 - - 4 3.08E-05
VF13D12L.1 CE31076 - - 2 3.51E-05
VF13D12L.3 CE21229 - - 2 4.61E-05
VW02B12L.1 CE18980 vha-6 - - 2 2.13E-05
VW02B12L.3 CE18982 ebp-2 - - 1 3.09E-05
VW06B3R.1a CE20123 ucr-2.1 - - 3 6.75E-05
VW06B3R.1b CE26825 ucr-2.1 - - 3 6.53E-05
VZK822L.1 CE18302 fat-6 - - 4 1.09E-04
W01A11.4 CE14396 lec-10 - - 1 4.81E-05
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1-step MAP::KLE-2 Purification
Biological Replica 1 Biological Replica 2
W01A8.1a CE18303 mdt-28 - - 3 6.67E-05
W01A8.1b CE06531 mdt-28 - - 3 7.19E-05
W01A8.1c CE41705 mdt-28 - - 3 6.62E-05
W01B11.3 CE18307 nol-5 2 2.8E-04 25 4.74E-04
W01D2.1 CE18312 - - 2 2.01E-04
W01G7.3 CE18986 rpb-11 1 5.6E-04 - -
W02A11.1 CE18988 - - 2 5.91E-05
W02A11.4 CE40719 uba-2 - - 1 1.59E-05
W02A2.1 CE21231 fat-2 2 3.6E-04 7 1.72E-04
W02B9.1a CE25133 hmr-1 - - 1 7.54E-06
W02B9.1b CE30357 hmr-1 - - 1 3.16E-06
W02B9.1c CE42574 hmr-1 - - 1 7.87E-06
W02D3.1 CE14418 - - 2 1.31E-04
W02D3.11a CE26020 hrpf-1 - - 1 1.68E-05
W02D3.5 CE14426 bp-6 2 1.0E-03 2 1.37E-04
W02D3.6 CE14428 ant-1.2 - - 2 6.15E-05
W02F12.5 CE31083 9 1.3E-03 23 4.58E-04
W02H5.8 CE21240 - - 2 3.19E-05
W02H5.9 CE35796 - - 3 9.85E-05
W03D2.4 CE14512 pcn-1 1 2.6E-04 - -
W03F8.10 CE34385 - - 5 7.86E-05
W03F8.2 CE35040 - - 1 2.06E-05
W03F8.4 CE17274 - - 4 2.02E-04
W03F8.5 CE34386 lam-1 - - 8 6.92E-05
W03F9.1 CE21254 - - 1 2.03E-05
W03F9.10 CE14540 - - 3 4.60E-05
W03G9.4 CE14560 app-1 - - 1 1.50E-05
W03H9.4 CE20137 cacn-1 - - 1 1.38E-05
W04A4.5 CE25138 - - 1 8.61E-06
W04A8.7 CE42634 taf-1 - - 1 5.29E-06
W04C9.1 CE28355 haf-4 - - 2 2.34E-05
W04C9.2 CE18333 - - 4 3.62E-04
W04D2.1a CE06539 atn-1 - - 8 8.02E-05
W04D2.1b CE21256 atn-1 - - 8 8.26E-05
W05B10.1 CE06544 his-74 3 1.5E-03 1 6.78E-05
W05E7.3 CE34104 grd-13 - - 2 1.18E-04
W05F2.3 CE14616 - - 2 8.31E-05
W05G11.6a CE19610 - - 17 2.41E-04
W05G11.6b CE14634 - - 15 2.56E-04
W05G11.6c CE32740 - - 14 3.53E-04
W05G11.6d CE32741 - - 12 1.86E-04
W05H9.1 CE05036 - - 2 4.46E-05
W05H9.2 CE33720 - - 1 1.08E-05
W06A7.3a CE43007 ret-1 - - 2 7.32E-05
W06A7.3b CE14668 ret-1 - - 2 8.31E-05
W06A7.3c CE41709 ret-1 - - 5 1.40E-05
W06A7.3d CE35913 ret-1 - - 4 6.47E-05
W06A7.3e CE35914 ret-1 - - 2 9.05E-05
W06A7.3f CE41710 ret-1 - - 5 1.40E-05
W06A7.3g CE43037 ret-1 - - 4 7.47E-05
W06D4.1 CE29602 hgo-1 - - 4 8.44E-05
W06H3.1 CE36215 immt-2 1 1.0E-04 2 2.82E-05
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Biological Replica 1 Biological Replica 2
W06H3.3 CE29830 - - 6 8.24E-05
W06H8.1a CE25146 rme-1 - - 6 7.04E-05
W06H8.1b CE25147 rme-1 - - 6 6.63E-05
W06H8.1c CE25148 rme-1 - - 6 9.40E-05
W06H8.1d CE31086 rme-1 - - 6 9.61E-05
W06H8.1e CE30204 rme-1 - - 6 9.03E-05
W06H8.1f CE33335 rme-1 - - 6 9.97E-05
W06H8.8c CE36723 ttn-1 - - 3 8.61E-06
W06H8.8d CE36724 ttn-1 - - 12 1.05E-05
W06H8.8e CE36725 ttn-1 - - 16 7.96E-06
W06H8.8f CE36726 ttn-1 - - 15 7.47E-06
W06H8.8g CE36727 ttn-1 - - 15 7.46E-06
W07B3.2a CE17290 gei-4 - - 1 1.69E-05
W07B3.2b CE17291 gei-4 - - 1 1.62E-05
W07B3.2c CE34603 gei-4 - - 2 3.40E-05
W07B3.2d CE42180 gei-4 - - 2 3.39E-05
W07B3.2f CE37419 gei-4 - - 1 1.64E-05
W07E11.1 CE43278 - - 9 3.82E-05
W07E6.1 CE28259 nol-1 - - 8 1.11E-04
W07E6.4 CE17296 prp-21 - - 5 7.04E-05
W07G4.3 CE42738 - - 3 3.38E-05
W07G4.4 CE03794 - - 1 1.77E-05
W08D2.7 CE06562 mtr-4 - - 1 8.99E-06
W08E12.7 CE21275 2 3.5E-04 14 3.30E-04
W08E3.1 CE14704 snr-2 1 4.3E-04 3 1.73E-04
W08E3.2 CE26028 - - 3 4.74E-05
W08E3.3 CE14708 tag-210 - - 7 1.63E-04
W08G11.4 CE32003 pptr-1 - - 4 6.81E-05
W09B6.1a CE14734 pod-2 1 3.3E-05 14 6.29E-05
W09B6.1b CE36026 pod-2 - - 6 6.81E-05
W09C2.3a CE32951 mca-1 - - 1 7.37E-06
W09C2.3b CE25154 mca-1 - - 1 7.51E-06
W09C2.3c CE03800 mca-1 - - 1 7.39E-06
W09C3.6 CE14754 gsp-3 - - 1 3.02E-05
W09C5.1 CE20164 - - 2 7.12E-05
W09C5.6a CE20168 rpl-31 6 3.4E-03 14 1.06E-03
W09C5.6b CE20169 rpl-31 2 2.0E-03 7 9.23E-04
W09C5.8 CE20171 - - 2 1.05E-04
W09D10.3 CE16564 1 4.0E-04 - -
W09H1.6a CE16576 lec-1 - - 11 3.64E-04
W09H1.6b CE16577 lec-1 - - 11 3.56E-04
W10C6.1 CE43328 mat-2 - - 2 1.23E-05
W10C8.5 CE18353 1 1.7E-04 4 9.25E-05
W10D9.5 CE14794 - - 1 8.46E-05
W10G6.3 CE18354 mua-6 - - 8 1.27E-04
Y102A11A.5 CE26476 - - 1 6.99E-05
Y102A5A.1 CE20378 cand-1 - - 10 7.24E-05
Y104H12BR.1 CE43541 plst-1 - - 1 2.07E-05
Y104H12D.3 CE31632 - - 3 4.57E-05
Y105C5B.28a CE24078 gln-3 - - 3 7.13E-05
Y105C5B.28b CE39807 gln-3 - - 3 7.19E-05
Y105C5B.5 CE24081 1 5.4E-04 1 7.26E-05
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Y105E8A.16 CE29835 rps-20 3 1.8E-03 1 7.89E-05
Y105E8A.6 CE31857 unc-95 - - 1 2.64E-05
Y105E8A.9 CE29847 apg-1 - - 4 4.45E-05
Y105E8B.1a CE28782 lev-11 7 1.7E-03 11 3.57E-04
Y105E8B.1b CE36223 lev-11 6 2.1E-03 5 2.39E-04
Y105E8B.1c CE29059 lev-11 3 8.0E-04 5 1.80E-04
Y105E8B.1d CE29060 lev-11 7 1.7E-03 11 3.57E-04
Y105E8B.1e CE31733 lev-11 3 8.0E-04 5 1.80E-04
Y105E8B.1f CE36224 lev-11 - - 6 3.67E-04
Y105E8B.3 CE33542 riok-2 - - 2 3.49E-05
Y105E8B.4 CE24096 bath-40 - - 1 2.30E-05
Y105E8B.5 CE24099 - - 1 4.31E-05
Y106G6E.6 CE29604 csnk-1 - - 2 4.53E-05
Y106G6H.2a CE20412 pab-1 1 1.1E-04 20 2.86E-04
Y106G6H.2b CE36227 pab-1 1 1.2E-04 15 2.37E-04
Y106G6H.2c CE36228 pab-1 1 1.2E-04 15 2.36E-04
Y106G6H.3 CE20413 rpl-30 8 4.9E-03 21 1.71E-03
Y106G6H.7 CE32512 sec-8 - - 1 1.03E-05
Y108F1.1 CE27477 - - 1 3.88E-05
Y108G3AL.1 CE27593 cul-3 - - 1 1.19E-05
Y110A7A.12 CE23245 tag-300 - - 12 2.21E-04
Y110A7A.14 CE30307 pas-3 - - 2 7.38E-05
Y110A7A.16 CE28103 elpc-1 - - 1 7.38E-06
Y110A7A.17a CE23241 mat-1 - - 1 1.17E-05
Y110A7A.19 CE23238 - - 2 2.80E-05
Y110A7A.1a CE24117 hcp-6 12 4.8E-04 1082 5.79E-03
Y110A7A.1b CE28104 hcp-6 12 4.7E-04 1080 5.67E-03
Y110A7A.6a CE38000 - - 4 8.20E-05
Y110A7A.6b CE29606 - - 4 8.48E-05
Y111B2A.18 CE31089 rsp-3 - - 2 7.15E-05
Y111B2A.2 CE26622 - - 22 2.36E-03
Y111B2A.22 CE40241 ssl-1 - - 1 3.85E-06
Y111B2A.4a CE44299 - - 2 1.39E-05
Y113G7A.3 CE27230 sec-23 - - 1 1.12E-05
Y113G7B.17 CE23297 prmt-1 - - 5 1.33E-04
Y113G7B.23 CE25208 psa-1 - - 5 5.85E-05
Y116A8C.27 CE37421 - - 3 1.03E-04
Y116A8C.34 CE24152 cyn-13 - - 1 2.79E-05
Y116A8C.42 CE23346 snr-1 - - 7 4.75E-04
Y116F11B.12a CE26046 gly-4 - - 1 1.57E-05
Y116F11B.12b CE32074 gly-4 - - 1 2.04E-05
Y116F11B.12c CE44035 gly-4 - - 1 1.92E-05
Y119C1B.5 CE27234 - - 1 1.22E-05
Y119D3B.15 CE34396 dss-1 - - 9 1.01E-03
Y11D7A.10 CE20193 - - 1 1.32E-04
Y17G7B.17 CE35650 - - 1 3.15E-05
Y17G7B.3 CE19036 - - 2 7.10E-05
Y17G7B.5a CE19038 mcm-2 - - 6 6.28E-05
Y17G7B.7 CE19040 tpi-1 - - 3 1.12E-04
Y18D10A.17 CE21413 car-1 - - 3 8.14E-05
Y18D10A.19 CE21417 fkb-2 1 6.4E-04 - -
Y18D10A.20 CE21418 pfn-1 1 5.2E-04 2 1.40E-04
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Y18D10A.5 CE21401 gsk-3 - - 54 1.38E-03
Y18H1A.4 CE29367 - - 2 8.39E-05
Y19D10B.7 CE25224 - - 4 2.44E-04
Y19D2B.1 CE19055 - - 3 3.26E-04
Y22D7AL.10 CE27242 - - 3 2.56E-04
Y22D7AL.5a CE27244 hsp-60 15 1.8E-03 281 4.56E-03
Y22D7AL.5b CE42184 hsp-60 13 2.3E-03 125 3.02E-03
Y22F5A.4 CE16605 lys-1 - - 5 1.55E-04
Y22F5A.5 CE16606 lys-2 - - 1 3.31E-05
Y23H5A.3 CE18359 - - 1 3.01E-05
Y23H5B.5 CE40876 - - 3 4.93E-05
Y23H5B.6 CE25231 - - 1 1.26E-05
Y24D9A.4a CE27398 rpl-7A 24 6.2E-03 19 6.61E-04
Y24D9A.4c CE30401 rpl-7A 20 5.6E-03 19 7.15E-04
Y24D9A.8a CE28974 - - 1 2.89E-05
Y24D9A.8b CE30402 - - 1 5.59E-05
Y24F12A.2 CE24193 ragc-1 - - 2 5.46E-05
Y25C1A.13 CE21481 - - 1 3.11E-05
Y25C1A.5 CE21472 - - 19 1.81E-04
Y32G9A.8 CE31101 - - 1 3.03E-05
Y32H12A.4 CE28515 - - 2 9.56E-05
Y32H12A.8 CE42033 5 8.9E-05 400 9.59E-04
Y34B4A.6 CE30215 - - 4 1.60E-04
Y34B4A.9 CE27401 - - 3 1.23E-04
Y34D9A.10 CE39043 vps-4 - - 5 1.07E-04
Y34D9A.6 CE25238 glrx-10 - - 2 1.76E-04
Y37A1B.1a CE19070 lst-3 - - 2 1.51E-05
Y37A1B.1b CE33850 lst-3 - - 1 1.81E-05
Y37A1B.2b CE32245 lst-4 - - 1 1.56E-05
Y37A1B.2c CE32246 lst-4 - - 1 1.63E-05
Y37A1B.2d CE32247 lst-4 - - 1 1.64E-05
Y37A1B.5 CE19075 - - 9 1.76E-04
Y37B11A.3 CE33942 - - 1 2.72E-05
Y37D8A.1 CE20206 arx-5 - - 1 5.04E-05
Y37D8A.14 CE20218 cco-2 - - 2 1.06E-04
Y37D8A.18 CE20222 - - 1 5.91E-05
Y37D8A.19 CE20223 - - 4 3.65E-04
Y37D8A.22 CE31831 - - 1 2.01E-05
Y37E11AL.7 CE33852 map-1 - - 1 2.49E-05
Y37E11B.4 CE19614 taf-2 - - 1 8.50E-06
Y37E11B.5 CE19615 - - 1 1.67E-05
Y37E3.10 CE29373 - - 10 2.70E-04
Y37E3.11a CE26830 - - 1 2.49E-05
Y37E3.11b CE41945 - - 1 2.45E-05
Y37E3.15a CE26832 npp-13 - - 3 3.52E-05
Y37E3.15b CE30319 npp-13 - - 1 2.35E-05
Y37E3.17a CE30219 10 8.3E-04 85 9.45E-04
Y37E3.17b CE37062 10 8.2E-04 85 9.37E-04
Y37E3.3 CE26662 rpb-10 - - 4 5.51E-04
Y37E3.7 CE26658 rla-1 6 3.7E-03 95 7.90E-03
Y37E3.8a CE26774 3 1.4E-03 29 1.85E-03
Y37E3.8b CE26904 3 2.3E-03 28 2.94E-03
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Y37E3.9 CE26775 phb-1 1 2.5E-04 3 1.01E-04
Y37H2A.14 CE41178 - - 2 1.02E-04
Y38A10A.5 CE21562 crt-1 4 6.9E-04 10 2.34E-04
Y38A8.2 CE07571 pbs-3 1 3.4E-04 1 4.52E-05
Y38C1AA.2 CE33861 csn-3 - - 2 3.68E-05
Y38C9A.2 CE21577 cgp-1 - - 1 1.51E-05
Y38E10A.22 CE35653 - - 2 6.05E-05
Y38F1A.10a CE40478 max-2 - - 1 1.54E-05
Y38F1A.10b CE35656 max-2 - - 1 2.17E-05
Y38F1A.10c CE42477 max-2 - - 1 1.43E-05
Y38F1A.6 CE24222 1 1.5E-04 12 2.38E-04
Y38F1A.9 CE21614 oig-2 - - 4 3.42E-04
Y38F2AL.3a CE29997 vha-11 - - 5 1.20E-04
Y38F2AR.7 CE40155 ppgn-1 - - 1 1.24E-05
Y38H6C.1 CE19095 dct-16 1 7.6E-04 9 9.23E-04
Y39A1A.14 CE19133 - - 3 1.20E-04
Y39A1A.3 CE19121 - - 2 1.03E-04
Y39A1B.3 CE31734 dpy-28 - - 46 2.83E-04
Y39A1C.2 CE19147 oxi-1 - - 1 8.65E-06
Y39A1C.3 CE19148 cey-4 5 1.2E-03 16 5.02E-04
Y39A3CR.1a CE32964 smi-1 - - 1 3.63E-05
Y39A3CR.4 CE21655 ddp-1 - - 5 5.56E-04
Y39B6A.2 CE36619 pph-5 - - 1 1.86E-05
Y39B6A.20 CE21681 asp-1 1 1.7E-04 18 4.19E-04
Y39B6A.36 CE29873 - - 1 3.51E-05
Y39E4A.3a CE33866 - - 2 4.28E-05
Y39E4A.3b CE38987 - - 2 4.27E-05
Y39G10AR.14 CE21767 mcm-4 - - 8 8.97E-05
Y39G10AR.2 CE26992 zwl-1 - - 3 4.39E-05
Y39G10AR.20 CE28980 - - 1 8.31E-05
Y39G10AR.8 CE27254 - - 3 5.90E-05
Y39G10AR.9 CE28982 - - 1 2.30E-05
Y39G8B.1a CE21733 - - 1 2.92E-05
Y39G8B.1b CE24243 - - 1 2.92E-05
Y39G8C.1 CE42924 xrn-1 - - 1 5.80E-06
Y40B10A.1a CE26077 bp-9 1 4.5E-04 1 6.07E-05
Y40B10A.1b CE39188 bp-9 1 5.0E-04 1 6.73E-05
Y41D4A.4 CE21847 - - 2 3.18E-05
Y41D4A.5 CE39047 - - 2 3.93E-05
Y41D4B.19a CE27625 npp-8 - - 1 2.24E-05
Y41D4B.5 CE21842 rps-28 5 5.3E-03 3 4.26E-04
Y41E3.10a CE37568 9 2.3E-03 20 7.02E-04
Y41E3.10b CE40788 - - 2 4.19E-05
Y41E3.4 CE18372 ers-1 - - 30 3.52E-04
Y42G9A.4a CE29110 - - 2 3.04E-05
Y42G9A.4b CE37427 - - 2 3.01E-05
Y42G9A.4c CE37428 - - 1 1.91E-05
Y42G9A.4d CE37569 - - 2 3.59E-05
Y43B11AR.4 CE24278 rps-4 8 2.1E-03 131 4.67E-03
Y43F4B.4 CE16629 npp-18 1 1.9E-04 55 1.40E-03
Y43F4B.5a CE16630 - - 11 1.71E-04
Y43F4B.5b CE34117 - - 7 1.41E-04
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Y43F4B.7 CE30839 - - 1 2.03E-05
Y43F8B.1a CE32015 - - 2 5.97E-05
Y43F8B.1b CE32016 - - 2 5.91E-05
Y43F8B.1c CE39834 - - 2 7.10E-05
Y43F8B.1d CE43407 - - 2 2.60E-05
Y43F8B.2b CE21887 - - 1 3.78E-05
Y43F8C.13 CE21911 1 2.0E-04 3 8.19E-05
Y43H11AL.3 CE36034 pqn-85 - - 1 4.19E-06
Y44E3A.6a CE31372 - - 2 2.19E-05
Y44E3A.6b CE31373 - - 2 2.19E-05
Y45F10B.13a CE32022 - - 1 1.46E-05
Y45F10B.13b CE37429 - - 1 1.49E-05
Y45F10D.11a CE16649 lact-9 - - 1 2.27E-05
Y45F10D.12 CE16650 rpl-18 21 7.7E-03 77 3.78E-03
Y45F10D.4 CE16643 - - 1 6.03E-05
Y45F10D.7 CE44274 - - 5 4.99E-05
Y45G12B.1a CE21933 nuo-5 - - 5 6.33E-05
Y45G12B.1b CE42226 nuo-5 - - 1 2.64E-05
Y45G12B.1c CE33341 nuo-5 - - 5 7.28E-05
Y45G12B.3 CE28366 - - 2 4.26E-05
Y45G5AL.1a CE30008 - - 1 3.38E-05
Y45G5AL.1b CE30009 - - 1 3.35E-05
Y46E12BL.2 CE27472 - - 9 6.22E-05
Y46G5A.17 CE36414 cpt-1 - - 1 1.18E-05
Y46G5A.19a CE31114 - - 1 2.94E-05
Y46G5A.19b CE21997 - - 1 2.52E-05
Y46G5A.31 CE24302 gsy-1 - - 3 4.12E-05
Y46G5A.4 CE21971 - - 12 5.16E-05
Y46H3A.3 CE22002 hsp-16.2 - - 1 6.36E-05
Y47C4A.1 CE27477 - - 1 3.88E-05
Y47D3A.15 CE22044 aakb-2 - - 1 3.37E-05
Y47D3A.16 CE22045 rsks-1 - - 2 3.18E-05
Y47D3A.26 CE41472 smc-3 - - 7 5.36E-05
Y47D3A.26b CE37287 smc-3 - - 7 5.12E-05
Y47D3A.29a CE32262 - - 3 1.94E-05
Y47D3A.29b CE44057 - - 3 1.90E-05
Y47D3B.10 CE20261 dpy-18 1 1.2E-04 2 3.30E-05
Y47G6A.10 CE34400 spg-7 - - 4 4.72E-05
Y47G6A.11 CE28985 msh-6 - - 2 1.56E-05
Y47G6A.22 CE24368 - - 2 7.26E-05
Y47H9C.1 CE20262 - - 1 2.45E-05
Y47H9C.5a CE20265 dnj-27 - - 2 2.34E-05
Y47H9C.7 CE20267 - - 1 2.71E-05
Y48A6B.3 CE19186 - - 4 2.26E-04
Y48A6B.5 CE19188 exos-1 - - 2 8.87E-05
Y48B6A.1 CE22116 - - 8 1.10E-04
Y48B6A.12 CE22127 - - 2 2.98E-05
Y48B6A.14 CE29377 hmg-1.1 2 1.4E-03 - -
Y48B6A.2 CE22117 rpl-43 8 6.0E-03 58 5.88E-03
Y48C3A.20 CE24383 - - 1 1.89E-05
Y48E1A.1a CE22157 - - 5 2.66E-05
Y48E1B.7 CE43878 - - 2 2.64E-05
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Y48G1A.4 CE27000 - - 2 2.27E-05
Y48G1A.5 CE27001 xpo-2 - - 10 9.84E-05
Y48G1C.8 CE42916 - - 2 1.92E-05
Y48G8AL.5 CE30462 - - 2 2.89E-05
Y48G8AL.6 CE28367 smg-2 6 3.9E-04 108 9.32E-04
Y48G8AL.8a CE22195 rpl-17 6 2.2E-03 72 3.55E-03
Y48G8AL.8b CE30023 rpl-17 2 8.6E-04 70 4.06E-03
Y48G9A.3 CE42624 gcn-1 - - 23 7.92E-05
Y48G9A.8 CE27279 ppk-2 - - 4 9.20E-05
Y49A3A.2 CE22210 vha-13 3 3.4E-04 17 2.59E-04
Y49A3A.5 CE22213 cyn-1 - - 2 9.61E-05
Y49E10.1 CE22219 rpt-6 - - 8 1.77E-04
Y49E10.15 CE22230 snr-6 2 1.5E-03 2 2.05E-04
Y49E10.16 CE22231 - - 1 2.82E-05
Y49E10.4 CE22222 - - 1 2.12E-05
Y49E10.6 CE22223 his-72 3 1.5E-03 2 1.36E-04
Y50D7A.11 CE35098 - - 1 4.68E-05
Y50D7A.7 CE26144 ads-1 - - 4 6.18E-05
Y51A2D.7a CE38450 - - 2 1.87E-05
Y51A2D.7b CE38451 - - 4 3.49E-05
Y51H4A.12 CE40484 set-26 - - 2 1.10E-05
Y51H4A.3 CE25369 rho-1 - - 2 9.61E-05
Y51H7C.6a CE26151 cogc-4 - - 1 1.15E-05
Y53C12B.1 CE14894 - - 4 4.65E-05
Y53C12B.2 CE14896 - - 4 1.33E-04
Y53F4B.18 CE22408 - - 1 1.72E-05
Y53F4B.21 CE42423 - - 1 8.06E-06
Y53F4B.22 CE35675 arp-1 - - 5 1.23E-04
Y53F4B.29 CE22416 gst-26 - - 10 4.41E-04
Y53F4B.30 CE22417 gst-27 - - 14 6.18E-04
Y53F4B.31 CE22418 gst-28 - - 6 2.65E-04
Y53F4B.32 CE22419 gst-29 - - 1 4.41E-05
Y53F4B.33 CE22420 gst-39 - - 2 8.83E-05
Y53G8AL.2 CE26163 - - 3 6.42E-05
Y53G8AR.9 CE25419 - - 2 5.86E-05
Y54E10A.10 CE24439 - - 5 1.55E-04
Y54E10A.2 CE39656 cogc-1 - - 1 1.17E-05
Y54E10A.3 CE24447 - - 1 3.25E-05
Y54E10A.6 CE24450 - - 2 3.64E-05
Y54E10A.9a CE24451 vbh-1 1 1.1E-04 3 4.32E-05
Y54E10A.9b CE28369 vbh-1 1 1.1E-04 3 4.30E-05
Y54E10A.9c CE37437 vbh-1 1 1.0E-04 3 4.19E-05
Y54E10BL.5 CE22460 nduf-5 - - 1 7.62E-05
Y54E10BR.6 CE22465 rpb-7 - - 2 9.37E-05
Y54E2A.11a CE20310 eif-3.B - - 11 1.40E-04
Y54E2A.11b CE35681 eif-3.B - - 4 1.91E-04
Y54E2A.4 CE43325 - - 6 2.74E-05
Y54E5A.7 CE20318 - - 1 1.48E-05
Y54F10AM.5 CE34127 - - 1 5.04E-05
Y54F10AM.8 CE27290 - - 1 1.59E-05
Y54F10BM.2 CE42600 iffb-1 - - 4 3.44E-05
Y54G11A.13 CE22478 ctl-3 - - 9 1.62E-04
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Y54G11A.3 CE22474 - - 1 1.83E-05
Y54G11A.5 CE22476 ctl-2 - - 8 1.48E-04
Y54G11A.6 CE30713 ctl-1 - - 11 2.04E-04
Y54G2A.12 CE41063 - - 1 3.37E-05
Y54G2A.2a CE26776 - - 2 3.22E-05
Y54G2A.2b CE37292 - - 2 3.45E-05
Y54G9A.6 CE19233 bub-3 - - 1 2.69E-05
Y54H5A.1 CE27292 - - 1 2.04E-05
Y54H5A.2 CE32024 - - 1 2.46E-05
Y55B1AR.1 CE22493 lec-6 3 1.4E-03 21 1.33E-03
Y55F3AL.1 CE37069 plx-1 - - 10 4.74E-05
Y55F3AM.13 CE22542 - - 8 2.08E-04
Y55F3AM.15 CE25482 csn-4 - - 1 2.24E-05
Y55F3AR.3 CE44228 cct-8 2 2.5E-04 12 2.02E-04
Y56A3A.12a CE24467 faah-4 - - 1 1.43E-05
Y56A3A.12b CE24468 faah-4 - - 1 1.50E-05
Y56A3A.19 CE22587 - - 1 6.94E-05
Y56A3A.1a CE33892 ntl-3 - - 1 1.32E-05
Y56A3A.1b CE18516 ntl-3 - - 1 4.66E-05
Y56A3A.20 CE22588 ccf-1 - - 2 5.95E-05
Y56A3A.21 CE22589 trap-4 - - 6 3.48E-04
Y56A3A.31 CE22596 - - 1 2.23E-05
Y56A3A.7a CE28140 - - 1 2.02E-05
Y56A3A.7b CE41476 - - 1 1.62E-05
Y57A10A.18a CE35684 pqn-87 - - 7 4.44E-05
Y57A10A.18b CE41185 pqn-87 - - 7 4.43E-05
Y57A10A.23 CE22626 - - 3 1.49E-04
Y57A10A.26 CE22631 1 2.6E-04 1 3.43E-05
Y57A10C.6 CE18418 daf-22 - - 4 8.96E-05
Y57G11A.1a CE14908 tag-273 - - 3 4.63E-05
Y57G11A.1b CE42684 tag-273 - - 4 4.70E-05
Y57G11B.5 CE14924 - - 1 4.10E-05
Y57G11C.10a CE14944 gdi-1 - - 8 1.66E-04
Y57G11C.10b CE39445 gdi-1 - - 8 1.61E-04
Y57G11C.15 CE14954 - - 2 3.90E-05
Y57G11C.16 CE14956 rps-18 6 2.7E-03 18 1.08E-03
Y57G11C.24a CE39447 eps-8 - - 3 3.21E-05
Y57G11C.24d CE39448 eps-8 - - 3 3.28E-05
Y57G11C.24e CE39449 eps-8 - - 2 2.77E-05
Y57G11C.24g CE39450 eps-8 - - 3 3.02E-05
Y57G11C.24h CE39451 eps-8 - - 2 2.49E-05
Y57G11C.34 CE39867 - - 1 4.16E-05
Y57G11C.3a CE24473 - - 2 6.86E-05
Y57G11C.3b CE14930 - - 1 3.59E-05
Y59A8A.3 CE26201 - - 14 1.91E-04
Y59A8B.25 CE40166 - - 2 1.27E-04
Y59A8B.8 CE40167 - - 3 9.26E-05
Y59E9AR.1 CE22666 1 5.3E-04 3 2.13E-04
Y59E9AR.7 CE22666 1 5.3E-04 3 2.13E-04
Y5F2A.1 CE19022 ttr-16 - - 1 6.99E-05
Y5F2A.2 CE19023 ttr-17 - - 1 7.04E-05
Y60A3A.10 CE38457 dhs-24 - - 2 4.81E-05
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Y61A9LA.10 CE42325 - - 2 1.75E-05
Y62E10A.1 CE22694 rla-2 9 5.6E-03 79 6.63E-03
Y62H9A.3 CE19239 - - 2 8.62E-05
Y62H9A.4 CE19240 - - 1 4.35E-05
Y62H9A.5 CE31124 - - 1 5.59E-05
Y62H9A.6 CE19242 - - 1 5.10E-05
Y63D3A.6a CE20337 dnj-29 - - 4 6.37E-05
Y63D3A.6b CE24546 dnj-29 - - 4 4.91E-05
Y65B4A.6 CE34419 - - 5 1.16E-04
Y65B4BL.5 CE24550 acs-13 - - 4 5.13E-05
Y65B4BR.4a CE31384 wwp-1 - - 2 2.32E-05
Y65B4BR.4b CE31385 wwp-1 - - 2 2.33E-05
Y65B4BR.5a CE22740 2 7.0E-04 9 4.26E-04
Y65B4BR.5b CE33239 1 3.5E-04 10 4.68E-04
Y66A7A.6 CE15691 gly-8 - - 1 2.19E-05
Y66H1A.2 CE37731 dpm-1 - - 1 3.86E-05
Y66H1A.4 CE36757 - - 5 1.89E-04
Y66H1B.2a CE44257 fln-1 2 6.1E-05 29 1.19E-04
Y66H1B.2b CE20347 fln-1 - - 5 4.26E-05
Y66H1B.2c CE44202 fln-1 2 1.6E-04 19 2.10E-04
Y66H1B.2d CE39058 fln-1 2 1.4E-04 20 1.94E-04
Y66H1B.2e CE44239 fln-1 - - 5 5.27E-05
Y66H1B.2f CE44255 fln-1 2 6.2E-05 28 1.17E-04
Y66H1B.2g CE44182 fln-1 2 6.2E-05 28 1.17E-04
Y66H1B.4 CE20348 spl-1 - - 1 1.67E-05
Y67D8C.10a CE28372 mca-3 - - 4 3.18E-05
Y67D8C.10b CE28373 mca-3 - - 3 2.24E-05
Y67D8C.10c CE31664 mca-3 - - 3 2.43E-05
Y67D8C.10d CE43364 mca-3 - - 3 2.37E-05
Y67D8C.5 CE31665 eel-1 - - 9 1.99E-05
Y67H2A.1 CE32993 cpsf-3 - - 1 1.30E-05
Y67H2A.5 CE28376 - - 2 1.27E-04
Y69A2AR.16 CE27512 - - 2 1.99E-05
Y69A2AR.18a CE27514 4 9.2E-04 9 2.78E-04
Y69A2AR.18b CE29133 4 8.8E-04 8 2.36E-04
Y69A2AR.18c CE33241 3 1.0E-03 3 1.38E-04
Y69E1A.5 CE22812 - - 2 1.07E-04
Y69F12A.2a CE34422 alh-12 - - 4 7.40E-05
Y69F12A.2b CE34423 alh-12 - - 4 8.58E-05
Y6B3A.1a CE42203 agef-1 - - 5 2.89E-05
Y6B3A.1b CE36249 agef-1 - - 1 1.67E-05
Y6B3A.1c CE24576 agef-1 - - 5 2.83E-05
Y70C5C.1 CE37861 - - 1 9.37E-06
Y71A12B.1 CE24592 rps-6 7 2.0E-03 23 8.63E-04
Y71F9AL.13a CE25552 rpl-1 10 3.2E-03 26 1.11E-03
Y71F9AL.13b CE28379 rpl-1 9 4.0E-03 23 1.37E-03
Y71F9AL.16 CE25554 arx-1 - - 4 8.68E-05
Y71F9AL.17 CE29136 1 5.6E-05 36 2.70E-04
Y71F9AL.18 CE25556 pme-1 - - 1 9.76E-06
Y71F9AL.9 CE22858 2 4.4E-04 2 5.88E-05
Y71F9AM.5a CE26780 nxt-1 - - 1 6.73E-05
Y71F9AM.5b CE41072 nxt-1 - - 1 7.04E-05
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Y71F9AM.6 CE26244 trap-1 - - 5 1.79E-04
Y71F9B.3 CE24624 yop-1 - - 1 5.04E-05
Y71F9B.4 CE22871 snr-7 - - 1 1.20E-04
Y71F9B.7 CE22877 plk-2 - - 2 2.92E-05
Y71G10AL.1a CE40883 - - 5 6.82E-05
Y71G10AL.1b CE40884 - - 5 6.80E-05
Y71G12B.10 CE26261 - - 2 5.80E-05
Y71G12B.11a CE29914 - - 9 3.25E-05
Y71G12B.11b CE27024 - - 6 5.56E-05
Y71G12B.6 CE29138 - - 1 2.41E-05
Y71G12B.8 CE44034 - - 1 1.25E-05
Y71H10A.1a CE28266 - - 5 5.67E-05
Y71H10A.1b CE37296 - - 2 3.19E-05
Y71H10A.2 CE20354 - - 4 6.89E-05
Y71H2AM.11 CE41075 - - 3 5.86E-05
Y71H2AM.13 CE22953 - - 1 1.68E-05
Y71H2AM.17 CE39070 - - 1 2.73E-05
Y71H2AM.19 CE38657 laf-1 - - 10 1.43E-04
Y71H2AM.2 CE39979 - - 1 3.08E-05
Y71H2AM.20a CE27321 - - 1 2.46E-05
Y71H2AM.23 CE27322 tufm-1 - - 8 1.49E-04
Y71H2B.10a CE29919 apb-1 - - 3 2.90E-05
Y71H2B.10c CE24628 apb-1 - - 3 3.35E-05
Y73B3A.18a CE27328 2 5.9E-04 4 1.58E-04
Y73B3A.18b CE31261 2 6.9E-04 4 1.85E-04
Y73B6A.6 CE22966 - - 5 1.70E-04
Y73B6BL.24 CE29924 acp-6 - - 8 1.94E-04
Y73B6BL.3 CE27533 exos-2 - - 1 3.04E-05
Y73B6BL.6a CE29008 sqd-1 2 4.5E-04 18 5.44E-04
Y73B6BL.6b CE38662 sqd-1 2 4.5E-04 18 5.39E-04
Y73B6BL.9a CE26293 hil-2 3 8.5E-04 - -
Y73E7A.2 CE32277 - - 2 3.99E-05
Y73F8A.6 CE25600 ccg-1 - - 1 3.14E-05
Y74C10AR.1 CE30325 eif-3.I - - 3 8.46E-05
Y74C9A.5 CE40291 sesn-1 - - 3 5.84E-05
Y74E4A.1a CE30327 lgc-27 - - 3 6.51E-05
Y74E4A.1b CE30328 lgc-27 - - 3 6.47E-05
Y75B12B.2 CE20371 cyn-7 1 4.0E-04 7 3.78E-04
Y75B8A.25 CE43500 - - 7 7.71E-05
Y75B8A.30 CE23041 pph-4.1 - - 2 5.54E-05
Y75B8A.7 CE23019 - - 4 5.70E-05
Y76A2A.2a CE26305 cua-1 - - 1 7.45E-06
Y76A2A.2b CE19271 cua-1 - - 1 8.27E-06
Y76A2B.1 CE19273 pod-1 - - 11 9.60E-05
Y76A2B.3 CE19275 acs-5 - - 3 4.03E-05
Y76B12C.7 CE29932 cpsf-1 - - 5 3.17E-05
Y77E11A.1 CE25610 1 1.5E-04 60 1.23E-03
Y77E11A.13a CE25614 npp-20 - - 2 5.90E-05
Y77E11A.7a CE34430 - - 5 7.62E-05
Y77E11A.7b CE36902 - - 5 7.65E-05
Y77E11A.7c CE37300 - - 5 7.99E-05
Y79H2A.1a CE23090 brp-1 - - 2 3.34E-05
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Y79H2A.1b CE37301 brp-1 - - 1 1.98E-05
Y79H2A.6 CE24672 arx-3 - - 2 5.01E-05
Y80D3A.1 CE35140 wrs-1 - - 1 2.21E-05
Y80D3A.2 CE40670 emb-4 - - 6 3.77E-05
Y87G2A.5 CE24685 vrs-2 1 6.5E-05 32 2.81E-04
Y87G2A.8a CE24687 gpi-1 - - 1 1.67E-05
Y87G2A.8b CE36253 gpi-1 - - 1 1.57E-05
Y92C3B.2a CE27339 uaf-1 - - 4 7.44E-05
Y92C3B.2b CE25626 uaf-1 - - 1 6.45E-05
Y92C3B.2c CE29149 uaf-1 - - 4 7.79E-05
Y92C3B.2d CE30403 uaf-1 - - 4 7.84E-05
Y92C3B.3a CE34438 rab-18 - - 1 4.78E-05
Y92C3B.3b CE27340 rab-18 - - 1 4.54E-05
Y92H12A.5 CE39994 - - 3 2.01E-05
Y94H6A.10 CE36575 - - 1 5.10E-05
Y94H6A.8 CE39995 1 4.7E-04 - -
Y94H6A.9a CE27555 ubxn-2 - - 1 3.07E-05
Y95B8A.10a CE23151 pde-6 - - 12 1.46E-04
Y95B8A.10b CE41085 pde-6 - - 10 1.32E-04
Y97E10AR.6 CE27417 - - 1 2.07E-05
Y97E10AR.7 CE25642 - - 1 7.44E-05
ZC101.2a CE15028 unc-52 - - 3 1.12E-05
ZC101.2c CE15034 unc-52 - - 3 1.21E-05
ZC101.2d CE43275 unc-52 - - 3 1.13E-05
ZC101.2e CE18424 unc-52 - - 3 8.20E-06
ZC101.2f CE37074 unc-52 - - 3 1.16E-05
ZC116.2 CE06565 cyc-2.2 - - 1 7.50E-05
ZC116.3 CE42882 - - 3 6.84E-06
ZC155.3 CE23442 morc-1 - - 1 1.09E-05
ZC247.1 CE43614 - - 2 4.20E-06
ZC302.1 CE37459 mre-11 - - 2 2.53E-05
ZC334.7 CE35203 - - 1 4.39E-05
ZC373.2 CE02375 1 5.6E-04 16 1.21E-03
ZC376.6 CE15203 - - 1 8.01E-06
ZC404.8 CE07598 spn-4 - - 1 2.63E-05
ZC416.6 CE28160 - - 2 2.95E-05
ZC434.2 CE06577 rps-7 12 4.2E-03 34 1.62E-03
ZC434.5 CE06580 ers-2 1 6.0E-05 29 2.33E-04
ZC434.8 CE06583 - - 3 7.69E-05
ZC477.9a CE31396 deb-1 - - 2 1.83E-05
ZC477.9b CE31397 deb-1 - - 1 2.50E-05
ZC477.9c CE31398 deb-1 - - 2 1.85E-05
ZC504.3 CE40176 - - 1 1.38E-05
ZC513.6 CE07613 oma-2 - - 1 2.35E-05
ZC518.2 CE32286 sec-24.2 - - 3 2.81E-05
ZC518.3a CE31743 ccr-4 - - 3 4.57E-05
ZC518.3b CE31744 ccr-4 - - 3 4.52E-05
ZC518.3c CE31745 ccr-4 - - 3 4.64E-05
ZC518.3d CE42682 ccr-4 - - 3 4.09E-05
ZC8.4a CE31264 lfi-1 - - 5 1.93E-05
ZC8.4b CE38922 lfi-1 - - 5 2.18E-05
ZC8.4d CE35814 lfi-1 - - 5 1.96E-05
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ZK1005.1a CE24712 pme-5 - - 12 4.86E-05
ZK1005.1b CE33259 pme-5 - - 12 4.95E-05
ZK1010.1 CE15495 ubq-2 3 1.6E-03 - -
ZK1010.3 CE37862 frg-1 - - 1 3.37E-05
ZK1025.4a CE37173 - - 1 2.30E-05
ZK1025.4b CE40294 - - 1 2.04E-05
ZK1055.1 CE18470 hcp-1 - - 6 3.75E-05
ZK1055.7 CE18476 - - 1 1.62E-05
ZK1058.1 CE30404 mmcm-1 - - 4 4.96E-05
ZK1058.2 CE01102 pat-3 - - 1 1.14E-05
ZK1058.4 CE01104 ccdc-47 - - 2 4.17E-05
ZK1058.9a CE44164 - - 5 1.48E-04
ZK1058.9b CE44175 - - 5 2.06E-04
ZK1067.3 CE33012 - - 1 2.31E-05
ZK1127.10 CE07648 cth-2 1 1.8E-04 2 4.71E-05
ZK1127.7 CE42594 cin-4 - - 2 2.19E-05
ZK1128.4 CE43526 - - 2 6.23E-05
ZK1128.5 CE01687 tag-246 - - 1 2.07E-05
ZK1151.1a CE35150 vab-10 - - 3 8.06E-06
ZK1151.1b CE35151 vab-10 1 1.4E-05 5 9.33E-06
ZK1151.1c CE35152 vab-10 1 1.4E-05 5 9.31E-06
ZK1151.1d CE36460 vab-10 - - 3 8.13E-06
ZK1151.1e CE36461 vab-10 - - 3 8.33E-06
ZK1151.1f CE36462 vab-10 - - 3 8.33E-06
ZK1151.1g CE36463 vab-10 1 1.6E-05 5 1.05E-05
ZK1151.1h CE39998 vab-10 - - 3 8.08E-06
ZK1151.1i CE41290 vab-10 - - 2 1.23E-05
ZK1193.5a CE33746 dve-1 - - 2 3.94E-05
ZK1248.14 CE02898 fzo-1 - - 2 2.38E-05
ZK1248.16 CE29634 lec-5 - - 2 5.88E-05
ZK1248.20 CE38761 - - 1 7.10E-05
ZK1248.4 CE02603 1 8.9E-04 3 3.59E-04
ZK1248.6 CE02806 msp-64 1 5.4E-04 3 2.18E-04
ZK1251.6 CE03853 msp-76 1 5.4E-04 3 2.18E-04
ZK1307.8 CE15547 - - 3 5.46E-05
ZK131.1 CE03252 his-26 12 8.0E-03 34 3.05E-03
ZK131.10 CE04501 his-16 22 1.2E-02 5 3.63E-04
ZK131.2 CE03253 his-25 5 2.5E-03 12 8.14E-04
ZK131.3 CE03253 his-9 5 2.5E-03 12 8.14E-04
ZK131.4 CE03252 his-10 12 8.0E-03 34 3.05E-03
ZK131.5 CE07075 his-11 3 1.7E-03 11 8.32E-04
ZK131.6 CE04501 his-12 22 1.2E-02 5 3.63E-04
ZK131.7 CE03253 his-13 5 2.5E-03 12 8.14E-04
ZK131.8 CE03252 his-14 12 8.0E-03 34 3.05E-03
ZK131.9 CE07075 his-15 3 1.7E-03 11 8.32E-04
ZK1320.1 CE01698 gstk-1 - - 1 4.08E-05
ZK154.3 CE15257 mec-7 - - 14 2.93E-04
ZK180.4 CE07622 sar-1 - - 6 2.87E-04
ZK20.3 CE42949 rad-23 - - 2 5.71E-05
ZK20.5 CE06608 rpn-12 - - 2 7.38E-05
ZK270.2a CE34142 frm-1 - - 17 3.46E-05
ZK270.2b CE34143 frm-1 - - 9 1.31E-04
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ZK270.2d CE34144 frm-1 - - 17 3.37E-05
ZK270.2e CE34145 frm-1 - - 17 3.45E-05
ZK328.2 CE05066 eft-1 - - 9 8.52E-05
ZK328.5b CE44292 npp-10 - - 2 1.10E-05
ZK353.6 CE00390 lap-1 - - 1 1.88E-05
ZK353.8 CE00392 ubxn-4 - - 1 1.97E-05
ZK354.1 CE02806 msp-65 1 5.4E-04 3 2.18E-04
ZK354.11 CE02806 msp-59 1 5.4E-04 3 2.18E-04
ZK354.4 CE02806 msp-113 1 5.4E-04 3 2.18E-04
ZK354.5 CE02806 msp-51 1 5.4E-04 3 2.18E-04
ZK370.8 CE34456 - - 5 8.11E-05
ZK381.1 CE07625 him-3 - - 1 3.17E-05
ZK381.4a CE25689 pgl-1 - - 12 1.52E-04
ZK381.4b CE07628 pgl-1 - - 12 1.44E-04
ZK430.1 CE05078 toe-1 - - 9 5.03E-05
ZK455.1 CE03812 aco-1 - - 6 6.24E-05
ZK484.2a CE27353 haf-9 - - 1 1.13E-05
ZK484.3 CE41970 - - 1 3.19E-05
ZK484.4a CE27354 - - 2 2.01E-05
ZK484.4b CE27355 - - 2 2.11E-05
ZK512.2 CE03821 - - 3 4.79E-05
ZK520.4a CE32774 cul-2 - - 1 1.09E-05
ZK520.4b CE32775 cul-2 - - 1 1.19E-05
ZK520.4c CE32776 cul-2 - - 1 1.17E-05
ZK520.4d CE36259 cul-2 - - 1 1.24E-05
ZK520.5 CE16730 cyn-2 1 4.0E-04 1 5.36E-05
ZK525.2 CE33909 aqp-11 - - 1 3.31E-05
ZK54.2a CE07617 tps-1 - - 1 6.93E-06
ZK54.2b CE30330 tps-1 - - 1 7.13E-06
ZK546.3 CE02917 1 5.2E-04 3 2.08E-04
ZK546.6 CE02920 msp-152 1 5.4E-04 3 2.18E-04
ZK593.1 CE24731 pyk-2 - - 1 1.79E-05
ZK593.5 CE30718 dnc-1 - - 2 1.39E-05
ZK6.10 CE29161 dod-19 - - 3 6.82E-05
ZK6.11a CE33350 - - 2 4.78E-05
ZK6.11b CE36967 - - 2 4.79E-05
ZK6.7a CE18444 - - 1 2.29E-05
ZK6.7b CE29647 - - 1 2.63E-05
ZK616.4 CE31753 - - 6 1.27E-04
ZK617.1a CE33017 unc-22 - - 55 7.42E-05
ZK617.1b CE33018 unc-22 - - 55 7.09E-05
ZK617.1c CE40796 unc-22 - - 54 7.52E-05
ZK622.3a CE33504 pmt-1 - - 2 3.88E-05
ZK622.3b CE29162 pmt-1 - - 2 3.81E-05
ZK622.3c CE32290 pmt-1 - - 1 2.63E-05
ZK622.3d CE33505 pmt-1 - - 2 4.01E-05
ZK632.12 CE01110 - - 1 3.47E-05
ZK632.1a CE00415 mcm-6 - - 2 2.28E-05
ZK632.1b CE38018 mcm-6 - - 1 1.79E-05
ZK632.4 CE36417 - - 1 2.22E-05
ZK632.7 CE37601 - - 2 2.92E-05
ZK637.2 CE32292 - - 1 6.45E-05
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ZK637.5 CE00436 asna-1 - - 2 5.40E-05
ZK637.8a CE30573 unc-32 - - 2 2.04E-05
ZK637.8b CE30574 unc-32 - - 2 2.09E-05
ZK637.8c CE30575 unc-32 - - 2 2.06E-05
ZK637.8d CE30576 unc-32 - - 2 2.05E-05
ZK637.8e CE30577 unc-32 - - 2 2.08E-05
ZK637.8f CE30578 unc-32 - - 2 2.08E-05
ZK652.3 CE00449 tag-277 - - 5 4.91E-04
ZK652.4 CE00450 rpl-35 8 4.5E-03 5 3.75E-04
ZK669.4 CE01115 2 3.1E-04 21 4.32E-04
ZK686.3 CE00457 - - 1 2.79E-05
ZK686.4 CE40676 - - 1 4.25E-05
ZK688.5a CE29166 - - 3 1.71E-05
ZK688.5b CE33264 - - 3 1.74E-05
ZK721.2 CE40008 unc-27 - - 7 2.67E-04
ZK742.1a CE23467 xpo-1 1 6.4E-05 12 1.03E-04
ZK770.3 CE15413 inx-12 - - 1 2.26E-05
ZK809.3 CE03831 - - 1 4.39E-05
ZK829.4 CE06652 8 1.0E-03 28 4.82E-04
ZK836.2 CE35706 3 2.3E-04 17 1.72E-04
ZK84.1 CE02924 - - 1 1.15E-05
ZK856.13 CE29016 tag-315 - - 1 8.90E-06
ZK858.1 CE42850 gld-4 - - 5 5.46E-05
ZK863.6 CE15445 dpy-30 4 2.2E-03 74 5.55E-03
ZK892.1a CE24743 lec-3 - - 2 6.21E-05
ZK892.1b CE18468 lec-3 - - 2 6.47E-05
ZK892.1c CE32781 lec-3 - - 2 8.35E-05
ZK892.1d CE32782 lec-3 - - 2 5.91E-05
ZK892.2 CE01725 nlt-1 - - 1 7.82E-05
ZK899.4 CE37468 tba-8 - - 10 2.04E-04
ZK945.3 CE01734 puf-12 - - 6 7.23E-05
ZK970.4 CE02404 vha-9 - - 4 3.05E-04
ZK973.6 CE33588 anc-1 5 4.0E-05 49 5.29E-05
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AC3.2 CE37871 ugt-49 - - 1 1.87E-05 - -
AC3.5 CE36372 - - 8 7.20E-05 - -
B0001.4 CE37307 3 1.80E-04 1 3.96E-05 1 3.18E-05
B0001.7 CE05145 4 8.15E-05 3 4.03E-05 4 4.32E-05
B0024.11 CE05155 - - 1 1.70E-05 - -
B0025.1a CE24759 vps-34 - - 1 1.09E-05 - -
B0025.1b CE24760 vps-34 - - 1 1.51E-05 - -
B0025.1c CE37691 vps-34 - - 1 1.09E-05 - -
B0025.1d CE37738 vps-34 - - 1 1.37E-05 - -
B0025.1e CE37739 vps-34 - - 1 1.36E-05 - -
B0025.2 CE27562 csn-2 3 9.03E-05 1 1.98E-05 - -
B0035.10 CE03253 his-45 6 6.57E-04 10 7.22E-04 132 7.66E-03
B0035.12 CE05167 - - 1 1.17E-05 - -
B0035.5 CE05163 gspd-1 1 2.85E-05 3 5.64E-05 - -
B0035.7 CE04501 his-47 25 2.93E-03 16 1.24E-03 42 2.61E-03
B0035.8 CE05165 his-48 6 7.27E-04 10 7.98E-04 30 1.93E-03
B0035.9 CE03252 his-46 11 1.59E-03 29 2.76E-03 24 1.84E-03
B0041.2a CE27563 ain-2 - - 1 1.39E-05 - -
B0041.2b CE29526 ain-2 - - 1 1.57E-05 - -
B0041.2c CE33546 ain-2 - - 2 4.97E-05 - -
B0041.4 CE07669 rpl-4 176 7.60E-03 138 3.93E-03 302 6.91E-03
B0205.11 CE39542 - - 1 3.56E-05 2 5.72E-05
B0205.3 CE26355 rpn-10 5 2.15E-04 10 2.84E-04 4 9.13E-05
B0205.6 CE30405 1 3.62E-05 - - - -
B0205.7 CE17321 kin-3 89 3.68E-03 96 2.62E-03 141 3.09E-03
B0207.5 CE42464 - - 7 1.95E-05 - -
B0213.14 CE41971 cyp-34A8 - - 2 3.93E-05 - -
B0222.9 CE32787 - - 2 1.61E-05 - -
B0240.4 CE31866 npp-22 1 2.53E-05 2 3.34E-05 - -
B0250.1 CE18478 rpl-2 79 4.53E-03 62 2.34E-03 171 5.19E-03
B0250.5 CE18481 7 3.49E-04 4 1.31E-04 4 1.06E-04
B0261.2a CE32559 let-363 9 4.98E-05 12 4.37E-05 2 5.86E-06
B0261.2b CE32560 let-363 9 4.98E-05 12 4.38E-05 2 5.87E-06
B0261.7 CE07709 3 1.27E-04 1 2.80E-05 4 9.00E-05
B0272.1 CE00850 tbb-4 24 8.05E-04 16 3.54E-04 - -
B0272.3 CE00852 - - 3 9.53E-05 4 1.02E-04
B0280.5 CE31868 cpg-2 - - 1 1.87E-05 - -
B0280.9 CE00816 2 6.95E-05 4 9.15E-05 5 9.20E-05
B0285.1a CE31401 cdtl-7 1 2.04E-05 1 1.34E-05 - -
B0285.1b CE44061 cdtl-7 1 2.03E-05 1 1.34E-05 - -
B0285.1c CE44020 cdtl-7 1 2.04E-05 1 1.34E-05 - -
B0286.3 CE03863 - - 2 4.64E-05 2 3.73E-05
B0286.4a CE03864 ntl-2 2 6.71E-05 - - - -
B0286.4b CE29537 ntl-2 2 8.12E-05 - - - -
B0286.4c CE29538 ntl-2 2 9.40E-05 - - - -
B0286.4d CE39662 ntl-2 2 8.32E-05 - - - -
B0303.15 CE00004 - - 1 5.03E-05 2 8.10E-05
B0303.3 CE00561 6 2.00E-04 15 3.29E-04 12 2.12E-04
B0303.9 CE00539 vps-33.1 - - 2 3.26E-05 - -
B0310.5 CE03878 ugt-46 1 2.81E-05 - - - -
B0334.1 CE02932 ttr-18 2 2.14E-04 - - - -
B0334.3a CE19658 - - 6 9.29E-05 - -
1-step MAP::SMCL-1 Purification
Biological Replica 1 Biological Replica 2 Biological Replica 3
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B0334.3b CE02935 - - 6 9.29E-05 - -
B0336.10 CE00778 rpl-23 62 6.60E-03 66 4.63E-03 107 6.04E-03
B0348.6a CE17331 ife-3 2 1.20E-04 - - 7 2.23E-04
B0348.6b CE27570 ife-3 2 1.19E-04 - - 7 2.20E-04
B0348.6c CE30590 ife-3 2 1.19E-04 - - 7 2.21E-04
B0350.2a CE06702 unc-44 74 5.41E-04 73 3.51E-04 - -
B0350.2b CE37694 unc-44 26 4.28E-04 24 2.60E-04 - -
B0350.2c CE06704 unc-44 70 5.59E-04 70 3.68E-04 - -
B0350.2d CE37695 unc-44 17 3.19E-04 20 2.47E-04 - -
B0350.2e CE31147 unc-44 70 5.67E-04 70 3.73E-04 - -
B0350.2f CE31847 unc-44 76 1.62E-04 73 1.02E-04 101 1.14E-04
B0350.2g CE35821 unc-44 53 7.87E-04 50 4.89E-04 - -
B0361.3 CE34242 1 2.38E-05 - - - -
B0361.5a CE37696 psd-1 1 4.28E-05 8 2.26E-04 1 2.27E-05
B0361.5b CE37076 psd-1 1 3.95E-05 8 2.08E-04 1 2.09E-05
B0361.6 CE00835 - - 1 2.60E-05 - -
B0365.1 CE07719 5 6.78E-05 16 1.43E-04 3 2.16E-05
B0365.3 CE07721 eat-6 13 1.94E-04 13 1.28E-04 8 6.34E-05
B0379.1a CE20452 - - - - 2 7.45E-05
B0393.1 CE00854 rps-0 22 1.19E-03 29 1.03E-03 60 1.72E-03
B0403.4 CE03880 tag-320 4 1.35E-04 9 2.01E-04 7 1.26E-04
B0412.4 CE26849 rps-29 2 5.32E-04 7 1.23E-03 4 5.64E-04
B0414.3 CE07733 hil-5 3 1.99E-04 - - - -
B0414.6 CE07736 glh-3 - - 2 2.73E-05 - -
B0432.3 CE07741 mrpl-41 1 8.28E-05 - - - -
B0432.4 CE32102 misc-1 10 4.87E-04 9 2.89E-04 6 1.55E-04
B0464.1 CE00015 drs-1 5 1.40E-04 8 1.48E-04 14 2.08E-04
B0464.2a CE20456 - - 3 2.56E-05 3 2.06E-05
B0464.2c CE43508 - - 3 2.45E-05 3 1.97E-05
B0464.5a CE36580 spk-1 2 2.97E-05 2 1.96E-05 1 7.87E-06
B0464.5b CE20457 spk-1 2 4.27E-05 2 2.81E-05 1 1.13E-05
B0464.5c CE36373 spk-1 2 3.85E-05 2 2.54E-05 1 1.02E-05
B0464.7 CE26704 baf-1 1 1.67E-04 - - - -
B0491.5 CE02107 - - 1 3.00E-05 - -
B0496.7 CE06719 valv-1 1 1.77E-04 - - - -
B0507.6 CE07765 2 3.48E-05 - - - -
B0511.10 CE17349 eif-3.E 2 6.90E-05 5 1.14E-04 1 1.83E-05
B0511.6 CE26853 7 1.92E-04 5 9.02E-05 5 7.26E-05
B0511.8 CE28880 tag-264 3 8.55E-05 3 5.63E-05 1 1.51E-05
B0511.9a CE41860 cdc-26 - - 2 1.13E-04 - -
B0511.9b CE41861 cdc-26 - - 2 1.06E-04 - -
B0513.1 CE15557 lin-66 - - 1 1.57E-05 - -
B0513.3 CE15559 rpl-29 1 2.40E-04 5 7.92E-04 - -
B0523.3 CE20462 pgl-2 - - 2 3.69E-05 - -
B0523.5 CE36522 fli-1 1 1.19E-05 - - - -
B0547.1 CE06722 csn-5 - - 1 2.67E-05 - -
B0554.6 CE07778 dod-20 2 7.60E-05 1 2.50E-05 - -
C01B10.11 CE38583 - - 4 1.29E-04 - -
C01B4.9 CE20478 1 2.61E-05 - - 2 2.77E-05
C01F1.1 CE06742 - - 1 2.04E-05 - -
C01F1.3a CE06744 - - 2 3.11E-05 - -
C01F1.3b CE39553 - - 1 6.63E-05 - -
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C01F6.5 CE02954 aly-1 2 1.34E-04 1 4.40E-05 5 1.77E-04
C01F6.6a CE30847 tag-60 2 6.38E-05 - - - -
C01F6.6b CE30848 tag-60 2 4.90E-05 - - - -
C01F6.6c CE39888 tag-60 2 7.05E-05 - - - -
C01F6.6d CE39889 tag-60 2 6.68E-05 - - - -
C01F6.6e CE39890 tag-60 2 9.00E-05 - - - -
C01G10.11a CE39210 unc-76 - - 1 2.60E-05 - -
C01G10.11b CE39211 unc-76 - - 1 2.66E-05 - -
C01G10.9 CE07818 1 4.07E-05 - - - -
C01G5.2 CE06748 prg-2 - - 1 1.36E-05 - -
C01G5.5 CE06751 - - 1 3.42E-05 - -
C01G6.1a CE00863 aqp-2 1 5.14E-05 - - - -
C01G6.1b CE19664 aqp-2 1 5.23E-05 - - - -
C01G8.3 CE07803 dhs-1 - - 3 9.12E-05 - -
C01G8.5a CE07805 erm-1 1 2.65E-05 1 1.74E-05 - -
C01G8.5b CE07806 erm-1 1 2.64E-05 1 1.74E-05 - -
C01G8.6 CE07807 2 8.66E-05 - - - -
C01H6.7a CE05190 tag-298 3 7.03E-05 11 1.70E-04 7 8.69E-05
C01H6.7b CE40891 tag-298 3 7.68E-05 11 1.86E-04 7 9.50E-05
C02A12.4 CE07828 lys-7 3 1.58E-04 - - - -
C02B10.1 CE16798 ivd-1 3 1.07E-04 4 9.37E-05 1 1.88E-05
C02B10.4 CE16801 - - 1 4.65E-05 - -
C02C6.1a CE07833 dyn-1 2 3.59E-05 4 4.73E-05 2 1.90E-05
C02C6.1b CE07832 dyn-1 2 3.56E-05 4 4.69E-05 2 1.88E-05
C02D5.3a CE39215 gsto-2 - - 1 1.83E-05 - -
C02D5.3b CE39216 gsto-2 - - 1 3.99E-05 - -
C02E11.1a CE28528 nra-4 5 6.65E-05 11 9.63E-05 10 7.04E-05
C02E11.1b CE32040 nra-4 5 6.63E-05 11 9.61E-05 10 7.03E-05
C02F4.2a CE07853 tax-6 1 2.79E-05 1 1.83E-05 1 1.48E-05
C02F4.2b CE33593 tax-6 1 2.67E-05 1 1.76E-05 1 1.42E-05
C02F4.2c CE40348 tax-6 1 2.50E-05 1 1.64E-05 1 1.32E-05
C02F5.3 CE36094 1 4.07E-05 1 2.68E-05 - -
C02F5.9 CE26745 pbs-6 - - 6 2.28E-04 3 9.18E-05
C03B8.4 CE30419 lin-13 1 6.63E-06 3 1.31E-05 - -
C03C10.1 CE00872 kin-19 2 8.74E-05 8 2.30E-04 8 1.85E-04
C03D6.8 CE05202 rpl-24.2 2 1.84E-04 2 1.21E-04 - -
C03E10.5 CE41608 clec-223 - - 2 1.90E-05 - -
C03E10.6 CE40829 clec-222 - - 1 3.89E-05 - -
C03G5.1 CE03917 sdha-1 10 2.31E-04 8 1.22E-04 6 7.33E-05
C03G6.19 CE27579 srp-6 - - 1 2.62E-05 - -
C03H5.3 CE07896 - - 1 3.42E-05 1 2.75E-05
C04A2.7a CE29657 dnj-5 - - 1 1.07E-05 - -
C04A2.7b CE29658 dnj-5 - - 1 1.16E-05 - -
C04A2.7c CE29659 dnj-5 - - 1 1.08E-05 - -
C04A2.7d CE31289 dnj-5 - - 1 1.13E-05 - -
C04C11.2 CE05210 1 2.55E-05 - - - -
C04C3.3 CE27647 5 2.12E-04 23 6.41E-04 16 3.59E-04
C04D8.1a CE43148 pac-1 - - 1 6.12E-06 - -
C04D8.1b CE42977 pac-1 - - 1 6.12E-06 - -
C04E7.2 CE40683 sor-3 1 2.81E-05 4 7.39E-05 2 2.97E-05
C04F12.4 CE19677 rpl-14 22 2.43E-03 15 1.09E-03 64 3.74E-03
C04F12.6 CE19679 1 5.82E-05 - - - -
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C04F6.1 CE03921 vit-5 120 1.12E-03 311 1.90E-03 232 1.14E-03
C04F6.4a CE03924 unc-78 - - 2 3.21E-05 - -
C04F6.4b CE33554 unc-78 - - 2 3.80E-05 - -
C04G2.4 CE03853 msp-36 5 5.87E-04 6 4.64E-04 7 4.35E-04
C04G2.6 CE42607 dis-3 - - 1 1.02E-05 - -
C05C10.2a CE01466 1 9.61E-06 2 1.27E-05 - -
C05C10.2b CE27795 1 9.59E-06 2 1.26E-05 - -
C05C10.3 CE01467 2 5.72E-05 8 1.51E-04 - -
C05C10.6a CE02113 ufd-3 2 3.47E-05 1 1.14E-05 - -
C05C10.6b CE27796 ufd-3 2 3.47E-05 1 1.14E-05 - -
C05C8.1a CE29480 - - 1 4.91E-05 - -
C05C8.1b CE41192 - - 1 4.93E-05 - -
C05C8.2 CE07920 1 4.03E-05 1 2.65E-05 - -
C05D11.1 CE03926 - - 1 9.86E-06 - -
C05D11.11a CE01130 mel-32 8 2.46E-04 18 3.65E-04 5 8.16E-05
C05D11.11b CE29661 mel-32 8 2.35E-04 18 3.48E-04 5 7.79E-05
C05E4.9a CE23521 gei-7 4 6.16E-05 29 2.94E-04 11 8.97E-05
C05E4.9b CE32565 gei-7 4 6.91E-05 20 2.27E-04 11 1.01E-04
C05G5.4 CE05227 4 1.85E-04 2 6.10E-05 5 1.23E-04
C06A1.1 CE02114 cdc-48.1 8 1.47E-04 26 3.15E-04 5 4.88E-05
C06A1.5 CE02117 rpb-6 - - 1 7.16E-05 - -
C06A5.1 CE07948 - - 1 5.08E-06 - -
C06A5.7a CE29023 unc-94 2 7.60E-05 - - - -
C06A5.7b CE29024 unc-94 2 7.43E-05 - - - -
C06A6.4a CE35224 - - 1 2.47E-05 - -
C06A6.4b CE37607 - - 1 2.39E-05 - -
C06A6.5 CE27661 1 3.61E-05 1 2.38E-05 - -
C06A8.1a CE30593 3 6.74E-05 13 1.92E-04 - -
C06A8.1b CE31291 3 6.96E-05 11 1.68E-04 - -
C06A8.3 CE02454 7 6.91E-04 7 4.55E-04 18 9.41E-04
C06B8.8 CE20485 rpl-38 1 2.13E-04 - - 14 1.58E-03
C06E1.9 CE24790 - - 1 1.53E-05 - -
C06E7.1a CE03957 sams-3 15 5.53E-04 14 3.40E-04 11 2.15E-04
C06E7.1b CE37186 sams-3 2 3.55E-04 1 1.17E-04 - -
C06E7.1c CE32569 sams-3 4 1.17E-03 1 1.92E-04 - -
C06E7.1d CE33515 sams-3 6 5.17E-04 2 1.13E-04 - -
C06E7.3a CE03959 sams-4 9 3.32E-04 10 2.43E-04 - -
C06E7.3b CE33517 sams-4 5 2.11E-04 9 2.50E-04 - -
C06G1.4 CE03967 ain-1 - - 2 3.06E-05 1 1.23E-05
C06G3.2 CE07978 klp-18 1 1.60E-05 - - - -
C06G3.5a CE26867 2 7.62E-05 8 2.01E-04 - -
C06G3.5b CE07981 2 8.54E-05 8 2.25E-04 - -
C06G3.6 CE07982 - - 1 1.97E-05 - -
C06G3.9 CE07985 - - 2 2.67E-05 5 5.37E-05
C06G4.2a CE37743 clp-1 - - 3 3.78E-05 1 1.01E-05
C06G4.2b CE37744 clp-1 - - 3 4.00E-05 1 1.07E-05
C06G4.2d CE30486 clp-1 - - 3 3.88E-05 1 1.04E-05
C06H2.1 CE15602 atp-5 11 8.58E-04 22 1.13E-03 28 1.16E-03
C07A12.3a CE30855 nhr-35 - - 1 1.81E-05 1 1.46E-05
C07A12.3b CE38483 nhr-35 - - 1 2.02E-05 1 1.62E-05
C07A12.4a CE03972 pdi-2 14 4.23E-04 28 5.57E-04 13 2.08E-04
C07A12.4b CE31878 pdi-2 13 4.43E-04 21 4.72E-04 13 2.35E-04
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C07A12.4c CE40737 pdi-2 11 4.42E-04 13 3.44E-04 - -
C07A9.2 CE00499 1 1.01E-04 2 1.34E-04 - -
C07A9.3a CE36353 tlk-1 - - 3 3.07E-05 1 8.23E-06
C07A9.3b CE36354 tlk-1 - - 3 3.05E-05 1 8.18E-06
C07A9.3c CE39220 tlk-1 - - 3 3.30E-05 1 8.84E-06
C07D8.6 CE06776 2 9.40E-05 5 1.55E-04 - -
C07E3.1a CE41502 stip-1 - - 1 1.18E-05 1 9.51E-06
C07E3.3 CE32305 4 1.56E-04 - - - -
C07G1.5 CE32574 hgrs-1 2 4.09E-05 1 1.35E-05 - -
C07G2.3a CE02985 cct-5 2 5.50E-05 14 2.54E-04 11 1.60E-04
C07G2.3b CE29569 cct-5 1 4.43E-05 9 2.63E-04 - -
C07H6.5 CE00839 cgh-1 11 3.81E-04 77 1.76E-03 36 6.61E-04
C08A9.1 CE08002 sod-3 1 6.84E-05 - - - -
C08B11.3 CE01473 3 3.59E-05 15 1.18E-04 22 1.40E-04
C08B11.5 CE36374 sap-49 - - 2 5.06E-05 - -
C08B11.7 CE36913 ubh-4 2 9.28E-05 4 1.22E-04 7 1.72E-04
C08C3.4a CE41610 2 1.12E-04 4 1.47E-04 3 8.87E-05
C08C3.4b CE39671 2 1.20E-04 4 1.58E-04 3 9.55E-05
C08E8.4 CE42920 2 1.43E-04 - - - -
C08F11.11 CE17388 4 5.37E-04 6 5.31E-04 2 1.42E-04
C08F11.12 CE17389 2 2.55E-04 - - - -
C08F11.8 CE17385 ugt-22 - - - - 2 2.96E-05
C08G5.3 CE19692 1 4.16E-05 - - - -
C08H9.2a CE23530 8 9.77E-05 29 2.33E-04 14 9.06E-05
C08H9.2b CE42683 6 9.67E-05 23 2.44E-04 14 1.20E-04
C09B8.4 CE30242 - - - - 1 2.73E-05
C09B8.6a CE02466 hsp-25 2 1.36E-04 2 8.96E-05 8 2.88E-04
C09B8.6b CE33558 hsp-25 2 1.45E-04 2 9.58E-05 8 3.08E-04
C09B9.6 CE06798 msp-55 4 4.69E-04 6 4.64E-04 7 4.35E-04
C09D1.1a CE30426 unc-89 3 6.74E-06 5 7.40E-06 - -
C09D1.1b CE34251 unc-89 4 7.38E-06 5 6.07E-06 - -
C09D1.1e CE37702 unc-89 3 7.46E-06 4 6.55E-06 - -
C09D1.1f CE37703 unc-89 4 8.01E-06 4 5.28E-06 - -
C09D1.1g CE37704 unc-89 3 6.28E-06 5 6.89E-06 - -
C09D4.5 CE08034 rpl-19 22 1.66E-03 30 1.49E-03 35 1.40E-03
C09F9.3a CE42058 1 1.88E-05 2 2.48E-05 1 9.98E-06
C09F9.3b CE42229 1 1.88E-05 2 2.48E-05 1 9.96E-06
C09F9.3c CE43286 1 1.84E-05 2 2.43E-05 1 9.77E-06
C09G12.9 CE34675 tsg-101 - - 1 2.31E-05 - -
C09G9.6 CE03005 oma-1 3 1.10E-04 4 9.65E-05 7 1.36E-04
C09H10.2 CE02131 rpl-41 2 2.84E-04 9 8.41E-04 31 2.33E-03
C09H10.3 CE02132 nuo-1 - - 1 2.05E-05 - -
C09H10.7 CE02136 - - 1 3.02E-05 - -
C10B5.3 CE35228 - - - - 1 5.34E-05
C10C5.6a CE28535 daf-15 - - 1 5.53E-06 - -
C10C5.6b CE28536 daf-15 - - 1 5.51E-06 - -
C10E2.6 CE29573 3 7.53E-05 - - - -
C10G11.7 CE08086 - - 6 1.74E-04 - -
C10G6.1a CE27677 egal-1 2 5.19E-05 - - - -
C10G6.1b CE37193 egal-1 2 5.24E-05 - - - -
C10H11.9 CE08098 let-502 - - 2 1.67E-05 - -
C11D2.4 CE31300 1 4.33E-05 2 5.71E-05 - -
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C11D2.7 CE31303 - - 1 5.31E-05 - -
C12C8.1 CE08110 hsp-70 7 1.62E-04 12 1.83E-04 - -
C12C8.2a CE36100 - - 1 2.18E-05 - -
C12C8.3a CE27062 lin-41 1 1.30E-05 - - 1 6.88E-06
C12C8.3b CE27063 lin-41 1 1.30E-05 - - 1 6.91E-06
C12D12.1a CE27679 3 5.81E-05 1 1.28E-05 - -
C12D12.1b CE29576 3 6.90E-05 1 1.51E-05 - -
C12D12.1c CE06813 3 5.42E-05 1 1.19E-05 - -
C12D12.2a CE29083 glt-1 - - 1 1.95E-05 - -
C12D12.2b CE29084 glt-1 - - 1 1.99E-05 - -
C12D5.2 CE35230 nhr-152 - - 1 2.56E-05 - -
C12D8.11 CE15613 rop-1 5 1.16E-04 2 3.05E-05 1 1.23E-05
C13B4.2 CE15615 usp-14 - - 2 4.01E-05 - -
C13B9.3 CE01778 5 1.45E-04 6 1.14E-04 5 7.67E-05
C13G3.3a CE05279 pptr-2 37 9.90E-04 67 1.18E-03 55 7.80E-04
C13G3.3b CE20505 pptr-2 38 1.01E-03 67 1.17E-03 - -
C13G3.3c CE41982 pptr-2 37 9.08E-04 67 1.08E-03 55 7.15E-04
C14A4.1 CE02138 tag-242 - - 1 3.29E-05 - -
C14A4.14 CE24801 - - 2 4.70E-05 2 3.78E-05
C14A4.2 CE24802 dap-3 - - 1 2.62E-05 3 6.32E-05
C14B1.1 CE00897 pdi-1 2 6.14E-05 9 1.82E-04 - -
C14B1.4 CE00901 swd-3.1 1 3.96E-05 3 7.83E-05 - -
C14B9.1 CE00072 hsp-12.2 1 1.35E-04 - - 3 2.15E-04
C14B9.10 CE30600 1 1.99E-04 1 1.31E-04 - -
C14B9.4a CE26649 plk-1 2 4.60E-05 - - - -
C14B9.4b CE30602 plk-1 2 4.59E-05 - - - -
C14B9.7 CE00078 rpl-21 46 4.26E-03 38 2.32E-03 73 3.58E-03
C14B9.8 CE38273 - - 1 8.01E-06 - -
C14C10.5 CE05284 3 2.34E-05 4 2.06E-05 - -
C14F11.1a CE02477 6 2.16E-04 18 4.27E-04 6 1.14E-04
C14F11.1b CE30862 3 1.51E-04 11 3.64E-04 - -
C14F11.4a CE35398 2 7.76E-05 2 5.11E-05 5 1.03E-04
C14F11.4b CE42721 1 3.92E-05 - - - -
C15C7.5 CE03991 1 1.19E-04 - - - -
C15F1.6 CE20509 art-1 2 9.68E-05 5 1.59E-04 3 7.69E-05
C15F1.7a CE23550 sod-1 4 3.31E-04 2 1.09E-04 - -
C15F1.7b CE20508 sod-1 4 3.77E-04 2 1.24E-04 - -
C15H11.3a CE08180 nxf-1 4 9.49E-05 2 3.13E-05 4 5.03E-05
C15H11.3b CE42865 nxf-1 4 9.79E-05 2 3.22E-05 4 5.19E-05
C15H11.6 CE36102 nxf-2 1 3.68E-05 - - - -
C15H11.7 CE08184 pas-1 1 6.06E-05 4 1.60E-04 2 6.42E-05
C15H11.9 CE08186 rrbs-1 5 2.24E-04 11 3.24E-04 11 2.61E-04
C15H9.4 CE39558 2 6.38E-05 - - - -
C15H9.6 CE08177 hsp-3 30 6.76E-04 33 4.90E-04 24 2.87E-04
C15H9.9 CE04001 1 1.09E-04 - - - -
C16A3.10a CE04010 15 5.30E-04 27 6.28E-04 - -
C16A3.10b CE30604 13 5.43E-04 26 7.15E-04 - -
C16A3.10c CE37708 3 1.98E-04 13 5.65E-04 - -
C16A3.3 CE27690 let-716 11 9.40E-05 22 1.24E-04 17 7.70E-05
C16A3.6 CE04006 1 4.61E-05 1 3.04E-05 - -
C16A3.8 CE27691 thoc-2 - - 3 2.05E-05 9 4.95E-05
C16A3.9 CE04009 rps-13 16 1.58E-03 15 9.75E-04 23 1.20E-03
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Biological Replica 1 Biological Replica 2 Biological Replica 3
C16C10.2 CE01493 - - - - 1 3.01E-05
C16C10.3 CE01494 - - 1 9.51E-06 - -
C16H3.2 CE08236 lec-9 - - 7 4.91E-04 3 1.69E-04
C17B7.11 CE16859 fbxa-65 - - 1 3.14E-05 - -
C17C3.12b CE29175 acdh-2 - - 4 1.28E-04 - -
C17C3.12c CE29176 acdh-2 - - 4 1.78E-04 - -
C17E4.9 CE08258 nkb-1 - - - - 2 4.94E-05
C17G1.3a CE08282 ugt-23 - - 1 1.85E-05 2 2.98E-05
C17G1.3b CE40378 ugt-23 - - 1 2.26E-05 2 3.63E-05
C17G1.7 CE39223 2 8.74E-05 2 5.76E-05 - -
C17G10.5 CE06846 lys-8 2 1.04E-04 - - - -
C17G10.8 CE02490 dhs-6 - - 1 2.35E-05 - -
C17G10.9a CE27702 4 1.11E-04 5 9.14E-05 1 1.47E-05
C17G10.9b CE30870 4 1.11E-04 4 7.34E-05 1 1.48E-05
C17H12.1 CE16862 dyci-1 2 4.63E-05 6 9.16E-05 5 6.14E-05
C17H12.13a CE37201 - - 1 3.44E-05 - -
C17H12.13b CE19361 - - 1 4.27E-05 - -
C17H12.14 CE19362 vha-8 4 2.64E-04 11 4.78E-04 7 2.45E-04
C18A11.7a CE27706 dim-1 10 2.33E-04 19 2.91E-04 24 2.96E-04
C18A11.7b CE04038 dim-1 10 4.60E-04 19 5.76E-04 24 5.85E-04
C18A3.3 CE28890 2 8.76E-05 1 2.89E-05 3 6.97E-05
C18A3.5a CE27708 - - 1 2.41E-05 7 1.35E-04
C18A3.5b CE27709 - - 1 2.61E-05 7 1.47E-04
C18A3.5c CE27710 - - 1 9.53E-05 7 5.37E-04
C18B2.3 CE27077 3 1.89E-04 3 1.25E-04 9 3.01E-04
C18B2.5a CE04044 5 1.11E-04 2 2.92E-05 7 8.21E-05
C18B2.5b CE30872 5 1.07E-04 2 2.81E-05 7 7.91E-05
C18C4.10a CE27362 klc-2 2 5.71E-05 3 5.64E-05 - -
C18C4.10b CE32802 klc-2 2 5.52E-05 3 5.45E-05 - -
C18C4.10c CE32803 klc-2 2 5.95E-05 3 5.88E-05 - -
C18C4.10d CE36917 klc-2 2 5.61E-05 3 5.55E-05 - -
C18E3.2 CE30249 5 1.66E-04 2 4.37E-05 - -
C18E3.7a CE27715 ppw-1 5 8.16E-05 9 9.68E-05 12 1.04E-04
C18E3.7c CE33363 ppw-1 5 8.40E-05 9 9.96E-05 12 1.07E-04
C18E3.7d CE08316 ppw-1 4 8.55E-05 9 1.27E-04 12 1.36E-04
C18E9.4 CE05296 - - 1 9.53E-05 - -
C18E9.6 CE05298 - - 4 1.30E-04 - -
C18F3.2a CE37202 sax-7 239 3.11E-03 249 2.14E-03 - -
C18F3.2b CE38779 sax-7 269 3.02E-03 288 2.13E-03 458 2.72E-03
C18F3.2c CE38935 sax-7 267 2.99E-03 288 2.12E-03 458 2.72E-03
C18F3.2d CE38936 sax-7 237 3.08E-03 249 2.13E-03 - -
C18G1.4a CE17420 pgl-3 6 1.29E-04 11 1.56E-04 1 1.14E-05
C18G1.4b CE27717 pgl-3 6 1.42E-04 11 1.72E-04 1 1.26E-05
C18G1.5 CE17421 hil-4 1 5.89E-05 - - - -
C18H9.3 CE01803 - - 1 1.07E-05 - -
C23F12.1a CE44250 fln-2 - - 1 2.66E-06 - -
C23F12.1c CE44258 fln-2 - - 1 3.44E-06 - -
C23F12.1d CE44199 fln-2 - - 1 4.05E-06 - -
C23G10.2a CE37747 - - 6 3.44E-04 - -
C23G10.2b CE30613 - - 6 4.09E-04 - -
C23G10.2c CE37748 - - 6 4.30E-04 - -
C23G10.3 CE01810 rps-3 43 2.59E-03 40 1.59E-03 68 2.17E-03
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C23G10.4a CE40437 rpn-2 17 2.91E-04 18 2.03E-04 - -
C23G10.4b CE31311 rpn-2 20 3.09E-04 18 1.83E-04 10 8.18E-05
C23G10.8 CE25784 2 3.18E-05 - - 1 8.43E-06
C23H3.3a CE08322 - - 2 5.19E-05 2 4.18E-05
C23H3.3b CE41870 - - 2 5.00E-05 2 4.02E-05
C23H3.4a CE08323 sptl-1 2 6.51E-05 2 4.29E-05 3 5.17E-05
C23H3.4b CE37749 sptl-1 2 6.87E-05 2 4.52E-05 3 5.46E-05
C24D10.7 CE16879 nspd-3 4 8.39E-04 - - - -
C24D10.8 CE16879 nspd-6 4 8.39E-04 - - - -
C24F3.1b CE18518 tram-1 2 7.99E-05 - - - -
C24G6.1 CE17456 syp-2 1 7.00E-05 - - - -
C24G6.3 CE29673 mms-19 1 1.62E-05 - - - -
C24G6.8 CE17464 - - 1 3.11E-05 - -
C24H11.6 CE36686 immp-1 1 1.13E-04 - - - -
C24H11.7 CE44078 gbf-1 2 1.51E-05 8 3.98E-05 2 8.00E-06
C24H12.4a CE27728 5 1.18E-04 6 9.29E-05 2 2.49E-05
C24H12.4b CE29675 4 1.05E-04 5 8.66E-05 2 2.79E-05
C25A1.10a CE08376 dao-5 - - - - 1 8.13E-06
C25A1.10b CE38279 dao-5 - - - - 1 1.13E-05
C25A1.13 CE08379 - - - - 1 4.18E-05
C25A1.4 CE08369 - - 5 1.08E-04 - -
C25A1.6 CE27803 6 1.40E-03 3 4.60E-04 10 1.23E-03
C25A1.8 CE08374 clec-87 - - 5 2.11E-04 - -
C25A8.4 CE32592 - - 1 9.20E-06 - -
C25B8.3a CE04078 cpr-6 3 1.18E-04 - - - -
C25B8.3b CE30876 cpr-6 3 1.18E-04 - - - -
C25B8.3c CE41106 cpr-6 3 1.21E-04 - - - -
C25B8.4a CE27087 clec-266 - - 2 9.26E-05 - -
C25B8.4b CE34259 clec-266 - - 2 7.92E-05 - -
C25B8.4c CE34260 clec-266 - - 2 1.35E-04 - -
C25D7.6 CE08392 mcm-3 4 7.34E-05 4 4.84E-05 - -
C25F6.2a CE36524 dlg-1 - - 5 5.08E-05 3 2.45E-05
C25F6.2b CE34261 dlg-1 - - 2 5.01E-05 - -
C25F6.3 CE38489 dpyd-1 4 5.63E-05 2 1.85E-05 - -
C25G4.5 CE08398 dpy-26 3 3.54E-05 2 1.55E-05 1 6.25E-06
C25H3.7a CE29677 - - 2 1.12E-04 2 9.02E-05
C25H3.7b CE02505 - - 2 7.14E-05 2 5.74E-05
C25H3.9a CE29186 1 8.28E-05 1 5.45E-05 - -
C26B9.5 CE04098 8 2.31E-04 1 1.90E-05 - -
C26C6.1a CE30254 pbrm-1 1 7.91E-06 6 3.13E-05 10 4.19E-05
C26C6.2 CE05311 goa-1 - - 1 2.77E-05 - -
C26C6.5a CE08399 dcp-66 1 2.19E-05 - - 1 1.16E-05
C26C6.5b CE32312 dcp-66 1 2.18E-05 - - 1 1.15E-05
C26D10.1 CE03024 ran-3 9 2.36E-04 14 2.42E-04 34 4.72E-04
C26D10.2a CE03025 hel-1 6 2.10E-04 5 1.15E-04 4 7.43E-05
C26D10.2b CE32593 hel-1 6 3.34E-04 1 3.66E-05 4 1.18E-04
C26D10.4 CE36984 - - 3 3.51E-05 - -
C26E6.11 CE39476 mmab-1 - - 3 1.38E-04 - -
C26E6.4 CE01162 rpb-2 3 3.75E-05 4 3.29E-05 3 1.99E-05
C26E6.6 CE39477 - - 1 2.44E-05 - -
C26F1.3 CE06877 1 8.01E-05 1 5.28E-05 - -
C26F1.4 CE06878 rps-30 8 9.17E-04 7 5.29E-04 37 2.25E-03
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C26F1.9 CE06883 rpl-39 - - 2 3.85E-04 - -
C27A12.10 CE36794 mbd-2 - - 2 9.35E-05 - -
C27A2.2a CE04102 rpl-22 13 1.49E-03 28 2.11E-03 21 1.28E-03
C27A2.2b CE29188 rpl-22 1 2.81E-04 7 1.30E-03 - -
C27B7.1a CE27804 spr-2 - - - - 1 2.53E-05
C27B7.1b CE03030 spr-2 - - - - 1 2.52E-05
C27D11.1 CE00543 egl-45 13 1.80E-04 14 1.28E-04 10 7.34E-05
C27H5.3 CE27099 - - 1 2.19E-05 - -
C27H6.2 CE43279 ruvb-1 1 3.13E-05 7 1.44E-04 - -
C27H6.4a CE08428 rmd-2 3 1.64E-04 8 2.89E-04 - -
C27H6.4b CE31322 rmd-2 3 1.35E-04 8 2.37E-04 - -
C27H6.4c CE42479 rmd-2 3 1.99E-04 8 3.49E-04 - -
C28A5.3 CE00661 nex-3 - - 2 6.19E-05 - -
C28C12.9a CE28892 acdh-13 2 4.83E-05 4 6.36E-05 - -
C28C12.9b CE32595 acdh-13 - - 2 6.27E-05 - -
C28C12.9c CE32596 acdh-13 - - 2 8.54E-05 - -
C28D4.2a CE20533 cka-1 1 3.14E-05 - - - -
C28D4.2b CE08431 cka-1 1 3.33E-05 - - - -
C28D4.3 CE08432 gln-6 2 8.10E-05 2 5.33E-05 - -
C28H8.11a CE01822 4 1.48E-04 5 1.22E-04 3 5.88E-05
C28H8.11b CE32153 2 1.22E-04 4 1.60E-04 - -
C28H8.11c CE39680 2 2.66E-04 1 8.76E-05 - -
C28H8.12 CE01823 dnc-2 - - 4 1.19E-04 - -
C28H8.3 CE29195 - - 12 6.87E-05 - -
C29A12.3a CE37480 lig-1 - - 1 1.27E-05 - -
C29A12.3b CE37481 lig-1 - - 1 4.67E-05 - -
C29E4.3a CE37483 ran-2 - - 2 2.04E-05 - -
C29E4.3b CE30621 ran-2 - - 2 2.12E-05 - -
C29E4.4 CE37484 npp-15 2 2.64E-05 1 8.71E-06 4 2.80E-05
C29E4.5a CE43801 tag-250 - - 1 1.57E-05 - -
C29E4.5b CE43781 tag-250 - - 1 6.46E-05 - -
C29E4.8 CE29198 let-754 - - 1 3.91E-05 - -
C29F3.1 CE08435 ech-1 1 1.97E-05 2 2.60E-05 - -
C29F7.3 CE08444 1 7.80E-05 1 5.14E-05 - -
C29F9.7 CE19706 pat-4 - - 1 2.11E-05 - -
C29H12.2 CE02516 - - 1 2.50E-05 - -
C30C11.1 CE00100 - - 1 5.84E-05 - -
C30C11.2 CE00101 rpn-3 14 4.14E-04 16 3.12E-04 16 2.51E-04
C30C11.4 CE00103 5 9.60E-05 24 3.04E-04 11 1.12E-04
C30F12.7 CE16887 5 2.00E-04 3 7.89E-05 3 6.35E-05
C30F8.2 CE29684 vha-16 3 1.28E-04 4 1.13E-04 - -
C30H6.7a CE15651 2 8.84E-05 9 2.62E-04 8 1.87E-04
C30H7.2a CE27807 - - 1 2.50E-05 - -
C30H7.2b CE39231 - - 1 2.39E-05 - -
C31B8.9 CE36796 - - 1 4.07E-05 - -
C31C9.2 CE08497 - - 2 6.10E-05 - -
C31E10.6 CE08506 - - 1 1.66E-05 - -
C31E10.7 CE37487 - - 2 1.46E-04 - -
C32D5.8a CE01848 1 1.06E-04 1 7.01E-05 - -
C32D5.8b CE37326 1 8.92E-05 1 5.88E-05 - -
C32E8.10a CE23562 unc-11 - - 1 1.67E-05 - -
C32E8.10b CE27812 unc-11 - - 1 1.80E-05 - -
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C32E8.10c CE24822 unc-11 - - 1 1.49E-05 - -
C32E8.10d CE23564 unc-11 - - 1 1.84E-05 - -
C32E8.10e CE23565 unc-11 - - 1 2.10E-05 - -
C32E8.10h CE27813 unc-11 - - 1 1.79E-05 - -
C32E8.11 CE40441 1 7.24E-06 2 9.54E-06 - -
C32E8.2a CE08526 rpl-13 16 1.15E-03 17 8.06E-04 45 1.72E-03
C32E8.2b CE33562 rpl-13 2 3.39E-04 - - - -
C32E8.9 CE29693 1 5.56E-05 2 7.32E-05 - -
C32F10.5 CE08542 hmg-3 - - - - 4 4.58E-05
C32F10.8a CE32815 - - 5 9.74E-05 - -
C32F10.8b CE33563 - - 3 8.41E-05 - -
C33A12.1 CE05347 - - 2 1.31E-04 - -
C33F10.9 CE02806 msp-40 5 5.87E-04 6 4.64E-04 7 4.35E-04
C33H5.12a CE04155 rsp-6 - - 3 1.65E-04 - -
C33H5.12b CE29697 rsp-6 - - 2 1.28E-04 - -
C33H5.12c CE29698 rsp-6 - - 2 1.66E-04 - -
C33H5.7 CE04150 swd-2.2 - - 1 3.01E-05 - -
C33H5.9 CE04152 sec-10 - - 3 4.47E-05 1 1.20E-05
C34B2.10 CE16898 1 1.42E-04 - - - -
C34B2.6 CE16894 2 3.07E-05 4 4.04E-05 3 2.44E-05
C34B2.7 CE16895 sdha-2 2 4.66E-05 7 1.07E-04 - -
C34B2.8 CE16896 1 8.71E-05 8 4.59E-04 4 1.85E-04
C34B4.3 CE36583 - - 1 2.71E-05 - -
C34C12.3 CE31433 pph-6 - - 1 2.97E-05 - -
C34C12.8 CE03057 - - 3 1.24E-04 - -
C34D4.14 CE17508 hecd-1 3 1.62E-05 - - 2 5.72E-06
C34E10.10 CE27743 - - 1 4.23E-05 - -
C34E10.11 CE29031 - - 1 3.85E-05 - -
C34E10.2 CE01182 gop-2 1 4.20E-05 - - - -
C34E10.4a CE29032 wrs-2 - - 4 6.04E-05 1 1.21E-05
C34E10.4b CE37710 wrs-2 - - 4 1.09E-04 1 2.19E-05
C34E10.6 CE29950 atp-2 84 2.33E-03 157 2.86E-03 132 1.94E-03
C34E7.4 CE03061 - - 1 3.96E-05 - -
C34F11.3a CE33034 1 2.01E-05 3 3.98E-05 - -
C34F11.3b CE33035 1 1.95E-05 3 3.85E-05 - -
C34F11.3c CE39332 1 1.86E-05 3 3.67E-05 - -
C34F11.4 CE02806 msp-50 5 5.87E-04 6 4.64E-04 7 4.35E-04
C34F11.6 CE04166 msp-49 5 5.87E-04 6 4.64E-04 7 4.35E-04
C34F11.9c CE43370 dsh-1 - - 3 4.19E-05 - -
C34F6.8 CE15677 idh-2 - - 3 6.77E-05 - -
C34G6.6a CE29699 noah-1 - - 1 9.22E-06 - -
C34G6.6b CE41879 noah-1 - - 1 9.15E-06 - -
C35A5.8 CE41987 2 2.72E-05 11 9.85E-05 - -
C35B1.5 CE16903 2 1.97E-04 6 3.90E-04 - -
C35C5.3a CE43224 - - 1 4.02E-05 - -
C35C5.3b CE43266 - - 1 3.97E-05 - -
C35D10.16 CE28899 arx-6 - - 1 5.81E-05 - -
C35D10.4 CE32159 coq-8 - - 2 2.60E-05 - -
C35E7.5a CE17518 - - 1 7.78E-06 2 1.25E-05
C35E7.5b CE32817 - - 1 1.03E-05 2 1.66E-05
C36A4.4 CE27831 - - 3 6.08E-05 - -
C36A4.5 CE03073 2 3.12E-05 8 8.23E-05 - -
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C36A4.9a CE03076 acs-19 - - 1 1.44E-05 - -
C36A4.9b CE37209 acs-19 - - 1 1.46E-05 - -
C36B1.1a CE36988 cle-1 - - 1 8.63E-06 - -
C36B1.1b CE29706 cle-1 - - 1 1.26E-05 - -
C36B1.1c CE17816 cle-1 - - 1 1.51E-05 - -
C36B1.1d CE37210 cle-1 - - 1 8.35E-06 - -
C36B1.3 CE39091 rpb-3 - - 2 6.96E-05 - -
C36B1.4 CE05371 pas-4 1 5.89E-05 9 3.49E-04 2 6.24E-05
C36B1.8a CE34472 15 2.13E-04 4 3.74E-05 10 7.53E-05
C36B1.8b CE34473 15 2.12E-04 4 3.73E-05 10 7.51E-05
C36B1.8c CE43936 15 2.22E-04 4 3.89E-05 10 7.83E-05
C36B7.6 CE34267 - - 1 1.63E-05 - -
C36C5.14 CE08603 1 7.41E-05 - - - -
C36E6.3 CE34269 mlc-1 20 1.75E-03 11 6.35E-04 55 2.55E-03
C36E6.5 CE20542 mlc-2 18 1.58E-03 11 6.35E-04 53 2.46E-03
C36E8.5 CE00913 tbb-2 53 1.75E-03 47 1.03E-03 59 1.04E-03
C37A2.7 CE30433 60 8.36E-03 120 1.10E-02 170 1.25E-02
C37C3.2a CE27367 - - 1 2.25E-05 - -
C37C3.2c CE32821 - - 1 2.38E-05 - -
C37C3.6a CE17535 mig-6 3 2.87E-05 5 3.15E-05 8 4.05E-05
C37C3.6b CE17536 mig-6 3 2.06E-05 5 2.26E-05 8 2.92E-05
C37C3.6c CE30735 mig-6 3 3.01E-05 5 3.30E-05 8 4.25E-05
C37E2.1 CE08620 10 3.93E-04 5 1.29E-04 - -
C37H5.5 CE29708 1 1.92E-05 5 6.31E-05 2 2.03E-05
C37H5.6a CE08630 - - 3 6.44E-05 - -
C37H5.6b CE29709 - - 3 6.78E-05 - -
C37H5.8 CE08631 hsp-6 24 5.44E-04 31 4.63E-04 19 2.28E-04
C38C10.5a CE44376 rgr-1 - - 2 1.42E-05 - -
C38C10.5b CE44435 rgr-1 - - 2 1.41E-05 - -
C38C10.5c CE44406 rgr-1 - - 2 1.29E-05 - -
C38C3.5a CE20547 unc-60 2 1.81E-04 - - 4 1.91E-04
C38C3.5b CE31893 unc-60 2 1.41E-04 - - 4 1.49E-04
C38C3.5c CE20549 unc-60 1 9.80E-05 1 6.46E-05 1 5.20E-05
C38C6.6 CE15698 tag-297 - - 1 1.62E-05 - -
C38D4.3 CE36378 mel-28 - - 2 1.10E-05 - -
C39D10.7 CE29712 1 1.26E-05 3 2.48E-05 - -
C39E9.14a CE30892 dli-1 6 2.02E-04 1 2.22E-05 1 1.78E-05
C39E9.14b CE30893 dli-1 6 2.03E-04 1 2.23E-05 1 1.79E-05
C39F7.4 CE16905 rab-1 - - 1 4.79E-05 - -
C40H1.5 CE00113 ttr-5 2 2.14E-04 - - - -
C41C4.8 CE05402 cdc-48.2 6 1.10E-04 22 2.67E-04 5 4.87E-05
C41D11.2 CE29220 eif-3.H 2 8.16E-05 3 8.07E-05 2 4.33E-05
C41D11.8 CE29488 cps-6 2 9.68E-05 - - - -
C41G7.1a CE08665 smn-1 - - - - 1 4.01E-05
C41G7.1b CE27843 smn-1 - - - - 1 3.81E-05
C41G7.9a CE42828 1 8.71E-05 9 5.17E-04 4 1.85E-04
C41G7.9b CE44122 1 7.03E-05 9 4.17E-04 4 1.49E-04
C42C1.10a CE29222 1 4.76E-05 - - - -
C42C1.14 CE26911 rpl-34 10 1.35E-03 13 1.16E-03 15 1.08E-03
C42C1.5 CE40443 tag-335 - - 1 2.69E-05 - -
C42D4.1 CE04189 - - 1 3.91E-05 - -
C42D8.2a CE06950 vit-2 157 1.45E-03 343 2.09E-03 271 1.33E-03
258
Locus Protein Gene
Spectrum 
Count NSAF
Spectrum 
Count NSAF
Spectrum 
Count NSAF
1-step MAP::SMCL-1 Purification
Biological Replica 1 Biological Replica 2 Biological Replica 3
C42D8.2b CE41109 vit-2 155 1.48E-03 333 2.10E-03 271 1.37E-03
C43E11.1 CE23592 acin-1 - - 2 3.38E-05 1 1.36E-05
C43E11.9 CE08687 3 2.48E-04 14 7.63E-04 13 5.70E-04
C44B11.3 CE24843 mec-12 9 2.98E-04 8 1.74E-04 14 2.46E-04
C44B12.1 CE27850 11 8.07E-04 7 3.38E-04 6 2.33E-04
C44B12.5 CE16921 5 1.88E-04 11 2.72E-04 10 1.99E-04
C44B7.10 CE32326 62 1.96E-03 67 1.40E-03 123 2.06E-03
C44B7.2a CE34752 - - 2 3.29E-05 2 2.65E-05
C44B7.2b CE25812 - - 1 2.90E-05 - -
C44B7.5 CE02543 - - 1 4.16E-05 - -
C44B7.8 CE02546 pmp-1 1 2.24E-05 - - - -
C44C10.4 CE31442 886 2.46E-02 1372 2.51E-02 2127 3.13E-02
C44E4.1a CE23594 - - 3 1.09E-05 - -
C44E4.1c CE30434 - - 3 1.09E-05 - -
C44E4.3 CE34271 - - 1 2.34E-05 - -
C44E4.4 CE08718 5 1.88E-04 10 2.48E-04 7 1.40E-04
C44E4.6 CE08720 acbp-1 - - 1 1.14E-04 - -
C44E4.7 CE41307 - - 1 8.57E-06 4 2.76E-05
C44F1.3 CE02163 lec-4 37 1.95E-03 5 1.73E-04 - -
C44H4.3 CE08724 sym-1 2 4.38E-05 1 1.44E-05 - -
C44H4.5 CE08726 tap-1 - - 1 2.54E-05 - -
C45B2.1 CE27853 - - 2 1.94E-04 - -
C45B2.5 CE27854 gln-1 1 4.38E-05 4 1.15E-04 - -
C45G3.5 CE37812 - - 3 4.59E-05 - -
C45G9.5 CE01856 1 4.72E-05 - - - -
C46A5.9 CE26914 hcf-1 2 3.81E-05 5 6.28E-05 5 5.05E-05
C46C2.5 CE28725 - - 1 4.40E-05 - -
C46F11.2a CE17558 - - 4 8.30E-05 - -
C46F11.2b CE08773 - - 4 8.55E-05 - -
C46G7.2 CE08778 3 1.79E-04 4 1.57E-04 10 3.16E-04
C46G7.4a CE08780 pqn-22 2 2.54E-05 - - 1 6.72E-06
C46G7.4b CE08781 pqn-22 2 5.04E-05 - - 1 1.34E-05
C46G7.4c CE37214 pqn-22 2 3.22E-05 - - 1 8.54E-06
C47A10.5a CE36691 - - 1 2.94E-05 - -
C47A10.5b CE44074 - - 1 4.32E-05 - -
C47B2.2a CE17562 3 1.46E-04 2 6.39E-05 1 2.57E-05
C47B2.2b CE23599 3 1.94E-04 2 8.50E-05 1 3.42E-05
C47B2.3 CE17563 tba-2 29 9.65E-04 45 9.86E-04 48 8.46E-04
C47B2.4 CE17564 pbs-2 1 5.38E-05 1 3.54E-05 - -
C47B2.5 CE17565 eif-6 3 1.82E-04 8 3.19E-04 9 2.89E-04
C47B2.8 CE17569 prx-11 - - 2 9.17E-05 - -
C47D12.1a CE36692 trr-1 2 7.33E-06 1 2.42E-06 8 1.55E-05
C47D12.1b CE36693 trr-1 2 7.34E-06 1 2.42E-06 8 1.56E-05
C47D12.1c CE38054 trr-1 2 7.35E-06 1 2.42E-06 8 1.56E-05
C47D12.2 CE20567 - - 3 4.27E-05 - -
C47D12.6a CE05434 trs-1 7 1.44E-04 8 1.08E-04 1 1.09E-05
C47D12.6b CE33765 trs-1 7 1.52E-04 8 1.15E-04 1 1.15E-05
C47E12.1 CE05445 srs-2 2 6.12E-05 4 8.06E-05 - -
C47E12.4a CE33767 pyp-1 1 4.41E-05 7 2.03E-04 - -
C47E12.4b CE33768 pyp-1 1 3.66E-05 7 1.69E-04 - -
C47E12.4c CE33769 pyp-1 1 3.67E-05 7 1.69E-04 - -
C47E12.4d CE05448 pyp-1 1 5.10E-05 7 2.35E-04 - -
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C47E12.5a CE05449 uba-1 2 2.68E-05 12 1.06E-04 4 2.84E-05
C47E12.5b CE39093 uba-1 2 2.90E-05 12 1.15E-04 4 3.07E-05
C47E12.5c CE43638 uba-1 2 2.68E-05 12 1.06E-04 4 2.84E-05
C47E12.7 CE20571 6 2.25E-04 11 2.72E-04 8 1.59E-04
C47E8.5 CE05441 daf-21 25 5.31E-04 69 9.65E-04 48 5.40E-04
C47E8.7 CE05443 unc-112 - - 1 1.36E-05 - -
C47G2.5a CE38162 saps-1 - - 4 5.06E-05 2 2.04E-05
C47G2.5b CE41110 saps-1 - - 4 5.48E-05 2 2.20E-05
C47G2.5c CE42481 saps-1 - - 4 5.05E-05 2 2.03E-05
C48B4.1 CE00491 3 6.78E-05 1 1.49E-05 - -
C48B6.2 CE08804 1 8.14E-05 - - - -
C48B6.6a CE30258 smg-1 - - 1 4.23E-06 - -
C48B6.6b CE36919 smg-1 - - 1 4.86E-06 - -
C49A1.3 CE08829 - - - - 1 1.78E-05
C49D10.4 CE40302 oac-10 - - 1 1.51E-05 - -
C49F5.1 CE08852 sams-1 19 7.03E-04 16 3.90E-04 11 2.16E-04
C49F8.3 CE05458 - - 1 5.58E-05 - -
C49H3.10 CE29726 xpo-3 2 3.14E-05 3 3.10E-05 8 6.65E-05
C49H3.11 CE04237 rps-2 55 3.01E-03 150 5.41E-03 241 7.00E-03
C49H3.5a CE27872 ntl-4 - - - - 1 9.92E-06
C50B6.2 CE08871 nasp-2 2 5.12E-05 5 8.43E-05 3 4.07E-05
C50C3.6 CE00122 prp-8 12 7.68E-05 42 1.77E-04 40 1.36E-04
C50D2.5 CE38492 2 2.16E-04 - - - -
C50D2.7 CE33040 - - 2 3.91E-05 - -
C50D2.9 CE36803 - - 2 4.78E-05 3 5.76E-05
C50E10.2 CE42304 - - - - 1 2.19E-05
C50E10.4 CE32334 sop-2 1 2.03E-05 - - - -
C50E10.9 CE38060 sre-49 - - 2 5.50E-05 - -
C50F2.3 CE08909 2 3.49E-05 3 3.44E-05 8 7.39E-05
C50F4.13 CE05477 his-35 25 2.93E-03 16 1.24E-03 42 2.61E-03
C50F4.5 CE05470 his-41 6 7.27E-04 9 7.18E-04 30 1.93E-03
C50F4.7 CE03252 his-37 11 1.59E-03 29 2.76E-03 24 1.84E-03
C50F7.4 CE04242 - - 1 2.37E-05 - -
C51E3.9 CE31334 1 6.26E-05 - - - -
C52A10.1 CE29233 - - 1 1.80E-05 - -
C52E12.1 CE32335 - - 1 1.06E-05 - -
C52E12.4 CE31684 - - 1 6.60E-06 - -
C52E4.1 CE31896 cpr-1 - - 1 2.98E-05 - -
C52E4.2 CE08944 mif-2 - - 2 1.64E-04 - -
C52E4.3 CE08945 snr-4 2 2.53E-04 2 1.66E-04 6 4.02E-04
C52E4.4 CE08946 rpt-1 7 2.40E-04 8 1.81E-04 7 1.27E-04
C52E4.6a CE17597 cyl-1 - - - - 3 4.94E-05
C53A5.1 CE08950 ril-1 3 3.22E-04 6 4.24E-04 7 3.98E-04
C53A5.3 CE08952 hda-1 4 1.29E-04 4 8.52E-05 3 5.14E-05
C53B4.7a CE27116 bre-1 1 3.88E-05 - - - -
C53B4.7b CE27117 bre-1 1 3.73E-05 - - - -
C53B4.7c CE23608 bre-1 1 4.05E-05 - - - -
C53B4.7d CE40447 bre-1 1 3.90E-05 - - - -
C53B4.7e CE40448 bre-1 1 3.78E-05 - - - -
C53B7.4 CE06974 asg-2 4 4.55E-04 7 5.24E-04 - -
C53D5.6 CE26971 imb-3 17 2.32E-04 36 3.24E-04 30 2.17E-04
C53H9.1 CE19381 rpl-27 12 1.31E-03 23 1.66E-03 41 2.38E-03
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C53H9.3 CE39908 1 1.77E-04 - - - -
C54C6.1 CE05493 rpl-37 3 4.91E-04 - - 3 2.60E-04
C54C6.2 CE33770 ben-1 31 1.04E-03 23 5.08E-04 - -
C54D1.5 CE30916 lam-2 3 2.91E-05 10 6.39E-05 5 2.57E-05
C54G4.1a CE32338 rskn-2 1 1.93E-05 - - - -
C54G4.8 CE05514 cyc-1 2 1.05E-04 7 2.41E-04 1 2.77E-05
C54G6.1a CE17604 7 3.79E-04 8 2.86E-04 1 2.87E-05
C54G6.1b CE27886 7 3.89E-04 8 2.93E-04 1 2.95E-05
C54H2.5 CE06987 sft-4 - - 1 3.54E-05 - -
C55A6.9 CE20614 - - 1 2.31E-05 - -
C55B7.1 CE09012 glh-2 11 1.68E-04 7 7.05E-05 8 6.49E-05
C55B7.4a CE09015 acdh-1 11 3.84E-04 31 7.13E-04 34 6.29E-04
C55B7.4b CE32840 acdh-1 4 2.37E-04 9 3.51E-04 - -
C55F2.1a CE33606 - - 3 7.01E-05 - -
C55F2.1b CE37714 - - 3 4.96E-05 - -
C56C10.8 CE02573 icd-1 4 3.70E-04 13 7.93E-04 18 8.83E-04
C56E6.1 CE04273 abcx-1 - - 4 2.36E-05 - -
C56G2.1a CE24866 2 3.44E-05 - - 13 1.18E-04
C56G2.1b CE30637 1 3.64E-05 - - 13 2.51E-04
C56G2.6a CE30639 let-767 2 9.43E-05 6 1.86E-04 9 2.25E-04
C56G2.6b CE01875 let-767 2 8.95E-05 6 1.77E-04 9 2.13E-04
C56G2.7 CE30640 5 1.99E-04 5 1.31E-04 14 2.96E-04
CC4.3 CE15742 smu-1 - - 3 5.77E-05 1 1.55E-05
CD4.2 CE16950 crn-2 - - 1 3.43E-05 - -
CD4.3 CE16951 - - 1 5.28E-05 - -
CD4.6 CE16954 pas-6 - - 5 1.89E-04 3 9.11E-05
D1005.1 CE06997 5 6.74E-05 10 8.87E-05 - -
D1007.12 CE09047 rpl-24.1 31 2.91E-03 34 2.10E-03 76 3.77E-03
D1007.6 CE09041 rps-10 20 2.00E-03 34 2.24E-03 33 1.75E-03
D1007.7 CE26916 nrd-1 - - 3 2.98E-05 - -
D1009.1a CE04285 acs-22 2 4.55E-05 1 1.50E-05 - -
D1022.4 CE02578 2 1.23E-04 1 4.04E-05 - -
D1037.3 CE20622 ftn-2 3 2.63E-04 5 2.89E-04 - -
D1043.1 CE32842 - - 3 3.24E-05 1 8.68E-06
D1054.10 CE05528 2 1.59E-04 1 5.22E-05 - -
D1054.11 CE05529 8 3.76E-04 13 4.03E-04 18 4.48E-04
D1054.15 CE05533 tag-135 - - 3 5.96E-05 4 6.39E-05
D1054.2 CE05521 pas-2 1 6.45E-05 - - - -
D1054.8 CE05526 - - 1 3.53E-05 - -
D1081.8 CE05540 - - 4 5.20E-05 3 3.14E-05
D1086.10a CE37962 - - 1 5.55E-05 - -
D1086.10c CE42215 - - 1 5.06E-05 - -
D2005.1 CE09065 2 9.23E-05 5 1.52E-04 - -
D2005.4 CE42818 1 1.42E-05 1 9.37E-06 - -
D2005.5 CE36120 drh-3 1 1.33E-05 3 2.63E-05 3 2.12E-05
D2007.4 CE00129 1 8.76E-05 - - - -
D2013.5 CE42493 eat-3 1 1.55E-05 - - - -
D2013.7 CE00932 eif-3.F 1 5.07E-05 6 2.00E-04 3 8.06E-05
D2013.9 CE01535 ttll-12 1 2.25E-05 5 7.41E-05 - -
D2023.2 CE09072 pyc-1 16 2.03E-04 32 2.67E-04 28 1.88E-04
D2023.6 CE09076 1 2.91E-05 2 3.83E-05 1 1.54E-05
D2024.6 CE04295 cap-1 15 7.93E-04 6 2.09E-04 22 6.16E-04
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D2030.2a CE09079 - - 3 5.02E-05 1 1.35E-05
D2030.2b CE35176 - - 3 6.27E-05 1 1.68E-05
D2030.3 CE09080 1 2.93E-05 1 1.93E-05 3 4.66E-05
D2030.4 CE09081 - - 3 2.39E-04 - -
D2030.5 CE09082 mce-1 1 9.20E-05 7 4.24E-04 - -
D2030.6 CE09083 prg-1 2 3.62E-05 3 3.57E-05 - -
D2045.2 CE44314 3 2.43E-05 6 3.21E-05 4 1.72E-05
D2045.6 CE29089 cul-1 1 1.91E-05 - - - -
D2045.8 CE00608 - - 1 4.46E-05 - -
D2063.3a CE29745 - - 1 2.85E-05 - -
D2063.3b CE36922 - - 1 2.87E-05 - -
D2085.1 CE41886 pyr-1 42 2.85E-04 53 2.37E-04 73 2.62E-04
D2085.3 CE03107 - - - - 1 1.19E-05
D2085.4 CE15744 - - 2 1.96E-05 - -
D2085.5a CE34786 - - 1 9.37E-06 - -
D2085.5b CE34787 - - 1 9.75E-06 - -
D2085.5c CE43318 - - 1 8.69E-06 - -
D2089.1a CE03111 rsp-7 - - - - 2 3.49E-05
D2089.1b CE30507 rsp-7 - - - - 2 1.15E-04
D2096.8 CE04306 80 3.77E-03 142 4.41E-03 122 3.05E-03
DC2.5 CE42420 - - 1 2.91E-05 - -
DY3.1 CE15745 tin-13 3 4.14E-04 2 1.82E-04 - -
DY3.2 CE15746 lmn-1 8 2.11E-04 1 1.73E-05 5 6.98E-05
E01A2.1a CE24869 4 2.16E-04 3 1.07E-04 - -
E01A2.1b CE41889 4 2.06E-04 3 1.02E-04 - -
E01G4.4 CE40553 pqn-27 - - 1 1.84E-05 - -
E01H11.1a CE30927 pkc-2 2 4.38E-05 - - - -
E01H11.1b CE30928 pkc-2 2 4.37E-05 - - - -
E01H11.1c CE30929 pkc-2 2 3.18E-05 - - - -
E01H11.1d CE41783 pkc-2 2 4.11E-05 - - - -
E02A10.1 CE09115 mrps-5 - - 2 4.70E-05 - -
E02D9.1b CE08610 - - 3 9.35E-05 3 7.52E-05
E02D9.1c CE31335 - - 3 9.29E-05 3 7.47E-05
E02H1.1 CE30642 - - 3 9.56E-05 - -
E02H1.8 CE34789 - - 1 7.61E-05 - -
E03H12.10 CE09149 ssp-9 - - 1 9.00E-05 - -
E04A4.4a CE29748 hoe-1 - - 1 1.18E-05 - -
E04A4.4b CE36588 hoe-1 - - 1 1.29E-05 - -
E04A4.5 CE16966 - - 2 1.08E-04 - -
E04A4.7 CE16968 cyc-2.1 - - 6 5.31E-04 2 1.42E-04
E04A4.8 CE21392 rpl-20 31 2.57E-03 67 3.65E-03 127 5.57E-03
E04D5.1a CE37820 - - 1 1.72E-05 - -
E04F6.3 CE01215 maoc-1 - - 3 9.88E-05 - -
E04F6.5a CE01217 acdh-12 - - 4 6.40E-05 - -
EEED8.1 CE26746 mel-47 3 1.22E-04 7 1.87E-04 4 8.61E-05
EEED8.5 CE01889 mog-5 - - 2 1.64E-05 - -
F01F1.12a CE01225 aldo-2 7 2.85E-04 27 7.24E-04 1 2.16E-05
F01F1.12b CE30646 aldo-2 6 3.45E-04 19 7.20E-04 - -
F01F1.2 CE26886 - - 1 6.10E-05 - -
F01F1.5 CE01231 dpf-4 - - 2 3.12E-05 - -
F01F1.6 CE39486 alh-9 5 1.40E-04 9 1.66E-04 - -
F01F1.7 CE26887 ddx-23 - - - - 1 1.08E-05
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F01F1.8a CE01234 cct-6 12 3.32E-04 25 4.55E-04 13 1.90E-04
F01F1.8b CE30647 cct-6 10 3.47E-04 22 5.03E-04 13 2.39E-04
F01F1.9 CE01235 2 6.34E-05 11 2.30E-04 4 6.72E-05
F01G10.1 CE09163 tkt-1 12 2.89E-04 24 3.81E-04 8 1.02E-04
F01G12.5a CE04334 let-2 - - 1 5.58E-06 3 1.35E-05
F01G12.5b CE04335 let-2 - - 1 5.58E-06 3 1.35E-05
F01G4.1 CE05553 psa-4 5 5.05E-05 13 8.66E-05 8 4.29E-05
F01G4.2 CE03127 ard-1 3 1.73E-04 6 2.28E-04 - -
F01G4.3 CE40452 3 3.53E-05 2 1.55E-05 - -
F01G4.6a CE09162 47 2.06E-03 72 2.08E-03 68 1.58E-03
F01G4.6b CE40325 46 1.77E-03 67 1.70E-03 68 1.39E-03
F02A9.2 CE00133 far-1 4 3.27E-04 10 5.39E-04 2 8.68E-05
F02A9.3 CE00134 far-2 17 1.39E-03 28 1.51E-03 20 8.68E-04
F02A9.4a CE00136 1 2.45E-05 3 4.84E-05 - -
F02C9.3 CE19775 tat-6 1 1.40E-05 - - - -
F02D8.4 CE41112 1 3.33E-05 - - - -
F02E8.1 CE07016 asb-2 9 4.40E-04 15 4.83E-04 10 2.59E-04
F02E9.1 CE09183 1 9.68E-05 1 6.37E-05 - -
F02E9.4a CE33046 sin-3 2 1.98E-05 - - - -
F02E9.4b CE40934 sin-3 2 1.98E-05 - - - -
F02E9.9a CE41216 1 2.11E-05 6 8.33E-05 - -
F02E9.9b CE41217 1 2.00E-05 6 7.90E-05 - -
F02H6.5a CE17629 sqrd-1 - - 1 2.08E-05 - -
F02H6.5b CE43813 sqrd-1 - - 1 2.33E-05 - -
F02H6.5c CE43910 sqrd-1 - - 1 2.72E-05 - -
F07A11.2a CE03144 2 4.11E-05 9 1.22E-04 - -
F07A11.2b CE27915 2 4.19E-05 9 1.24E-04 - -
F07A11.3 CE03145 npp-5 1 1.83E-05 5 6.04E-05 3 2.91E-05
F07A5.7a CE09197 unc-15 11 1.88E-04 18 2.03E-04 17 1.54E-04
F07A5.7b CE42754 unc-15 6 1.62E-04 7 1.24E-04 - -
F07B7.10 CE04501 his-51 25 2.93E-03 16 1.24E-03 42 2.61E-03
F07B7.11 CE26800 his-54 6 6.34E-04 9 6.27E-04 30 1.68E-03
F07B7.3 CE04501 his-53 25 2.93E-03 16 1.24E-03 42 2.61E-03
F07B7.4 CE26800 his-52 6 6.34E-04 9 6.27E-04 30 1.68E-03
F07B7.5 CE03253 his-49 6 6.57E-04 10 7.22E-04 132 7.66E-03
F07B7.9 CE03252 his-50 11 1.59E-03 29 2.76E-03 24 1.84E-03
F07D10.1 CE07033 rpl-11.2 44 3.35E-03 73 3.66E-03 99 3.99E-03
F07F6.8 CE30073 - - 1 3.09E-05 - -
F08A8.1a CE17633 - - 1 1.46E-05 - -
F08A8.1b CE36125 - - 1 1.75E-05 - -
F08A8.1c CE39570 - - 1 1.52E-05 - -
F08A8.2 CE43421 1 2.25E-05 - - - -
F08B12.4a CE03165 1 1.26E-04 3 2.50E-04 - -
F08B12.4b CE26708 1 1.46E-04 3 2.89E-04 - -
F08B6.4a CE20658 unc-87 21 5.54E-04 14 2.43E-04 57 7.97E-04
F08B6.4b CE27922 unc-87 21 8.37E-04 14 3.67E-04 57 1.20E-03
F08B6.4c CE36924 unc-87 21 5.75E-04 14 2.53E-04 57 8.27E-04
F08C6.4a CE27924 sto-1 - - 1 2.97E-05 - -
F08C6.4b CE41113 sto-1 - - 1 3.02E-05 - -
F08C6.6 CE27925 apy-1 3 1.26E-04 2 5.53E-05 - -
F08F1.7 CE09254 tag-123 - - 1 1.50E-05 - -
F08F3.4 CE32856 4 1.66E-04 3 8.23E-05 4 8.82E-05
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F08F3.7 CE09262 cyp-14A5 - - 2 3.99E-05 - -
F08F8.7 CE27934 - - 2 8.65E-05 - -
F08G12.2 CE18578 2 9.00E-05 2 5.93E-05 3 7.16E-05
F08G2.1 CE07075 his-44 6 7.33E-04 9 7.24E-04 30 1.94E-03
F08G2.2 CE04501 his-43 25 2.93E-03 16 1.24E-03 42 2.61E-03
F08G2.3 CE03253 his-42 6 6.57E-04 10 7.22E-04 132 7.66E-03
F08H9.8 CE35853 clec-54 - - 1 2.58E-05 - -
F09A5.4a CE18579 2 9.93E-05 - - - -
F09A5.4b CE18580 3 1.31E-04 - - - -
F09A5.4c CE26804 2 8.51E-05 - - - -
F09A5.4d CE31466 2 9.49E-05 - - - -
F09A5.4e CE31467 2 9.20E-05 - - - -
F09B12.3 CE31469 3 7.68E-05 3 5.06E-05 3 4.07E-05
F09B9.2a CE15759 unc-115 2 4.77E-05 - - - -
F09B9.2b CE02176 unc-115 2 4.66E-05 - - - -
F09C12.7 CE02603 msp-74 2 3.87E-04 3 3.82E-04 - -
F09C3.1 CE23636 pes-7 1 1.07E-05 - - - -
F09E10.3 CE30939 dhs-25 - - 4 1.58E-04 - -
F09E5.11 CE39348 - - 2 9.00E-05 - -
F09E5.15a CE32361 prdx-2 13 9.93E-04 61 3.07E-03 37 1.50E-03
F09E5.15b CE41559 prdx-2 13 9.73E-04 61 3.01E-03 37 1.47E-03
F09E5.3 CE02610 - - 5 1.62E-04 1 2.61E-05
F09E5.5 CE29752 sec-6 - - 3 3.70E-05 - -
F09E5.8 CE02615 - - 2 8.05E-05 - -
F09F7.2a CE01236 mlc-3 8 7.79E-04 9 5.77E-04 18 9.29E-04
F09F7.2b CE30652 mlc-3 5 8.28E-04 2 2.18E-04 - -
F09F7.3 CE30653 - - - - 5 3.42E-05
F09F7.4a CE00689 3 1.16E-04 14 3.56E-04 2 4.09E-05
F09F7.4b CE30654 3 1.23E-04 14 3.79E-04 2 4.35E-05
F09G2.4 CE09299 cpsf-2 13 2.30E-04 7 8.15E-05 7 6.56E-05
F09G2.9 CE09304 1 3.59E-05 - - - -
F09G8.3 CE24890 2 7.60E-05 3 7.51E-05 1 2.01E-05
F10B5.1 CE01543 rpl-10 17 1.18E-03 23 1.05E-03 59 2.18E-03
F10B5.6 CE01548 emb-27 1 2.27E-05 3 4.50E-05 2 2.41E-05
F10C1.2a CE02618 ifb-1 9 2.40E-04 7 1.23E-04 6 8.49E-05
F10C1.2b CE02619 ifb-1 9 2.28E-04 7 1.17E-04 6 8.04E-05
F10C1.7a CE02622 ifb-2 2 5.49E-05 - - - -
F10C1.7c CE27941 ifb-2 1 2.83E-05 - - - -
F10C2.4 CE09308 - - 2 1.82E-05 - -
F10C2.5 CE09309 - - 1 1.26E-05 - -
F10C5.1 CE26888 mat-3 2 4.43E-05 3 4.38E-05 - -
F10D11.1 CE09323 sod-2 2 1.35E-04 4 1.78E-04 9 3.22E-04
F10D11.4 CE09326 2 1.77E-04 - - - -
F10E7.5 CE04360 - - 3 1.34E-04 2 7.18E-05
F10E7.7 CE04362 rpl-33 19 2.28E-03 21 1.66E-03 62 3.95E-03
F10E7.8 CE43761 farl-11 - - 2 2.01E-05 - -
F10E9.5 CE41995 - - 1 4.93E-05 - -
F10F2.1 CE32621 sel-2 3 1.78E-05 5 1.96E-05 4 1.26E-05
F10F2.2 CE44312 - - 1 7.41E-06 - -
F10G2.3 CE09331 clec-7 1 3.57E-05 1 2.35E-05 - -
F10G7.1 CE02624 tag-151 - - 1 1.25E-05 - -
F10G7.11 CE33373 ttr-41 2 2.13E-04 - - - -
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F10G7.2 CE02626 tsn-1 15 2.45E-04 33 3.54E-04 21 1.81E-04
F10G7.8 CE02632 rpn-5 17 5.17E-04 18 3.61E-04 13 2.09E-04
F11A10.2 CE28910 3 2.01E-04 3 1.33E-04 4 1.42E-04
F11A10.4 CE17656 mon-2 2 1.81E-05 12 7.16E-05 - -
F11A10.7 CE28911 1 3.78E-05 - - - -
F11A10.8 CE35178 cpsf-4 2 9.87E-05 - - 5 1.31E-04
F11A3.2a CE05586 - - - - 2 2.99E-05
F11A3.2b CE38501 - - - - 2 3.18E-05
F11C1.5a CE41311 2 1.65E-05 7 3.81E-05 3 1.31E-05
F11C1.5b CE41312 2 2.23E-05 7 5.13E-05 3 1.77E-05
F11C1.5c CE41386 2 3.79E-05 4 4.99E-05 - -
F11C1.5d CE43152 2 1.64E-05 7 3.78E-05 3 1.30E-05
F11C3.3 CE09349 unc-54 138 1.05E-03 104 5.20E-04 209 8.41E-04
F11E6.5 CE19785 elo-2 - - 1 3.58E-05 - -
F11G11.2 CE07055 gst-7 5 3.62E-04 5 2.38E-04 7 2.68E-04
F11G11.3 CE32622 gst-6 - - 1 4.76E-05 - -
F11G11.8 CE02882 nspd-5 4 8.39E-04 - - - -
F11H8.3 CE04376 col-8 - - 2 6.96E-05 - -
F12F6.6 CE05594 sec-24.1 1 1.32E-05 5 4.36E-05 - -
F13A7.1 CE15808 1 4.38E-05 - - - -
F13B10.2a CE05598 rpl-3 89 3.31E-03 71 1.74E-03 154 3.03E-03
F13B10.2c CE36996 rpl-3 78 3.29E-03 67 1.86E-03 - -
F13B10.2d CE36997 rpl-3 29 1.43E-03 28 9.07E-04 - -
F13C5.2 CE19384 - - 1 2.62E-05 - -
F13D12.2 CE02181 ldh-1 - - 2 5.90E-05 - -
F13D12.4a CE02183 alh-8 6 1.71E-04 40 7.51E-04 27 4.08E-04
F13D12.4b CE36262 alh-8 - - 2 1.74E-04 - -
F13D12.6 CE02185 1 3.28E-05 3 6.49E-05 - -
F13E6.1 CE31474 - - 1 5.03E-05 - -
F13G11.3 CE40453 - - 4 2.02E-04 - -
F13G3.10 CE17660 - - 2 2.04E-04 - -
F13G3.10b CE42530 - - 2 2.16E-04 - -
F13G3.5a CE41115 ttx-7 - - 1 3.44E-05 - -
F13G3.5b CE41116 ttx-7 - - 1 3.48E-05 - -
F13H10.4a CE40354 - - 1 1.23E-05 - -
F13H10.4b CE40355 - - 1 1.24E-05 - -
F13H10.4c CE40940 - - 1 1.24E-05 - -
F13H8.2 CE27127 4 6.42E-05 8 8.45E-05 1 8.50E-06
F13H8.7 CE02641 4 1.54E-04 12 3.04E-04 1 2.04E-05
F14B4.3 CE05629 2 2.64E-05 3 2.61E-05 2 1.40E-05
F14F4.3a CE23649 mrp-5 - - 1 7.01E-06 - -
F14F4.3b CE23650 mrp-5 - - 1 6.88E-06 - -
F15E11.1 CE16999 4 3.87E-04 1 6.37E-05 - -
F15E11.13 CE25224 2 1.97E-04 4 2.60E-04 - -
F15E11.14 CE16999 4 3.87E-04 1 6.37E-05 - -
F15E11.15a CE35276 9 6.18E-04 2 9.05E-05 - -
F15E11.15b CE33283 9 7.80E-04 2 1.14E-04 - -
F15E6.1 CE16990 set-9 1 9.00E-06 - - - -
F15E6.6 CE27966 1 1.21E-05 1 7.99E-06 - -
F15G9.4a CE18595 him-4 31 8.93E-05 53 1.01E-04 43 6.56E-05
F15G9.4b CE18596 him-4 31 8.89E-05 53 1.00E-04 43 6.53E-05
F15G9.4c CE40845 him-4 1 7.03E-05 1 4.63E-05 - -
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F15G9.4d CE43012 him-4 31 8.86E-05 52 9.79E-05 43 6.51E-05
F15H10.3 CE40942 apc-10 1 7.41E-05 - - - -
F16A11.2 CE23663 - - 1 1.94E-05 - -
F16A11.3a CE37103 ppfr-1 - - 5 3.29E-05 - -
F16A11.3b CE37104 ppfr-1 - - 5 3.60E-05 - -
F16A11.3c CE37105 ppfr-1 - - 2 1.88E-05 - -
F16A11.3d CE44414 ppfr-1 - - 5 3.14E-05 - -
F16B12.6 CE32383 - - 1 7.05E-06 - -
F16H6.9 CE18605 - - 1 1.45E-05 - -
F17A9.4 CE09448 1 3.26E-05 - - - -
F17C11.11 CE26809 - - 1 3.48E-05 - -
F17C11.9a CE05656 41 1.53E-03 122 3.01E-03 90 1.79E-03
F17C11.9b CE32385 41 1.64E-03 122 3.21E-03 90 1.91E-03
F17C11.9c CE39492 23 9.39E-04 51 1.37E-03 - -
F17E9.10 CE03253 his-32 6 6.57E-04 10 7.22E-04 132 7.66E-03
F17E9.11 CE07076 lys-10 - - 2 8.54E-05 - -
F17E9.12 CE03252 his-31 11 1.59E-03 29 2.76E-03 24 1.84E-03
F17E9.13 CE04501 his-33 25 2.93E-03 16 1.24E-03 42 2.61E-03
F17E9.4 CE27971 1 1.06E-04 1 6.96E-05 - -
F17E9.9 CE07075 his-34 6 7.33E-04 9 7.24E-04 30 1.94E-03
F18A1.5 CE04405 rpa-1 1 2.27E-05 2 3.00E-05 12 1.45E-04
F18C12.2a CE30344 rme-8 1 6.54E-06 2 8.61E-06 1 3.46E-06
F18C12.2b CE30345 rme-8 1 6.56E-06 2 8.64E-06 1 3.48E-06
F18C12.3 CE15869 26 7.11E-04 30 5.40E-04 38 5.51E-04
F18C5.3 CE02652 tag-184 5 5.00E-05 9 5.93E-05 - -
F18E2.2 CE05663 abcf-1 3 7.19E-05 8 1.26E-04 - -
F18E2.3 CE05664 scc-3 6 8.16E-05 5 4.48E-05 - -
F18H3.3a CE02193 pab-2 20 4.31E-04 15 2.13E-04 12 1.37E-04
F18H3.3b CE03230 pab-2 20 5.27E-04 15 2.60E-04 12 1.67E-04
F19B6.1a CE05666 1 2.89E-05 1 1.91E-05 3 4.60E-05
F19B6.1b CE20700 1 2.68E-05 1 1.77E-05 3 4.27E-05
F19B6.2a CE05667 ufd-1 - - 6 1.72E-04 8 1.85E-04
F19B6.2b CE23674 ufd-1 - - 2 5.84E-05 8 1.88E-04
F19C7.1 CE04415 2 1.12E-04 2 7.38E-05 2 5.94E-05
F19H8.1 CE37507 tps-2 - - 1 7.99E-06 - -
F20B6.2 CE04424 vha-12 14 4.25E-04 31 6.20E-04 7 1.13E-04
F20D1.4 CE09497 1 7.76E-05 4 2.04E-04 - -
F20D1.9 CE09502 2 9.93E-05 5 1.64E-04 6 1.58E-04
F20D12.1a CE04431 csr-1 13 1.88E-04 25 2.38E-04 12 9.20E-05
F20D12.1b CE39920 csr-1 13 2.23E-04 25 2.83E-04 12 1.09E-04
F20D12.2 CE04432 2 2.67E-05 2 1.76E-05 - -
F20D12.4 CE04434 czw-1 4 7.66E-05 7 8.83E-05 2 2.03E-05
F20D6.11 CE27373 - - 1 1.79E-05 - -
F20D6.2 CE07107 1 4.89E-05 - - - -
F20D6.4a CE07109 srp-7 - - 1 2.68E-05 - -
F20D6.4b CE37003 srp-7 - - 1 2.68E-05 - -
F20D6.4c CE37004 srp-7 - - 1 2.69E-05 - -
F20D6.4d CE41893 srp-7 - - 1 2.63E-05 - -
F20G2.2 CE09505 1 5.98E-05 2 7.88E-05 - -
F20G2.4 CE35860 nas-24 - - 1 2.48E-05 - -
F20G4.1 CE34296 smgl-1 2 1.85E-05 1 6.08E-06 2 9.78E-06
F20G4.3 CE27133 nmy-2 8 5.95E-05 9 4.41E-05 10 3.94E-05
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F20H11.3 CE09512 mdh-1 14 6.12E-04 19 5.47E-04 12 2.78E-04
F21D5.1 CE03244 8 2.17E-04 5 8.92E-05 2 2.87E-05
F21D5.7 CE09524 - - 2 3.96E-05 - -
F21F8.3 CE09539 asp-5 2 7.58E-05 2 5.00E-05 - -
F21F8.7 CE09542 asp-6 1 3.83E-05 9 2.27E-04 3 6.09E-05
F21H11.2a CE38067 sax-2 1 5.16E-06 1 3.40E-06 1 2.74E-06
F21H12.6 CE01917 8 8.68E-05 22 1.57E-04 23 1.32E-04
F22A3.6a CE04442 ilys-5 3 3.22E-04 - - - -
F22A3.7 CE38951 ttr-36 1 1.16E-04 - - - -
F22B3.1 CE03252 his-64 11 1.59E-03 29 2.76E-03 24 1.84E-03
F22B3.2 CE03253 his-63 6 6.57E-04 10 7.22E-04 132 7.66E-03
F22B3.4 CE03255 1 2.10E-05 9 1.24E-04 3 3.34E-05
F22B5.2 CE02197 eif-3.G - - 1 3.83E-05 - -
F22B5.3 CE02198 cut-3 - - 2 5.05E-05 - -
F22B5.7 CE20707 zyg-9 3 3.16E-05 4 2.77E-05 3 1.67E-05
F22B5.9 CE20708 frs-2 2 5.04E-05 10 1.66E-04 - -
F22B8.6 CE15884 cth-1 - - 1 2.50E-05 - -
F22D6.3a CE05684 nrs-1 4 1.09E-04 5 9.00E-05 - -
F22D6.6 CE05687 ekl-1 1 2.46E-05 - - - -
F22F7.1a CE17691 - - 3 6.91E-05 - -
F22F7.1b CE32871 - - 3 7.51E-05 - -
F22G12.1 CE39571 1 4.20E-05 - - 1 2.22E-05
F22G12.5 CE42506 - - 2 8.02E-06 - -
F23B12.5 CE09597 21 6.17E-04 62 1.20E-03 49 7.63E-04
F23B12.6 CE09598 fntb-1 - - 2 4.90E-05 - -
F23B12.7 CE09599 4 6.25E-05 10 1.03E-04 2 1.66E-05
F23B2.12 CE09592 pcp-2 2 2.76E-05 - - - -
F23B2.6 CE09586 aly-2 3 1.97E-04 6 2.59E-04 10 3.48E-04
F23C8.4 CE20713 ubxn-1 1 4.98E-05 - - - -
F23C8.5 CE29774 1 5.84E-05 8 3.08E-04 - -
F23F1.8a CE29280 rpt-4 4 1.47E-04 12 2.90E-04 3 5.83E-05
F23F1.8b CE09608 rpt-4 4 1.50E-04 12 2.96E-04 3 5.95E-05
F23F12.6 CE01253 rpt-3 13 4.68E-04 23 5.45E-04 31 5.91E-04
F23H11.1 CE09609 bra-2 - - 1 4.59E-05 - -
F23H11.3 CE09611 3 1.39E-04 1 3.06E-05 - -
F23H12.2 CE05705 1 7.93E-05 - - - -
F25B4.5 CE28000 - - 4 5.53E-05 2 2.22E-05
F25B5.1a CE39493 dct-6 1 1.63E-05 - - - -
F25B5.1b CE39494 dct-6 1 1.61E-05 - - - -
F25B5.4a CE01921 ubq-1 6 1.07E-04 33 3.87E-04 9 8.48E-05
F25B5.4c CE31915 ubq-1 6 1.66E-04 28 5.11E-04 8 1.17E-04
F25B5.6a CE01923 2 5.84E-05 1 1.92E-05 - -
F25B5.6b CE29283 2 5.72E-05 1 1.88E-05 - -
F25B5.6c CE37764 2 6.16E-05 1 2.03E-05 - -
F25B5.7a CE42671 psf-1 3 7.95E-05 - - - -
F25B5.7d CE32391 psf-1 3 1.20E-04 - - - -
F25D1.1a CE05722 tag-93 5 1.59E-04 3 6.29E-05 - -
F25D1.1b CE36134 tag-93 5 2.03E-04 3 8.02E-05 - -
F25D1.1c CE41642 tag-93 5 1.94E-04 3 7.65E-05 - -
F25D7.2 CE40045 tag-353 - - 1 2.72E-05 - -
F25D7.4a CE09632 3 4.80E-05 11 1.16E-04 3 2.54E-05
F25D7.4b CE42000 2 3.41E-05 11 1.24E-04 3 2.71E-05
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F25E2.2a CE37106 - - 2 3.15E-05 - -
F25E2.2b CE43807 - - 2 1.24E-04 - -
F25G6.2 CE30764 symk-1 7 9.13E-05 15 1.29E-04 10 6.91E-05
F25G6.9 CE32879 - - 3 2.14E-05 - -
F25H2.10 CE09655 rpa-0 63 3.01E-03 73 2.30E-03 173 4.38E-03
F25H2.11 CE09656 tct-1 2 1.65E-04 15 8.13E-04 1 4.36E-05
F25H2.4 CE09649 - - 1 5.01E-05 - -
F25H2.5 CE09650 8 7.79E-04 13 8.34E-04 39 2.01E-03
F25H2.9 CE09654 pas-5 2 1.20E-04 7 2.77E-04 2 6.37E-05
F25H5.1a CE37827 lim-9 1 2.39E-05 - - - -
F25H5.1b CE37828 lim-9 1 2.54E-05 - - - -
F25H5.1c CE37829 lim-9 1 2.80E-05 - - - -
F25H5.1d CE37830 lim-9 1 5.78E-05 - - - -
F25H5.1e CE15896 lim-9 1 3.28E-05 - - - -
F25H5.1f CE41643 lim-9 1 2.27E-05 - - - -
F25H5.3a CE15898 pyk-1 4 1.06E-04 5 8.73E-05 5 7.03E-05
F25H5.3b CE15899 pyk-1 4 9.93E-05 5 8.18E-05 5 6.58E-05
F25H5.3c CE36135 pyk-1 4 1.12E-04 5 9.24E-05 5 7.44E-05
F25H5.3d CE37832 pyk-1 4 1.07E-04 5 8.80E-05 5 7.08E-05
F25H5.3e CE43392 pyk-1 4 6.53E-05 5 5.38E-05 5 4.32E-05
F25H5.4 CE15900 eft-2 79 1.38E-03 162 1.87E-03 151 1.40E-03
F26A3.1 CE20724 33 1.61E-03 31 9.94E-04 81 2.09E-03
F26A3.3 CE27140 ego-1 2 1.83E-05 - - - -
F26B1.3 CE09675 ima-2 4 1.12E-04 7 1.29E-04 22 3.27E-04
F26D10.10 CE19810 gln-5 - - 1 2.66E-05 - -
F26D10.3 CE09682 hsp-1 91 2.12E-03 136 2.09E-03 146 1.80E-03
F26D11.11a CE29778 let-413 - - 1 1.45E-05 - -
F26D11.11b CE37008 let-413 - - 1 1.40E-05 - -
F26D2.2 CE33925 syp-1 1 3.05E-05 - - - -
F26E4.1 CE09685 sur-6 1 3.01E-05 3 5.95E-05 - -
F26E4.5 CE32638 1 3.14E-05 - - - -
F26E4.6 CE30519 - - 3 3.51E-04 8 7.52E-04
F26E4.8 CE09692 tba-1 30 9.96E-04 44 9.62E-04 51 8.97E-04
F26F12.1a CE07146 col-140 - - 2 6.79E-05 - -
F26F12.1b CE41227 col-140 - - 2 9.35E-05 - -
F26F12.7 CE17716 let-418 9 7.33E-05 14 7.51E-05 15 6.48E-05
F26F4.1 CE01257 cee-1 1 4.12E-05 3 8.13E-05 - -
F26F4.10a CE29495 rrt-1 19 3.97E-04 32 4.41E-04 28 3.10E-04
F26F4.10b CE37225 rrt-1 19 4.09E-04 32 4.54E-04 28 3.20E-04
F26F4.10c CE40950 rrt-1 1 1.38E-04 3 2.73E-04 - -
F26F4.12 CE28922 - - 1 4.25E-05 - -
F26F4.7 CE29291 nhl-2 1 1.44E-05 - - - -
F26G1.4 CE02696 ttm-2 1 4.16E-05 - - - -
F26G1.7 CE02699 msp-3 5 5.87E-04 5 3.86E-04 7 4.35E-04
F26G5.1a CE39924 - - - - 1 1.40E-05
F26G5.1b CE42224 - - - - 1 1.40E-05
F27C1.6 CE09718 3 6.91E-05 3 4.55E-05 2 2.44E-05
F27C1.7a CE09719 atp-3 5 3.60E-04 16 7.59E-04 8 3.05E-04
F27C1.7b CE36139 atp-3 5 3.27E-04 16 6.89E-04 8 2.77E-04
F27C8.6 CE03271 - - 2 4.59E-05 - -
F27D4.1 CE24926 1 4.49E-05 12 3.55E-04 6 1.43E-04
F27D4.4a CE41229 - - 1 2.62E-05 - -
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F27D4.5 CE05736 tag-173 2 8.14E-05 3 8.05E-05 3 6.47E-05
F27D9.5 CE04451 pcca-1 5 1.03E-04 15 2.03E-04 13 1.42E-04
F28A10.6 CE19411 acdh-9 1 3.64E-05 1 2.40E-05 2 3.86E-05
F28A12.4 CE09738 - - 2 5.05E-05 - -
F28B3.7a CE42002 him-1 3 3.54E-05 5 3.89E-05 1 6.26E-06
F28B3.7b CE39925 him-1 - - 2 1.40E-04 - -
F28B3.8 CE30523 imb-1 5 8.32E-05 10 1.10E-04 13 1.15E-04
F28B4.3 CE07153 18 1.20E-04 46 2.03E-04 53 1.88E-04
F28C6.3 CE03274 cpf-1 237 8.21E-03 581 1.33E-02 819 1.50E-02
F28C6.6 CE03277 suf-1 278 5.64E-03 321 4.29E-03 560 6.02E-03
F28C6.7a CE03278 rpl-26 7 7.35E-04 15 1.04E-03 18 1.00E-03
F28C6.7b CE20731 rpl-26 6 8.43E-04 15 1.39E-03 18 1.34E-03
F28C6.7c CE32883 rpl-26 6 8.20E-04 15 1.35E-03 18 1.30E-03
F28D1.1 CE05741 5 1.28E-04 5 8.46E-05 7 9.53E-05
F28D1.7 CE05747 rps-23 23 2.40E-03 58 3.98E-03 71 3.92E-03
F28D1.8 CE28551 1 4.14E-05 - - - -
F28F8.2 CE09756 acs-2 - - 3 4.76E-05 - -
F28F8.5 CE09759 1 7.45E-05 - - - -
F28H1.2 CE09767 cpn-3 3 3.15E-04 15 1.04E-03 2 1.11E-04
F28H1.3 CE09768 ars-2 - - 3 3.04E-05 - -
F28H7.3 CE05753 1 5.07E-05 - - - -
F29B9.11 CE09789 - - 2 2.23E-04 - -
F29B9.2a CE09781 - - - - 1 8.68E-06
F29B9.2b CE27145 - - - - 1 8.80E-06
F29B9.6 CE09784 ubc-9 - - 3 1.77E-04 5 2.38E-04
F29C4.6 CE17723 tut-1 20 7.99E-04 18 4.74E-04 1 2.12E-05
F29D10.4 CE05763 hum-1 4 5.42E-05 9 8.03E-05 3 2.15E-05
F29D11.1 CE05765 lrp-1 2 6.27E-06 5 1.03E-05 - -
F29D11.2 CE09790 capg-1 3 3.88E-05 1 8.51E-06 4 2.74E-05
F29F11.1 CE05767 sqv-4 - - 3 6.12E-05 - -
F29F11.3 CE23690 tut-2 3 1.28E-04 6 1.69E-04 - -
F29F11.6 CE20735 gsp-1 43 1.95E-03 44 1.31E-03 34 8.16E-04
F29G6.3a CE36483 1 1.93E-05 - - 4 4.09E-05
F29G6.3b CE18655 - - - - 4 1.77E-05
F29G6.3c CE36484 - - - - 4 2.17E-05
F29G9.5 CE09799 rpt-2 7 2.35E-04 14 3.10E-04 13 2.32E-04
F30A10.5 CE32397 stl-1 - - 1 3.00E-05 4 9.66E-05
F30H5.1 CE01925 unc-45 - - 3 3.06E-05 - -
F30H5.3 CE01927 3 2.80E-05 - - - -
F31A3.3 CE39927 - - 2 1.15E-04 - -
F31C3.1 CE17730 cyn-5 1 7.30E-05 - - - -
F31D4.3 CE15929 fkb-6 1 3.46E-05 2 4.55E-05 - -
F31E3.3 CE01268 rfc-4 - - 2 5.88E-05 3 7.09E-05
F31E3.5 CE01270 eft-3 173 5.57E-03 207 4.39E-03 494 8.43E-03
F32A11.1 CE17737 1 4.67E-05 3 9.23E-05 2 4.95E-05
F32A5.3 CE01273 6 1.56E-04 - - - -
F32A6.2 CE43247 ift-81 - - 2 3.07E-05 - -
F32A6.3a CE37009 vps-41 - - 1 1.29E-05 - -
F32A6.3b CE40762 vps-41 - - 1 1.44E-05 - -
F32A6.3c CE40763 vps-41 - - 1 1.09E-05 - -
F32A7.5a CE09846 1 1.70E-05 9 1.01E-04 - -
F32A7.5b CE34178 1 1.95E-05 6 7.71E-05 - -
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F32A7.5c CE34179 1 1.70E-05 9 1.01E-04 - -
F32B5.1 CE28230 2 6.98E-05 3 6.90E-05 - -
F32B5.8 CE36646 cpz-1 5 2.43E-04 4 1.28E-04 4 1.03E-04
F32B6.2 CE35517 3 6.66E-05 10 1.46E-04 7 8.24E-05
F32B6.6 CE09861 msp-77 4 4.69E-04 5 3.86E-04 7 4.35E-04
F32D1.1 CE09865 figl-1 1 2.51E-05 2 3.30E-05 2 2.66E-05
F32D1.10 CE09874 mcm-7 2 4.08E-05 - - - -
F32D1.2 CE09866 2 5.52E-04 2 3.64E-04 - -
F32D1.9 CE09873 fipp-1 4 1.16E-04 4 7.65E-05 9 1.39E-04
F32D8.12a CE31922 - - 2 4.14E-05 - -
F32D8.12b CE36151 - - 2 4.27E-05 - -
F32D8.2 CE38338 1 2.62E-05 - - - -
F32D8.4 CE35182 1 5.12E-05 1 3.37E-05 - -
F32D8.5a CE05784 - - 2 8.72E-05 - -
F32D8.5b CE23699 - - 2 8.65E-05 - -
F32E10.1 CE04474 nol-10 2 3.95E-05 4 5.21E-05 4 4.19E-05
F32E10.4 CE20745 ima-3 3 8.70E-05 6 1.15E-04 5 7.68E-05
F32H2.10 CE28926 - - 1 5.74E-05 - -
F32H2.5 CE42777 fasn-1 3 1.71E-05 17 6.39E-05 7 2.12E-05
F32H2.9 CE34484 tba-6 2 6.42E-05 2 4.23E-05 - -
F33A8.1 CE17753 let-858 1 1.66E-05 6 6.57E-05 1 8.80E-06
F33A8.3 CE17755 cey-1 2 1.43E-04 2 9.44E-05 2 7.59E-05
F33A8.4 CE17756 - - - - 7 1.18E-04
F33D11.10 CE09901 7 2.61E-04 4 9.84E-05 9 1.78E-04
F33D11.11 CE09902 vpr-1 1 6.08E-05 - - - -
F33D4.2a CE37905 itr-1 - - 2 6.79E-06 3 8.19E-06
F33D4.2d CE37906 itr-1 - - 2 6.92E-06 3 8.35E-06
F33D4.2e CE28017 itr-1 - - 2 6.87E-06 3 8.29E-06
F33D4.2f CE28018 itr-1 - - 2 6.90E-06 3 8.32E-06
F33D4.2g CE31690 itr-1 - - 2 1.15E-05 3 1.38E-05
F33E11.6a CE39928 3 1.32E-04 4 1.16E-04 - -
F33E11.6b CE39929 3 1.00E-04 4 8.78E-05 3 5.30E-05
F33G12.2 CE27149 - - 2 6.44E-05 - -
F33H1.2 CE01568 gpd-4 8 3.50E-04 20 5.76E-04 17 3.94E-04
F33H1.4 CE42531 - - - - 1 5.73E-06
F33H2.3 CE17766 - - 2 8.57E-05 - -
F33H2.6 CE30528 1 4.95E-05 - - - -
F35C5.6 CE15947 clec-63 1 3.63E-05 - - - -
F35C8.6 CE39098 pfn-2 - - 1 7.49E-05 3 1.81E-04
F35F11.1 CE37230 2 5.57E-05 2 3.67E-05 - -
F35G12.10 CE00968 asb-1 3 1.49E-04 3 9.78E-05 5 1.31E-04
F35G12.12 CE31499 3 9.10E-05 7 1.40E-04 - -
F35G12.8 CE03287 smc-4 67 6.45E-04 44 2.79E-04 56 2.85E-04
F35G2.2 CE05809 - - 1 4.93E-05 - -
F35G2.4 CE05811 phy-2 - - 1 1.82E-05 - -
F35H10.1 CE04501 his-30 25 2.93E-03 16 1.24E-03 42 2.61E-03
F35H10.11 CE07075 his-29 6 7.33E-04 9 7.24E-04 30 1.94E-03
F35H10.4 CE04504 vha-5 - - 2 2.25E-05 - -
F35H10.7 CE04507 43 1.25E-03 42 8.07E-04 61 9.43E-04
F35H12.2a CE30971 tbc-11 2 3.20E-05 - - - -
F35H12.2b CE30972 tbc-11 2 3.19E-05 - - - -
F35H12.2c CE37909 tbc-11 1 2.61E-05 - - - -
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F36A2.13 CE24948 6 3.04E-05 5 1.67E-05 2 5.36E-06
F36A2.1a CE39364 cids-2 - - 1 1.49E-05 - -
F36A2.1b CE39365 cids-2 - - 1 1.50E-05 - -
F36A2.1c CE41235 cids-2 - - 1 1.48E-05 - -
F36A2.1d CE41236 cids-2 - - 1 1.48E-05 - -
F36A2.6 CE09945 rps-15 11 1.09E-03 29 1.89E-03 77 4.03E-03
F36A2.7 CE09946 - - - - 3 1.42E-04
F36A4.7 CE28300 ama-1 - - 5 2.65E-05 6 2.56E-05
F36D4.3a CE35927 hum-2 - - 1 5.34E-06 - -
F36D4.3b CE35928 hum-2 - - 1 5.34E-06 - -
F36D4.3c CE30777 hum-2 - - 1 1.90E-05 - -
F36D4.3e CE33076 hum-2 - - 1 2.23E-05 - -
F36H1.6 CE40358 alh-3 2 3.28E-05 11 1.19E-04 2 1.74E-05
F36H12.7 CE02806 msp-19 5 5.87E-04 6 4.64E-04 7 4.35E-04
F36H2.1a CE34183 tat-5 1 1.39E-05 - - - -
F36H2.1b CE34184 tat-5 1 1.44E-05 - - - -
F36H2.1c CE39367 tat-5 1 1.39E-05 - - - -
F36H9.3 CE09969 dhs-13 2 1.16E-04 1 3.82E-05 - -
F37A4.5 CE00707 2 9.34E-05 1 3.08E-05 - -
F37A4.8 CE29792 isw-1 2 2.95E-05 1 9.73E-06 1 7.83E-06
F37B12.2 CE32886 gcs-1 1 2.28E-05 3 4.50E-05 - -
F37B4.7 CE17796 folt-2 5 1.76E-04 6 1.39E-04 4 7.45E-05
F37C12.11 CE30779 rps-21 3 5.08E-04 2 2.23E-04 - -
F37C12.13a CE26424 exos-9 - - 3 6.78E-05 - -
F37C12.4 CE30781 rpl-36 12 1.72E-03 19 1.79E-03 24 1.82E-03
F37C12.7 CE29312 acs-4 - - 5 6.71E-05 3 3.24E-05
F37C12.9 CE00821 rps-14 17 1.67E-03 19 1.23E-03 65 3.38E-03
F37C4.5a CE17048 17 4.56E-04 25 4.41E-04 5 7.10E-05
F37C4.5b CE33640 4 1.89E-04 18 5.59E-04 - -
F37C4.6 CE17049 - - 1 1.80E-05 - -
F37E3.1 CE29793 ncbp-1 - - 4 4.92E-05 - -
F37F2.2 CE32185 - - - - 4 1.97E-04
F38A1.8 CE41537 - - 1 1.57E-05 - -
F38A5.13 CE10050 dnj-11 1 2.53E-05 3 5.00E-05 - -
F38A5.7 CE10038 - - 1 5.81E-05 - -
F38B2.1a CE31506 ifa-1 4 1.04E-04 2 3.41E-05 2 2.75E-05
F38B2.1b CE31507 ifa-1 4 1.04E-04 2 3.41E-05 2 2.75E-05
F38B2.1c CE05824 ifa-1 4 1.05E-04 2 3.46E-05 2 2.79E-05
F38B2.1d CE24961 ifa-1 4 1.01E-04 2 3.32E-05 2 2.67E-05
F38B2.4a CE02218 4 2.84E-04 5 2.34E-04 - -
F38B6.4 CE28304 7 1.07E-04 3 3.02E-05 - -
F38E11.5 CE18673 23 3.43E-04 29 2.85E-04 28 2.21E-04
F38E9.5 CE28307 5 2.24E-04 3 8.84E-05 3 7.11E-05
F38H4.8a CE17808 ech-2 - - 2 6.94E-05 - -
F38H4.8b CE10072 ech-2 - - 2 6.61E-05 - -
F38H4.9 CE10074 let-92 29 1.36E-03 37 1.14E-03 80 1.99E-03
F39B2.10 CE16015 dnj-12 9 3.34E-04 9 2.20E-04 21 4.13E-04
F39B2.3 CE16009 2 9.09E-05 - - - -
F39B2.6 CE16012 rps-26 3 3.82E-04 19 1.59E-03 7 4.72E-04
F39C12.1 CE10092 392 1.14E-03 350 6.73E-04 493 7.63E-04
F39C12.2a CE28308 add-1 1 2.19E-05 - - - -
F39C12.2b CE28309 add-1 1 2.04E-05 - - - -
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F39C12.2c CE29794 add-1 1 2.12E-05 - - - -
F39C12.2d CE30979 add-1 1 2.18E-05 - - - -
F39C12.2e CE34553 add-1 1 2.08E-05 - - - -
F39G3.1 CE30782 ugt-61 - - 1 1.85E-05 - -
F39H11.5 CE20761 pbs-7 3 1.89E-04 17 7.07E-04 2 6.69E-05
F39H2.2a CE32410 sig-7 1 3.49E-05 - - - -
F40A3.3a CE10146 2 1.35E-04 4 1.78E-04 - -
F40A3.3b CE38516 2 1.61E-04 4 2.12E-04 - -
F40A3.6 CE10152 115 6.64E-03 103 3.92E-03 285 8.72E-03
F40E10.3 CE05839 csq-1 3 1.07E-04 5 1.18E-04 - -
F40F11.1 CE05860 rps-11 21 2.02E-03 26 1.65E-03 89 4.53E-03
F40F11.2a CE05861 1 9.35E-06 2 1.23E-05 - -
F40F11.2b CE28557 1 9.27E-06 2 1.22E-05 - -
F40F4.2 CE04532 lbp-2 - - 5 3.05E-04 - -
F40F4.3 CE04533 lbp-1 - - 6 3.70E-04 - -
F40F4.4a CE30130 lbp-3 1 9.03E-05 1 5.95E-05 - -
F40F4.4b CE39932 lbp-3 1 9.93E-05 1 6.54E-05 - -
F40F4.5 CE30131 tba-9 - - 3 6.46E-05 - -
F40F4.6 CE04536 35 2.36E-04 52 2.31E-04 95 3.39E-04
F40F8.10 CE05849 rps-9 15 1.18E-03 36 1.87E-03 44 1.84E-03
F40F8.11 CE40359 - - 3 6.24E-05 - -
F40F9.6a CE05855 - - 4 4.25E-05 - -
F40F9.6b CE23714 - - 4 4.31E-05 - -
F40G9.17 CE43599 1 6.21E-05 2 8.18E-05 - -
F41C3.3 CE32658 acs-11 2 5.90E-05 - - - -
F41C3.5 CE02733 2 6.35E-05 8 1.67E-04 2 3.37E-05
F41E6.4a CE41239 smk-1 1 1.37E-05 1 9.05E-06 5 3.64E-05
F41E6.4b CE41240 smk-1 - - 1 1.16E-05 - -
F41E6.4c CE37912 smk-1 1 2.78E-05 - - 5 7.37E-05
F41E6.6 CE35305 tag-196 1 3.12E-05 - - - -
F41G4.2a CE25884 cas-1 - - 3 2.34E-05 9 5.66E-05
F41G4.2b CE25885 cas-1 - - 3 5.95E-05 9 1.44E-04
F41H10.7 CE10284 elo-5 3 1.56E-04 5 1.72E-04 - -
F41H10.8 CE10286 elo-6 2 1.09E-04 2 7.16E-05 - -
F42A10.1 CE01292 abcf-3 - - 4 5.51E-05 1 1.11E-05
F42A10.5 CE01296 - - 1 3.61E-05 - -
F42A6.7a CE17059 hrp-1 - - 3 8.51E-05 - -
F42A6.7b CE31510 hrp-1 - - 3 9.53E-05 - -
F42A6.7c CE29317 hrp-1 - - 3 9.56E-05 - -
F42A6.7d CE39251 hrp-1 - - 3 8.49E-05 - -
F42A8.2 CE01579 sdhb-1 2 1.00E-04 1 3.29E-05 - -
F42C5.8 CE04561 rps-8 73 5.23E-03 55 2.60E-03 71 2.70E-03
F42C5.9 CE04562 - - 1 1.78E-05 - -
F42F12.4 CE16031 - - 1 5.51E-05 - -
F42G4.3a CE23716 zyx-1 6 1.48E-04 - - 2 2.62E-05
F42G4.3b CE20775 zyx-1 4 3.39E-04 - - 2 8.97E-05
F42G8.10a CE17069 1 8.23E-05 - - - -
F42G8.12 CE17071 isp-1 6 3.24E-04 6 2.13E-04 4 1.14E-04
F42G9.1a CE07231 - - 2 4.00E-05 - -
F42G9.1b CE30788 - - 2 4.19E-05 - -
F42G9.5a CE07233 alh-11 2 4.34E-05 - - - -
F42G9.5b CE30790 alh-11 2 5.92E-05 - - - -
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F43D2.1 CE38186 5 2.96E-04 1 3.89E-05 - -
F43D9.4 CE00994 sip-1 20 1.87E-03 27 1.67E-03 57 2.83E-03
F43E2.5 CE07241 msra-1 21 1.51E-03 61 2.89E-03 60 2.29E-03
F43E2.7a CE41652 1 4.36E-05 6 1.72E-04 - -
F43E2.8 CE07244 hsp-4 16 3.63E-04 14 2.09E-04 - -
F43G6.9 CE18675 patr-1 1 1.79E-05 - - - -
F43G9.1 CE34018 4 1.66E-04 5 1.37E-04 4 8.82E-05
F43G9.9 CE10370 cpn-1 2 1.55E-04 5 2.56E-04 - -
F44A2.1a CE04568 tag-153 - - 1 1.97E-05 - -
F44A2.1b CE27382 tag-153 1 2.03E-05 3 4.02E-05 - -
F44A2.2 CE35307 9 2.97E-04 1 2.18E-05 - -
F44B9.8 CE37518 - - 1 2.67E-05 - -
F44C4.3 CE07251 cpr-4 3 1.33E-04 3 8.79E-05 - -
F44E2.2c CE41402 retr-1 1 2.88E-05 4 7.59E-05 - -
F44E2.6 CE00184 1 9.80E-05 - - - -
F44E2.6b CE40061 1 1.03E-04 - - - -
F44E2.8 CE32420 1 6.16E-05 2 8.11E-05 3 9.79E-05
F44E5.1 CE18676 1 1.91E-04 3 3.78E-04 - -
F44E5.4 CE18679 7 1.62E-04 12 1.83E-04 - -
F44E5.5 CE18679 7 1.62E-04 12 1.83E-04 - -
F44E7.4a CE10402 1 1.40E-05 5 4.60E-05 - -
F44E7.4b CE30799 1 1.42E-05 5 4.67E-05 - -
F44E7.4c CE33092 1 1.48E-05 5 4.87E-05 - -
F44E7.4d CE37110 - - 2 1.99E-05 - -
F44F4.11 CE18680 tba-4 23 7.65E-04 40 8.76E-04 - -
F44G3.2 CE16034 2 8.01E-05 3 7.92E-05 - -
F45D11.14 CE23736 - - 1 1.93E-05 - -
F45D11.15 CE20794 - - 1 1.96E-05 - -
F45D11.16 CE20794 - - 1 1.96E-05 - -
F45D3.5 CE16043 sel-1 1 2.18E-05 - - - -
F45E1.2 CE01939 - - - - 1 6.93E-05
F45E1.6 CE01943 his-71 4 4.38E-04 8 5.77E-04 41 2.38E-03
F45E4.2 CE10494 plp-1 6 3.96E-04 9 3.91E-04 8 2.80E-04
F45E4.9 CE10508 hmg-5 1 7.30E-05 - - - -
F45F2.10 CE28828 - - 2 2.00E-05 2 1.61E-05
F45F2.12 CE10538 his-8 6 7.27E-04 9 7.18E-04 30 1.93E-03
F45F2.13 CE03253 his-6 6 6.57E-04 10 7.22E-04 132 7.66E-03
F45F2.2 CE36851 his-39 2 2.76E-04 4 3.64E-04 - -
F45F2.3 CE03252 his-5 11 1.59E-03 29 2.76E-03 24 1.84E-03
F45F2.4 CE04501 his-7 25 2.93E-03 16 1.24E-03 42 2.61E-03
F45G2.4 CE16047 3 1.53E-04 4 1.34E-04 8 2.16E-04
F45H10.3 CE10546 - - 2 1.17E-04 - -
F46A9.5 CE10580 skr-1 - - 3 1.67E-04 4 1.79E-04
F46B6.3a CE26973 smg-4 - - 2 5.97E-05 - -
F46B6.3b CE30440 smg-4 - - 2 5.33E-05 - -
F46B6.5a CE33788 2 3.60E-05 - - - -
F46B6.5b CE33789 1 1.90E-05 - - - -
F46B6.5c CE34023 2 3.83E-05 - - - -
F46B6.7 CE05873 ztf-7 2 4.85E-05 3 4.80E-05 14 1.80E-04
F46C5.9 CE10584 2 6.61E-05 1 2.18E-05 2 3.50E-05
F46E10.10a CE20820 7 3.10E-04 24 7.01E-04 13 3.06E-04
F46E10.10b CE33096 7 3.82E-04 21 7.55E-04 13 3.76E-04
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F46E10.10c CE33097 2 1.65E-04 16 8.68E-04 - -
F46E10.1a CE20812 acs-1 - - 4 6.30E-05 1 1.27E-05
F46E10.1b CE37771 acs-1 - - 4 6.58E-05 1 1.32E-05
F46E10.1c CE37772 acs-1 - - 4 6.79E-05 1 1.37E-05
F46F11.2 CE10598 cey-2 13 7.25E-04 12 4.41E-04 14 4.14E-04
F46F11.5 CE10604 vha-10 - - 3 2.34E-04 - -
F46F2.2a CE38356 kin-20 20 6.22E-04 26 5.33E-04 - -
F46F2.2b CE39502 kin-20 20 8.21E-04 26 7.03E-04 - -
F46F2.2c CE38358 kin-20 22 6.60E-04 26 5.13E-04 16 2.54E-04
F46F2.2d CE38359 kin-20 20 6.21E-04 26 5.32E-04 - -
F46G10.1a CE41319 32 2.68E-03 31 1.71E-03 28 1.24E-03
F46G10.3 CE02239 sir-2.3 - - 1 3.42E-05 - -
F46G10.7a CE02243 sir-2.2 39 2.02E-03 55 1.88E-03 54 1.49E-03
F46G10.7b CE35540 sir-2.2 40 2.06E-03 56 1.90E-03 54 1.48E-03
F46G10.7c CE44321 sir-2.2 40 2.03E-03 56 1.87E-03 54 1.45E-03
F46H5.3a CE37112 14 5.27E-04 32 7.93E-04 29 5.78E-04
F46H5.3b CE33098 14 5.81E-04 32 8.75E-04 29 6.38E-04
F46H5.7a CE04593 7 1.82E-04 4 6.86E-05 4 5.52E-05
F46H5.7b CE31170 7 1.81E-04 4 6.83E-05 4 5.49E-05
F47A4.2 CE16058 dpy-22 - - 3 8.42E-06 - -
F47B10.1 CE03351 25 8.56E-04 16 3.61E-04 20 3.63E-04
F47B10.2 CE03352 - - 5 7.25E-05 2 2.33E-05
F47B10.7 CE32423 acbp-3 - - 2 1.69E-04 - -
F47B7.2a CE04599 1 2.39E-05 - - - -
F47B7.2b CE28394 1 2.20E-05 - - - -
F47B7.2c CE28395 1 2.39E-05 - - - -
F47D12.4a CE26923 hmg-1.2 - - 1 4.18E-05 - -
F47D12.4b CE28233 hmg-1.2 - - 1 4.19E-05 - -
F47D12.4c CE28234 hmg-1.2 - - 1 4.21E-05 - -
F48E3.3 CE02751 1 9.98E-06 6 3.94E-05 - -
F48E8.5 CE30997 paa-1 85 2.15E-03 79 1.31E-03 130 1.74E-03
F48F7.1a CE31525 alg-1 3 4.46E-05 6 5.88E-05 11 8.67E-05
F48F7.1b CE43299 alg-1 3 4.37E-05 6 5.76E-05 11 8.49E-05
F48G7.10 CE10772 - - 1 5.84E-05 - -
F49C12.7a CE03367 2 6.71E-05 1 2.21E-05 - -
F49C12.7b CE39936 2 6.65E-05 1 2.19E-05 - -
F49C12.7c CE39937 2 7.20E-05 1 2.37E-05 - -
F49C12.8 CE03368 rpn-7 4 1.45E-04 8 1.92E-04 8 1.54E-04
F49D11.1 CE28405 prp-17 1 2.63E-05 13 2.25E-04 2 2.79E-05
F49D11.10 CE44000 10 2.05E-04 8 1.08E-04 5 5.43E-05
F49E11.1a CE05897 mbk-2 2 5.87E-05 3 5.80E-05 1 1.55E-05
F49E11.1b CE19878 mbk-2 2 3.65E-05 3 3.60E-05 1 9.67E-06
F49E11.1c CE23751 mbk-2 2 3.74E-05 3 3.70E-05 1 9.92E-06
F49E11.1d CE39735 mbk-2 2 6.27E-05 3 6.20E-05 1 1.66E-05
F49E11.1e CE39938 mbk-2 2 5.95E-05 3 5.88E-05 1 1.58E-05
F49E12.1 CE03378 - - 8 1.20E-04 1 1.21E-05
F49E2.5a CE31529 7 8.58E-05 8 6.46E-05 3 1.95E-05
F49E2.5b CE31530 7 1.10E-04 4 4.15E-05 3 2.50E-05
F49E2.5c CE31531 7 1.01E-04 8 7.62E-05 3 2.30E-05
F49E2.5d CE31532 7 1.17E-04 8 8.83E-05 3 2.66E-05
F49E2.5e CE16091 2 5.13E-05 8 1.35E-04 - -
F49E2.5f CE16092 2 4.88E-05 8 1.29E-04 - -
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F49E2.5g CE31951 2 5.64E-05 4 7.44E-05 - -
F49E2.5h CE36488 7 1.23E-04 8 9.29E-05 3 2.80E-05
F49E2.5i CE38367 7 1.01E-04 8 7.62E-05 3 2.30E-05
F49E2.5j CE38368 7 9.48E-05 8 7.14E-05 3 2.15E-05
F49E2.5k CE44189 6 1.28E-04 4 5.62E-05 - -
F49E8.1 CE33650 23 7.91E-04 20 4.53E-04 31 5.65E-04
F49E8.3a CE10790 pam-1 3 5.06E-05 10 1.11E-04 1 8.93E-06
F49E8.3b CE37649 pam-1 3 4.72E-05 10 1.04E-04 1 8.33E-06
F49E8.4 CE10792 cdd-2 - - 1 5.91E-05 - -
F49E8.5 CE28408 dif-1 3 1.43E-04 6 1.89E-04 6 1.52E-04
F49H12.5 CE20835 - - 1 3.82E-05 - -
F52B10.1 CE31177 nmy-1 14 1.06E-04 7 3.50E-05 14 5.63E-05
F52B11.2 CE36163 - - 1 4.36E-05 - -
F52B11.4 CE18724 col-133 1 4.90E-05 - - - -
F52B5.2 CE24993 1 4.95E-05 - - - -
F52B5.3 CE05718 - - 2 1.38E-05 - -
F52B5.6 CE05721 rpl-25.2 22 2.25E-03 26 1.75E-03 25 1.35E-03
F52C9.3 CE29806 3 1.02E-04 2 4.47E-05 1 1.80E-05
F52D10.3a CE03389 ftt-2 17 1.02E-03 33 1.31E-03 - -
F52D10.3b CE36489 ftt-2 15 1.13E-03 14 6.94E-04 - -
F52E1.1 CE04629 pos-1 - - 1 3.72E-05 - -
F52E1.7a CE04635 hsp-17 1 1.00E-04 1 6.59E-05 4 2.12E-04
F52E1.7b CE35323 hsp-17 1 1.01E-04 1 6.63E-05 4 2.13E-04
F52E10.5 CE34875 ifa-3 - - 1 1.69E-05 - -
F52E4.1a CE07269 pccb-1 3 8.34E-05 12 2.20E-04 3 4.42E-05
F52E4.1b CE30139 pccb-1 3 8.56E-05 12 2.26E-04 3 4.54E-05
F52E4.7 CE10836 sec-3 - - 2 2.31E-05 - -
F52G2.2a CE40653 rsd-2 1 1.13E-05 4 2.98E-05 5 2.99E-05
F52G2.2b CE39737 rsd-2 1 1.32E-05 4 3.48E-05 5 3.50E-05
F52H3.1 CE03397 let-268 - - 2 2.69E-05 - -
F52H3.7a CE32894 lec-2 39 4.67E-04 7 5.52E-05 - -
F52H3.7b CE29330 lec-2 39 2.09E-03 7 2.47E-04 - -
F53A2.4 CE16096 nud-1 - - 1 3.07E-05 - -
F53A2.6a CE16098 ife-1 4 2.58E-04 3 1.27E-04 4 1.37E-04
F53A2.6b CE31809 ife-1 4 2.81E-04 3 1.39E-04 4 1.49E-04
F53A2.7 CE10878 20 7.56E-04 15 3.74E-04 13 2.61E-04
F53A3.3a CE10884 rps-22 25 2.87E-03 34 2.57E-03 54 3.28E-03
F53A3.3b CE41657 rps-22 21 3.10E-03 28 2.72E-03 - -
F53A9.10a CE34313 tnt-2 5 1.74E-04 - - - -
F53A9.10b CE34878 tnt-2 4 1.84E-04 - - - -
F53B3.6 CE04446 - - 1 3.06E-05 - -
F53B7.3 CE05922 1 5.58E-05 - - - -
F53C11.3 CE10908 1 4.76E-05 3 9.41E-05 2 5.05E-05
F53C11.8 CE10918 swan-1 1 3.84E-05 - - - -
F53C3.12 CE32672 bcmo-2 1 2.81E-05 - - - -
F53E10.6 CE10930 2 1.56E-04 - - - -
F53F1.2 CE10934 - - 2 6.61E-05 - -
F53F10.3 CE28447 2 2.24E-04 5 3.69E-04 5 2.97E-04
F53F10.4 CE10986 unc-108 - - 1 4.59E-05 - -
F53F10.5 CE10988 npp-11 3 5.55E-05 3 3.66E-05 1 9.81E-06
F53F4.10 CE10972 - - 2 8.21E-05 - -
F53F4.11 CE20849 8 2.20E-04 8 1.45E-04 12 1.75E-04
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F53F4.14 CE29593 - - 1 1.96E-05 - -
F53F4.16 CE36935 - - 2 3.07E-04 1 1.23E-04
F53F4.5 CE30676 fmo-4 1 2.62E-05 - - - -
F53G12.1 CE11006 rab-11.1 3 2.12E-04 - - - -
F53G12.10 CE11024 rpl-7 79 4.82E-03 66 2.65E-03 138 4.47E-03
F53G12.5a CE25000 mex-3 1 3.59E-05 2 4.73E-05 2 3.81E-05
F53G12.5b CE11014 mex-3 1 3.36E-05 2 4.43E-05 2 3.57E-05
F53H1.1 CE27427 1 1.54E-05 2 2.02E-05 - -
F53H1.4a CE31539 - - 1 7.16E-06 - -
F53H4.2 CE41403 - - 3 1.34E-04 - -
F54A3.3 CE31540 cct-3 12 3.29E-04 17 3.07E-04 15 2.18E-04
F54A3.4 CE20851 9 1.78E-04 5 6.50E-05 8 8.37E-05
F54A3.5 CE25901 - - 1 9.35E-05 3 2.26E-04
F54B3.1a CE43308 181 7.57E-04 242 6.66E-04 280 6.20E-04
F54B3.1b CE43180 181 7.57E-04 242 6.67E-04 280 6.21E-04
F54B3.3 CE35878 atad-3 24 6.01E-04 11 1.81E-04 18 2.39E-04
F54C1.7 CE11052 pat-10 1 9.25E-05 2 1.22E-04 4 1.96E-04
F54C4.1 CE19890 - - 1 5.19E-05 1 4.18E-05
F54C9.1 CE02249 iff-2 1 9.25E-05 4 2.44E-04 8 3.92E-04
F54C9.10 CE02250 arl-1 - - 1 5.45E-05 - -
F54C9.5 CE02255 rpl-5 40 2.03E-03 86 2.88E-03 30 8.09E-04
F54C9.8 CE02258 puf-5 2 5.39E-05 6 1.06E-04 8 1.14E-04
F54C9.9 CE20865 - - 2 2.65E-05 - -
F54D1.6 CE37523 - - 3 2.07E-05 - -
F54D11.1 CE11068 pmt-2 13 4.43E-04 47 1.06E-03 9 1.63E-04
F54D5.12 CE26814 - - 1 2.02E-05 - -
F54D5.7 CE03411 157 5.72E-03 431 1.03E-02 182 3.51E-03
F54D5.8 CE03412 dnj-13 - - 1 2.97E-05 1 2.39E-05
F54D8.2 CE01308 tag-174 3 3.49E-04 - - - -
F54D8.3a CE29809 alh-1 3 8.76E-05 6 1.15E-04 3 4.64E-05
F54D8.3b CE32434 alh-1 3 1.06E-04 6 1.40E-04 3 5.61E-05
F54E12.1 CE03253 his-55 6 6.57E-04 10 7.22E-04 132 7.66E-03
F54E12.2 CE11083 - - 2 1.80E-05 - -
F54E12.3 CE03252 his-56 11 1.59E-03 29 2.76E-03 24 1.84E-03
F54E12.4 CE05165 his-58 6 7.27E-04 10 7.98E-04 30 1.93E-03
F54E12.5 CE04501 his-57 25 2.93E-03 16 1.24E-03 42 2.61E-03
F54E2.3a CE30078 ketn-1 16 5.31E-05 7 1.53E-05 22 3.87E-05
F54E2.3b CE28729 ketn-1 16 5.67E-05 7 1.63E-05 22 4.13E-05
F54E2.3c CE30807 ketn-1 16 5.36E-05 7 1.55E-05 22 3.91E-05
F54E2.3d CE30808 ketn-1 15 5.12E-05 7 1.57E-05 22 3.98E-05
F54E7.2 CE26896 rps-12 29 3.09E-03 26 1.82E-03 44 2.48E-03
F54F11.2a CE11095 1 9.38E-06 6 3.71E-05 6 2.98E-05
F54F11.2b CE43217 1 1.02E-05 6 4.03E-05 6 3.25E-05
F54F2.8 CE00201 prx-19 - - 1 3.48E-05 - -
F54H12.1a CE25005 aco-2 5 9.59E-05 16 2.02E-04 9 9.15E-05
F54H12.1b CE30144 aco-2 4 8.96E-05 13 1.92E-04 - -
F54H12.1c CE32436 aco-2 5 1.09E-04 14 2.01E-04 - -
F54H12.6 CE00548 35 2.45E-03 50 2.30E-03 39 1.45E-03
F54H5.5 CE42120 - - 1 1.39E-05 - -
F55A11.1 CE05943 1 8.01E-05 - - - -
F55A11.6a CE40966 - - 1 3.65E-05 - -
F55A11.6b CE40967 - - 1 4.50E-05 - -
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F55A12.1 CE11117 1 1.67E-05 3 3.30E-05 - -
F55A12.3 CE30541 ppk-1 - - 1 1.61E-05 - -
F55A12.5 CE11125 3 5.27E-05 4 4.62E-05 3 2.79E-05
F55A12.7 CE30145 apm-1 - - 1 2.30E-05 - -
F55A12.8 CE11131 5 7.14E-05 7 6.59E-05 5 3.79E-05
F55A3.3 CE17113 - - - - 1 7.67E-06
F55A4.5 CE11107 stau-1 - - 1 1.39E-05 - -
F55A8.2a CE19897 egl-4 - - - - 2 2.02E-05
F55A8.2b CE19898 egl-4 - - - - 2 2.14E-05
F55A8.2c CE31541 egl-4 - - - - 2 2.11E-05
F55A8.2e CE37241 egl-4 - - - - 2 2.13E-05
F55B11.1 CE16116 - - 2 1.45E-05 - -
F55B11.2 CE32898 - - 11 4.91E-04 2 7.18E-05
F55B11.3 CE36167 - - 1 4.25E-05 - -
F55C5.4 CE11156 capg-2 - - 2 1.94E-05 - -
F55C5.8 CE20875 - - 1 1.58E-05 - -
F55D10.1 CE28456 aman-1 - - 3 3.08E-05 - -
F55D10.2 CE02777 rpl-25.1 11 1.12E-03 13 8.68E-04 25 1.34E-03
F55F10.1 CE30377 5 1.71E-05 - - 4 7.23E-06
F55F3.3 CE18746 nkb-3 2 9.40E-05 3 9.29E-05 2 4.98E-05
F55F8.2a CE11190 3 5.99E-05 3 3.95E-05 6 6.35E-05
F55F8.2b CE33400 - - 3 5.09E-05 - -
F55F8.3 CE30542 4 6.55E-05 11 1.19E-04 5 4.34E-05
F55F8.5 CE11196 tag-345 3 1.02E-04 5 1.12E-04 - -
F55G1.10 CE04501 his-61 25 2.93E-03 16 1.24E-03 42 2.61E-03
F55G1.11 CE03252 his-60 11 1.59E-03 29 2.76E-03 24 1.84E-03
F55G1.2 CE03253 his-59 6 6.57E-04 10 7.22E-04 132 7.66E-03
F55G1.3 CE05165 his-62 6 7.27E-04 10 7.98E-04 30 1.93E-03
F55G1.4 CE07281 rod-1 7 5.09E-05 4 1.92E-05 9 3.47E-05
F55H12.4 CE11212 2 1.43E-04 2 9.44E-05 - -
F55H2.2 CE00209 vha-14 2 1.16E-04 5 1.91E-04 4 1.23E-04
F55H2.6 CE00213 clu-1 11 1.31E-04 10 7.87E-05 3 1.90E-05
F56A11.1 CE31351 gex-2 - - 1 7.78E-06 - -
F56A11.5 CE17120 1 4.38E-05 - - - -
F56A3.3a CE11218 npp-6 3 2.86E-05 13 8.17E-05 5 2.53E-05
F56A3.3b CE30281 npp-6 1 1.68E-05 7 7.73E-05 - -
F56A3.4 CE28834 spd-5 1 1.24E-05 - - - -
F56A6.1a CE25906 sago-2 4 6.72E-05 9 9.96E-05 12 1.07E-04
F56A6.1b CE33401 sago-2 4 6.96E-05 9 1.03E-04 12 1.11E-04
F56A8.3a CE28340 - - 2 4.42E-05 - -
F56A8.3b CE16123 - - 2 7.73E-05 - -
F56A8.6 CE16126 cpf-2 149 6.61E-03 131 3.83E-03 208 4.89E-03
F56B3.5 CE27172 ech-5 1 5.25E-05 1 3.46E-05 - -
F56B6.4a CE04664 gyg-1 3 1.04E-04 5 1.14E-04 2 3.68E-05
F56B6.4b CE29405 gyg-1 3 1.57E-04 5 1.73E-04 2 5.56E-05
F56B6.4c CE31185 gyg-1 3 1.48E-04 4 1.30E-04 2 5.21E-05
F56C9.1 CE01319 gsp-2 64 2.86E-03 67 1.97E-03 51 1.21E-03
F56C9.11 CE31004 1 6.06E-05 - - - -
F56C9.7 CE01326 - - 2 8.28E-05 - -
F56D1.3 CE29407 2 2.03E-04 2 1.34E-04 - -
F56D12.1a CE29047 alh-6 - - 7 1.22E-04 - -
F56D12.1b CE33403 alh-6 - - 7 1.34E-04 - -
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F56D12.1c CE37118 alh-6 - - 6 1.49E-04 - -
F56D12.1d CE40074 alh-6 - - 7 1.62E-04 - -
F56D12.5a CE11254 vig-1 5 1.97E-04 6 1.56E-04 6 1.25E-04
F56D2.1 CE11226 ucr-1 6 1.90E-04 13 2.71E-04 3 5.03E-05
F56D2.6a CE01334 - - 3 3.98E-05 - -
F56D2.6b CE32900 - - 2 2.80E-05 - -
F56D3.1 CE29410 - - 1 2.23E-05 - -
F56E10.4 CE19904 rps-27 13 2.33E-03 9 1.06E-03 19 1.81E-03
F56F10.1 CE34034 3 8.28E-05 - - - -
F56F11.4a CE28467 14 5.08E-04 6 1.43E-04 22 4.23E-04
F56F11.4b CE31008 14 4.83E-04 6 1.36E-04 22 4.02E-04
F56F3.1 CE17911 pqn-45 4 7.83E-05 2 2.58E-05 3 3.11E-05
F56F3.5 CE00664 rps-1 49 2.84E-03 77 2.94E-03 79 2.43E-03
F56G4.5 CE23786 png-1 - - 2 3.24E-05 - -
F56G4.6 CE43419 - - 3 3.49E-05 - -
F56H1.4 CE17915 rpt-5 7 2.43E-04 21 4.79E-04 23 4.22E-04
F56H1.6 CE38609 - - 1 2.58E-05 - -
F56H1.7 CE41412 1 9.20E-05 2 1.21E-04 4 1.95E-04
F56H11.4 CE05979 elo-1 - - 1 3.41E-05 5 1.37E-04
F57B1.2 CE11288 sun-1 - - 2 4.15E-05 2 3.34E-05
F57B10.14 CE31352 2 5.32E-04 6 1.05E-03 16 2.26E-03
F57B10.3a CE11302 1 2.76E-05 7 1.27E-04 - -
F57B10.3b CE33113 1 2.86E-05 7 1.32E-04 - -
F57B9.1 CE44186 1 6.59E-05 2 8.69E-05 - -
F57B9.10a CE25011 rpn-6 9 3.06E-04 13 2.91E-04 22 3.97E-04
F57B9.10b CE38077 rpn-6 9 3.19E-04 13 3.04E-04 22 4.14E-04
F57B9.2 CE42983 let-711 7 4.13E-05 16 6.21E-05 33 1.03E-04
F57B9.3 CE01338 3 1.23E-04 3 8.11E-05 - -
F57B9.5 CE25013 byn-1 3 9.96E-05 4 8.74E-05 3 5.28E-05
F57B9.6a CE01341 inf-1 11 4.08E-04 11 2.69E-04 4 7.86E-05
F57B9.6b CE38524 inf-1 3 3.89E-04 - - - -
F57B9.7a CE31011 flap-1 1 4.22E-05 - - - -
F57B9.7b CE31012 flap-1 1 3.99E-05 - - - -
F57C7.1a CE31548 - - 1 8.12E-06 - -
F57C7.1b CE18761 - - 1 9.03E-06 - -
F57F10.1a CE28476 abts-3 52 8.08E-04 2 2.05E-05 4 3.29E-05
F57F10.1b CE31811 abts-3 48 8.97E-04 2 2.46E-05 4 3.96E-05
F57F10.1c CE38965 abts-3 48 8.04E-04 2 2.21E-05 4 3.55E-05
F57F4.3 CE11342 gfi-1 1 6.92E-06 2 9.12E-06 - -
F57F4.4 CE11344 1 7.13E-06 2 9.39E-06 - -
F57H12.1 CE17122 arf-3 2 1.66E-04 1 5.45E-05 - -
F57H12.6 CE32447 4 2.91E-04 5 2.39E-04 - -
F58A4.8 CE00224 tbg-1 - - 1 2.21E-05 - -
F58A4.9 CE00225 - - 1 6.82E-05 - -
F58A6.8 CE02806 msp-45 5 5.87E-04 6 4.64E-04 7 4.35E-04
F58A6.9 CE02603 2 3.87E-04 3 3.82E-04 - -
F58B3.1 CE06003 lys-4 1 6.96E-05 1 4.59E-05 - -
F58B3.5 CE06007 mrs-1 22 3.57E-04 25 2.68E-04 25 2.15E-04
F58B3.9 CE11362 ttr-50 - - 1 4.61E-05 - -
F58D5.1a CE36388 hrp-2 4 9.75E-05 11 1.77E-04 9 1.16E-04
F58E10.3a CE18785 14 3.72E-04 11 1.92E-04 22 3.10E-04
F58F12.1 CE01976 5 4.57E-04 5 3.01E-04 - -
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F58F9.4 CE07301 1 4.75E-05 - - - -
F58F9.7 CE07304 1 2.23E-05 - - - -
F58G1.4 CE17924 dct-18 - - 3 1.32E-04 - -
F58G11.1a CE11400 letm-1 2 3.80E-05 - - - -
F58G11.1b CE20894 letm-1 2 3.87E-05 - - - -
F58G11.2 CE41669 - - 2 2.05E-05 1 8.24E-06
F58G4.1 CE07306 myo-5 - - 2 9.94E-06 - -
F59A2.1a CE17939 npp-9 15 2.60E-04 15 1.71E-04 48 4.41E-04
F59A2.1b CE33525 npp-9 15 2.53E-04 15 1.67E-04 48 4.29E-04
F59A2.3 CE17940 cri-3 - - 3 1.25E-04 - -
F59A3.12 CE43581 - - 1 3.34E-05 1 2.69E-05
F59A6.1 CE33405 nsy-1 - - 1 6.89E-06 1 5.54E-06
F59A7.4 CE11442 hil-6 1 7.84E-05 - - - -
F59B1.2 CE17943 2 1.85E-04 3 1.83E-04 6 2.94E-04
F59B2.3 CE00231 - - 3 7.04E-05 - -
F59B8.2 CE03436 idh-1 4 1.45E-04 20 4.76E-04 - -
F59D8.1 CE20900 vit-3 117 1.09E-03 282 1.73E-03 220 1.08E-03
F59D8.2 CE26817 vit-4 118 1.10E-03 288 1.76E-03 221 1.09E-03
F59E10.3 CE11494 - - 4 2.13E-04 - -
F59E12.4a CE28572 npl-4.1 1 2.83E-05 3 5.59E-05 - -
F59E12.4b CE28573 npl-4.1 1 2.82E-05 3 5.57E-05 - -
F59E12.5a CE11526 npl-4.2 1 2.83E-05 3 5.59E-05 - -
F59E12.5b CE28574 npl-4.2 1 2.82E-05 3 5.57E-05 - -
F59F3.1 CE03437 ver-3 - - 2 1.60E-05 - -
F59G1.3 CE39945 vps-35 - - 2 2.39E-05 - -
H01M10.3 CE40703 ttr-42 1 1.07E-04 2 1.41E-04 - -
H02I12.1 CE37527 cbd-1 4 4.52E-05 - - - -
H02I12.6 CE05165 his-66 6 7.27E-04 10 7.98E-04 30 1.93E-03
H02I12.7 CE04501 his-65 25 2.93E-03 16 1.24E-03 42 2.61E-03
H02I12.8 CE37719 cyp-31A2 1 3.01E-05 2 3.97E-05 1 1.60E-05
H04J21.3a CE31849 gip-1 1 1.67E-05 1 1.10E-05 - -
H04J21.3b CE32450 gip-1 1 1.55E-05 1 1.02E-05 - -
H04J21.3c CE34566 gip-1 - - 2 5.84E-05 - -
H04M03.3 CE20922 - - 1 2.95E-05 - -
H05C05.1a CE37385 3 5.45E-05 1 1.20E-05 1 9.63E-06
H05C05.1c CE43771 4 6.70E-05 1 1.10E-05 1 8.88E-06
H05L14.2 CE42798 1 6.78E-06 - - - -
H06I04.3a CE23795 1 1.79E-05 - - 2 1.90E-05
H06I04.3b CE38200 1 2.08E-05 - - 2 2.21E-05
H06I04.3c CE38201 1 1.90E-05 - - 2 2.01E-05
H06I04.4a CE20938 ubl-1 6 5.48E-04 1 6.02E-05 13 6.30E-04
H06O01.1 CE11570 pdi-3 5 1.53E-04 14 2.82E-04 2 3.24E-05
H10E21.4 CE19489 - - - - 1 3.35E-05
H11E01.3 CE30442 1 1.02E-05 - - - -
H12D21.7 CE36178 - - 3 9.62E-05 - -
H13N06.4a CE18814 - - 1 1.81E-05 1 1.46E-05
H13N06.4b CE38383 - - - - 1 4.44E-05
H13N06.6a CE31553 tbh-1 - - 1 1.68E-05 - -
H13N06.6b CE43881 tbh-1 - - 1 1.49E-05 - -
H14A12.2a CE11580 fum-1 3 8.92E-05 10 1.96E-04 2 3.15E-05
H14A12.2b CE32457 fum-1 3 1.36E-04 7 2.09E-04 2 4.81E-05
H14N18.3 CE17975 ttr-47 - - 1 6.33E-05 - -
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H15N14.1c CE32459 adr-1 2 3.09E-05 11 1.12E-04 8 6.55E-05
H15N14.1d CE33125 adr-1 2 3.27E-05 10 1.08E-04 8 6.93E-05
H15N14.1e CE33126 adr-1 2 3.34E-05 10 1.10E-04 8 7.07E-05
H15N14.2a CE19925 nsf-1 5 9.04E-05 6 7.15E-05 3 2.87E-05
H15N14.2b CE15513 nsf-1 5 9.83E-05 6 7.77E-05 3 3.13E-05
H17B01.4a CE27186 - - 3 3.11E-05 - -
H17B01.4b CE33410 - - 1 2.48E-05 - -
H19N07.1 CE32460 4 1.12E-04 11 2.03E-04 6 8.91E-05
H19N07.2a CE16182 math-33 1 1.32E-05 6 5.20E-05 4 2.79E-05
H19N07.2b CE16183 math-33 1 1.32E-05 6 5.21E-05 4 2.80E-05
H19N07.2c CE36180 math-33 1 1.31E-05 6 5.19E-05 4 2.78E-05
H20J04.4a CE32054 - - 1 2.01E-05 - -
H20J04.4b CE39381 - - 1 1.75E-05 - -
H20J04.8 CE20974 sap-1 4 2.36E-04 2 7.76E-05 6 1.87E-04
H21P03.1 CE18819 mbf-1 - - 1 6.29E-05 - -
H22K11.1 CE19495 asp-3 4 1.50E-04 2 4.93E-05 - -
H24K24.3a CE23822 1 3.88E-05 4 1.02E-04 - -
H24K24.3b CE29978 1 3.86E-05 4 1.02E-04 - -
H24K24.4 CE36942 - - 3 4.88E-05 - -
H25P06.1 CE18823 - - 5 8.89E-05 - -
H25P06.2a CE37838 cdk-9 - - 2 4.41E-05 - -
H25P06.2b CE37839 cdk-9 - - 2 4.11E-05 - -
H26D21.1 CE20999 hus-1 - - 1 3.54E-05 - -
H26D21.2 CE21000 msh-2 1 1.76E-05 1 1.16E-05 4 3.72E-05
H27A22.1a CE17979 24 1.05E-03 23 6.60E-04 63 1.45E-03
H27A22.1b CE40259 24 1.00E-03 23 6.34E-04 63 1.40E-03
H27M09.1 CE23832 - - 1 1.56E-05 - -
H27M09.2 CE23831 rpb-5 - - 2 9.30E-05 - -
H27M09.4 CE25036 dpy-14 - - 1 3.05E-05 - -
H28O16.1a CE18826 36 9.97E-04 64 1.17E-03 34 4.99E-04
H28O16.1b CE34194 1 1.02E-04 4 2.69E-04 - -
H28O16.1c CE34195 30 8.89E-04 57 1.11E-03 34 5.34E-04
H28O16.1d CE36263 35 1.02E-03 64 1.23E-03 34 5.25E-04
H32C10.2 CE21004 lin-33 3 1.84E-04 - - - -
H34C03.2 CE19500 1 1.66E-05 - - 1 8.77E-06
H37A05.1 CE19946 lpin-1 - - 1 1.19E-05 - -
H38K22.1 CE33526 evl-14 - - 4 2.50E-05 - -
H38K22.2a CE33527 dcn-1 3 1.52E-04 5 1.66E-04 1 2.68E-05
H38K22.2b CE33528 dcn-1 3 1.85E-04 5 2.03E-04 1 3.26E-05
H38K22.3 CE18831 tag-131 - - 3 9.03E-05 - -
H39E23.1a CE23838 par-1 - - 6 4.94E-05 1 6.62E-06
H39E23.1b CE27768 par-1 - - 6 5.37E-05 1 7.20E-06
H39E23.1c CE40085 par-1 - - 6 5.55E-05 1 7.44E-06
H39E23.1d CE42416 par-1 - - 6 4.37E-05 1 5.86E-06
H40L08.1 CE16188 - - 1 2.21E-05 - -
H43I07.2 CE29979 - - 4 1.07E-04 - -
JC8.14 CE39742 ttr-45 - - 1 7.01E-05 - -
JC8.2 CE37529 - - 7 1.47E-04 9 1.52E-04
JC8.3a CE17986 rpl-12 17 1.54E-03 24 1.43E-03 122 5.84E-03
JC8.3c CE39743 rpl-12 3 8.94E-04 8 1.57E-03 - -
JC8.5 CE38202 - - 1 3.78E-05 - -
JC8.8 CE33800 ttr-51 1 1.08E-04 2 1.42E-04 - -
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K01A2.5 CE19513 - - 1 3.70E-05 - -
K01C8.10 CE02262 cct-4 24 6.62E-04 20 3.64E-04 44 6.43E-04
K01C8.9 CE02270 nst-1 9 2.41E-04 16 2.82E-04 7 9.94E-05
K01D12.1 CE06040 2 9.49E-05 8 2.50E-04 3 7.54E-05
K01D12.12 CE06051 cdr-6 - - 3 1.06E-04 - -
K01G5.2a CE16191 hpl-2 1 8.51E-05 - - - -
K01G5.2b CE25037 hpl-2 1 4.95E-05 - - - -
K01G5.2c CE25038 hpl-2 1 4.92E-05 - - - -
K01G5.4 CE16194 ran-1 5 3.47E-04 12 5.48E-04 20 7.35E-04
K01G5.5 CE16195 5 1.67E-04 11 2.43E-04 10 1.77E-04
K01G5.7 CE16197 tbb-1 51 1.69E-03 45 9.84E-04 - -
K01H12.2 CE03454 ant-1.3 81 3.86E-03 142 4.45E-03 - -
K02A11.3 CE06057 1 4.85E-05 - - - -
K02A4.1 CE03457 bcat-1 - - 3 7.10E-05 - -
K02B12.3 CE32461 1 3.51E-05 1 2.31E-05 - -
K02B2.5 CE04691 rps-25 2 2.55E-04 9 7.55E-04 2 1.35E-04
K02C4.3 CE40974 - - 2 1.50E-05 3 1.81E-05
K02D7.4 CE33667 dsc-4 5 8.35E-05 2 2.20E-05 - -
K02E10.2a CE04694 hid-1 1 2.04E-05 1 1.35E-05 - -
K02E10.2b CE34327 hid-1 1 2.10E-05 1 1.38E-05 - -
K02F2.1a CE17153 dpf-3 3 4.80E-05 - - - -
K02F2.1b CE28837 dpf-3 3 4.82E-05 - - - -
K02F2.2 CE17154 ahcy-1 18 6.14E-04 84 1.89E-03 36 6.51E-04
K02F2.3 CE17155 tag-203 2 2.44E-05 6 4.83E-05 3 1.94E-05
K02F3.10 CE01346 7 5.19E-04 4 1.95E-04 1 3.93E-05
K02F3.11 CE29981 rnp-5 - - - - 1 2.73E-05
K02F3.2 CE39385 4 8.43E-05 3 4.16E-05 1 1.12E-05
K03A1.2a CE30088 1 2.54E-05 - - - -
K03A1.2b CE41142 1 2.55E-05 - - - -
K03A1.5 CE04713 sur-5 2 4.26E-05 6 8.41E-05 - -
K03A1.6 CE03252 his-38 11 1.59E-03 29 2.76E-03 24 1.84E-03
K03B4.3a CE07323 taf-10 1 8.47E-05 1 5.58E-05 - -
K03B4.3b CE28580 taf-10 1 8.32E-05 1 5.48E-05 - -
K03E6.7 CE31197 3 1.04E-04 2 4.55E-05 - -
K03H1.2 CE01027 mog-1 - - 4 3.47E-05 - -
K03H1.4 CE00475 ttr-2 4 4.03E-04 1 6.63E-05 3 1.60E-04
K04B12.2a CE35576 - - - - 2 3.76E-05
K04B12.2b CE35577 - - - - 2 4.15E-05
K04C1.2a CE06086 2 5.68E-05 - - - -
K04C1.2b CE18848 2 5.58E-05 - - - -
K04C2.2 CE00722 9 1.35E-04 37 3.67E-04 13 1.04E-04
K04D7.1 CE06090 rack-1 42 1.93E-03 119 3.59E-03 48 1.17E-03
K04D7.2a CE28240 mspn-1 1 4.36E-05 2 5.74E-05 - -
K04D7.2b CE28241 mspn-1 1 4.40E-05 2 5.79E-05 - -
K04D7.3 CE06092 gta-1 15 4.63E-04 42 8.54E-04 14 2.29E-04
K04E7.2 CE25039 pept-1 2 3.57E-05 - - - -
K04F10.4a CE11728 bli-4 - - 1 1.46E-05 - -
K04F10.4b CE11730 bli-4 - - 1 1.34E-05 - -
K04F10.4c CE11732 bli-4 - - 1 1.19E-05 - -
K04F10.4d CE11734 bli-4 - - 1 1.04E-05 - -
K04F10.4e CE11736 bli-4 - - 1 1.40E-05 - -
K04F10.4f CE33136 bli-4 - - 1 1.47E-05 - -
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K04G2.1 CE16227 iftb-1 7 4.17E-04 9 3.53E-04 - -
K04G2.3 CE06097 cdc-48.3 - - 1 1.36E-05 2 2.18E-05
K04G2.5 CE27390 ath-1 - - 1 4.40E-05 - -
K04G2.6 CE06100 - - 1 1.41E-05 - -
K04G7.1 CE01358 - - 1 1.76E-05 - -
K04G7.10 CE30443 rnp-7 1 4.49E-05 1 2.96E-05 - -
K04G7.3a CE25042 ogt-1 - - 1 8.53E-06 - -
K04G7.3b CE39588 ogt-1 - - 1 1.01E-05 - -
K04G7.4a CE01361 nuo-4 - - 6 1.35E-04 - -
K04G7.4b CE31031 nuo-4 - - 2 1.04E-04 - -
K04H4.1a CE36389 emb-9 1 8.47E-06 - - - -
K04H4.1b CE36390 emb-9 1 9.92E-06 - - - -
K05B2.3 CE31968 ifa-4 6 1.60E-04 3 5.28E-05 4 5.66E-05
K05C4.1 CE19969 pbs-5 2 1.05E-04 3 1.04E-04 - -
K05C4.5 CE44179 2 4.34E-05 8 1.14E-04 6 6.91E-05
K05C4.7 CE19975 - - 2 6.79E-05 - -
K05F1.2 CE02806 msp-142 5 5.87E-04 6 4.64E-04 7 4.35E-04
K05F1.3 CE02807 acdh-8 - - 2 4.76E-05 - -
K05F1.5 CE28587 3 9.47E-05 2 4.16E-05 6 1.00E-04
K05F1.7 CE02811 msp-63 3 3.52E-04 3 2.32E-04 - -
K05G3.3 CE04755 cah-3 4 2.42E-04 4 1.60E-04 2 6.42E-05
K06A4.5 CE06109 haao-1 - - 1 3.49E-05 - -
K06A5.6 CE11776 acdh-3 4 1.42E-04 12 2.81E-04 - -
K06B9.2 CE40859 - - 2 5.19E-05 - -
K06C4.10 CE03252 his-18 11 1.59E-03 29 2.76E-03 24 1.84E-03
K06C4.11 CE04501 his-19 25 2.93E-03 16 1.24E-03 42 2.61E-03
K06C4.12 CE10538 his-22 6 7.27E-04 9 7.18E-04 30 1.93E-03
K06C4.13 CE03253 his-27 6 6.57E-04 10 7.22E-04 132 7.66E-03
K06C4.2 CE03252 his-28 11 1.59E-03 29 2.76E-03 24 1.84E-03
K06C4.3 CE04501 his-21 25 2.93E-03 16 1.24E-03 42 2.61E-03
K06C4.4 CE10538 his-20 6 7.27E-04 9 7.18E-04 30 1.93E-03
K06C4.5 CE03253 his-17 6 6.57E-04 10 7.22E-04 132 7.66E-03
K06G5.1a CE18851 8 2.35E-04 10 1.94E-04 11 1.71E-04
K06G5.1b CE37390 8 2.44E-04 10 2.01E-04 11 1.78E-04
K06H7.6 CE41679 apc-2 - - 2 2.69E-05 2 2.16E-05
K07A1.12 CE16234 lin-53 8 2.86E-04 10 2.35E-04 10 1.89E-04
K07A1.2 CE18855 dut-1 4 1.21E-04 - - - -
K07A1.8 CE11854 ile-1 4 1.21E-04 3 5.98E-05 4 6.42E-05
K07A12.3 CE11868 asg-1 3 3.41E-04 3 2.25E-04 4 2.41E-04
K07A3.1 CE21023 fbp-1 - - 6 1.73E-04 - -
K07C11.2 CE21025 air-1 - - - - 1 2.42E-05
K07C5.1 CE06111 arx-2 2 7.54E-05 3 7.45E-05 - -
K07C5.4 CE06114 31 9.50E-04 70 1.41E-03 92 1.49E-03
K07C5.8 CE35585 cash-1 1 2.20E-05 5 7.24E-05 6 6.99E-05
K07D4.3 CE19527 rpn-11 7 3.34E-04 5 1.57E-04 2 5.06E-05
K07E12.1a CE32905 dig-1 7 7.96E-06 11 8.24E-06 - -
K07E12.1b CE31032 dig-1 4 4.86E-06 9 7.20E-06 - -
K07E3.4a CE18020 - - 3 4.60E-05 - -
K07E3.4b CE18020 - - 3 4.60E-05 - -
K07E8.3 CE29512 sdz-24 2 1.26E-04 - - 4 1.34E-04
K07F5.1 CE02806 msp-81 5 5.87E-04 6 4.64E-04 7 4.35E-04
K07F5.2 CE03853 msp-10 5 5.87E-04 6 4.64E-04 7 4.35E-04
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K07F5.3 CE03853 msp-56 5 5.87E-04 6 4.64E-04 7 4.35E-04
K07F5.5 CE06120 nspd-2 4 8.51E-04 - - - -
K07G5.6 CE26899 4 1.59E-04 3 7.87E-05 6 1.27E-04
K07H8.10 CE18030 6 1.12E-04 6 7.38E-05 2 1.98E-05
K07H8.6a CE28594 vit-6 145 1.31E-03 372 2.21E-03 284 1.36E-03
K07H8.6b CE34921 vit-6 43 3.19E-03 30 1.46E-03 - -
K07H8.6c CE18026 vit-6 145 1.31E-03 372 2.21E-03 284 1.36E-03
K08A8.1a CE30816 mek-1 - - 1 2.83E-05 - -
K08A8.1b CE34335 mek-1 - - 1 3.27E-05 - -
K08B4.6 CE18035 cpi-1 1 1.07E-04 2 1.41E-04 1 5.68E-05
K08C7.3a CE25049 epi-1 6 2.41E-05 8 2.12E-05 18 3.84E-05
K08C7.3b CE06136 epi-1 6 2.43E-05 8 2.14E-05 18 3.87E-05
K08C7.3c CE43544 epi-1 6 2.43E-05 8 2.13E-05 18 3.86E-05
K08C7.3d CE43590 epi-1 6 2.44E-05 8 2.14E-05 18 3.88E-05
K08D10.3 CE07355 rnp-3 3 2.06E-04 1 4.52E-05 - -
K08D10.4 CE28597 rnp-2 - - - - 4 1.53E-04
K08D12.1 CE25941 pbs-1 - - 2 8.21E-05 1 3.30E-05
K08D12.3a CE21045 8 7.89E-04 2 1.30E-04 6 3.14E-04
K08E3.5a CE18869 6 1.76E-04 10 1.93E-04 10 1.55E-04
K08E3.5b CE18870 6 1.71E-04 10 1.88E-04 10 1.51E-04
K08E3.5c CE18871 6 1.75E-04 10 1.92E-04 10 1.55E-04
K08E3.5d CE29431 4 1.20E-04 10 1.97E-04 10 1.59E-04
K08E3.5e CE33804 6 1.80E-04 10 1.98E-04 10 1.59E-04
K08E3.5f CE37125 6 1.81E-04 10 1.99E-04 10 1.60E-04
K08E3.6 CE18872 cyk-4 - - 1 1.44E-05 - -
K08F11.3 CE11954 cif-1 - - 2 5.03E-05 1 2.02E-05
K08F4.2 CE37535 1 3.15E-05 1 2.08E-05 6 1.00E-04
K08F4.3 CE06151 1 8.19E-05 - - - -
K08F4.8 CE06156 msp-38 3 3.52E-04 2 1.55E-04 - -
K08F8.4 CE21050 pah-1 1 3.26E-05 7 1.50E-04 - -
K08F9.2 CE11944 aipl-1 - - 1 1.64E-05 - -
K08H10.2a CE31359 - - 3 5.92E-05 - -
K08H10.2b CE37843 - - 3 5.30E-05 - -
K08H10.9 CE18881 - - 1 5.31E-05 - -
K09A9.3 CE11976 ent-2 1 3.31E-05 - - - -
K09A9.5 CE11980 gas-1 - - 1 2.04E-05 1 1.64E-05
K09B11.2 CE19989 nol-9 - - 5 8.94E-05 - -
K09B11.9a CE38393 uso-1 - - 1 1.04E-05 3 2.52E-05
K09B11.9b CE39750 uso-1 - - 1 1.12E-05 3 2.71E-05
K09E2.3 CE02816 2 1.42E-04 - - - -
K09F5.2 CE04746 vit-1 162 1.49E-03 256 1.55E-03 258 1.26E-03
K09H11.1 CE21068 4 6.05E-05 13 1.30E-04 4 3.21E-05
K10B2.1 CE28600 lin-23 - - - - 2 2.37E-05
K10B2.5 CE02012 ani-2 1 1.48E-05 - - - -
K10B3.10 CE07373 spc-1 42 2.58E-04 76 3.07E-04 46 1.50E-04
K10B3.7 CE07370 gpd-3 14 6.12E-04 33 9.50E-04 44 1.02E-03
K10B3.8 CE07371 gpd-2 14 6.12E-04 33 9.50E-04 44 1.02E-03
K10C2.1 CE37128 19 1.22E-04 7 2.97E-05 - -
K10C2.3 CE04749 4 1.45E-04 2 4.79E-05 - -
K10C2.4 CE04750 fah-1 - - 4 9.39E-05 2 3.78E-05
K10C2.8 CE40709 1 7.06E-05 - - - -
K10C3.2 CE19999 1 8.56E-05 1 5.64E-05 - -
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K10C3.6a CE12084 nhr-49 4 1.25E-04 2 4.12E-05 - -
K10C3.6b CE28943 nhr-49 4 1.25E-04 2 4.12E-05 - -
K10C3.6c CE32693 nhr-49 4 1.19E-04 2 3.92E-05 - -
K10C3.6d CE32694 nhr-49 4 1.23E-04 2 4.04E-05 - -
K10D2.3 CE02015 cid-1 6 6.27E-05 6 4.13E-05 - -
K10D2.6 CE02018 emb-8 3 6.75E-05 6 8.90E-05 - -
K10H10.2 CE16252 - - 3 8.74E-05 - -
K11C4.3a CE28604 unc-70 34 2.24E-04 34 1.48E-04 43 1.50E-04
K11C4.3b CE30159 unc-70 34 2.20E-04 34 1.45E-04 43 1.48E-04
K11C4.5 CE41827 unc-68 4 1.15E-05 7 1.32E-05 4 6.07E-06
K11C4.5b CE43332 unc-68 4 1.14E-05 7 1.32E-05 4 6.05E-06
K11D12.13 CE38853 - - 2 1.04E-04 - -
K11D2.3a CE28050 unc-101 - - 1 2.33E-05 - -
K11D2.3b CE40095 unc-101 - - 1 1.69E-04 - -
K11D9.2a CE18884 sca-1 15 2.11E-04 8 7.41E-05 10 7.46E-05
K11D9.2b CE18885 sca-1 15 2.23E-04 8 7.82E-05 10 7.87E-05
K11D9.2c CE41682 sca-1 13 2.08E-04 6 6.32E-05 - -
K11E8.1b CE28052 unc-43 - - 1 7.16E-05 - -
K11E8.1c CE28053 unc-43 - - 1 1.36E-05 - -
K11E8.1d CE28054 unc-43 - - 1 2.04E-05 - -
K11E8.1e CE28055 unc-43 - - 1 1.84E-05 - -
K11E8.1f CE28056 unc-43 - - 1 1.89E-05 - -
K11E8.1g CE28057 unc-43 - - 1 1.89E-05 - -
K11E8.1h CE28058 unc-43 - - 1 1.72E-05 - -
K11E8.1i CE28059 unc-43 - - 1 2.80E-05 - -
K11E8.1k CE28060 unc-43 - - 1 3.25E-05 - -
K11E8.1l CE28061 unc-43 - - 1 3.25E-05 - -
K11G12.5 CE02827 2 1.03E-04 - - - -
K11H12.1 CE12146 1 1.38E-04 - - - -
K11H12.2 CE12148 rpl-15 30 2.19E-03 38 1.83E-03 79 3.06E-03
K11H3.1a CE31850 gpdh-2 2 8.03E-05 2 5.29E-05 1 2.13E-05
K11H3.1b CE31851 gpdh-2 2 7.60E-05 2 5.01E-05 1 2.01E-05
K11H3.1c CE41431 gpdh-2 2 9.80E-05 2 6.46E-05 - -
K11H3.1d CE41432 gpdh-2 2 8.28E-05 2 5.45E-05 1 2.19E-05
K11H3.3 CE00474 13 6.21E-04 9 2.83E-04 15 3.80E-04
K12B6.1 CE12164 sago-1 - - 5 5.57E-05 6 5.38E-05
K12D12.1 CE06184 top-2 8 7.84E-05 8 5.17E-05 19 9.87E-05
K12D12.2 CE02271 npp-3 - - 2 1.16E-05 - -
K12F2.1 CE34936 myo-3 17 1.29E-04 4 1.99E-05 11 4.41E-05
K12G11.3 CE12212 sodh-1 7 2.99E-04 8 2.25E-04 1 2.26E-05
K12G11.4 CE12214 sodh-2 - - 2 5.59E-05 - -
K12H4.3 CE00268 6 2.54E-04 7 1.95E-04 - -
K12H4.4 CE00269 3 2.48E-04 - - - -
K12H4.5 CE00270 1 1.54E-04 - - - -
K12H4.7a CE32696 7 2.05E-04 4 7.70E-05 3 4.64E-05
K12H4.7b CE32697 7 2.21E-04 4 8.30E-05 3 5.01E-05
K12H4.8 CE25057 dcr-1 1 8.08E-06 2 1.06E-05 4 1.71E-05
LLC1.2 CE16261 1 5.48E-05 4 1.44E-04 16 4.64E-04
LLC1.3 CE31971 18 5.42E-04 33 6.54E-04 22 3.51E-04
M01A10.3 CE12232 ostd-1 2 1.06E-04 6 2.10E-04 3 8.46E-05
M01B12.3 CE18061 arx-7 - - 1 6.46E-05 - -
M01B12.5a CE30555 riok-1 - - - - 1 1.56E-05
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M01D7.7a CE12272 egl-30 - - 6 1.66E-04 - -
M01D7.7b CE30556 egl-30 - - 6 1.94E-04 - -
M01E11.4a CE28610 pqn-52 - - 3 1.21E-04 2 6.47E-05
M01E11.4b CE28611 pqn-52 - - 3 1.17E-04 2 6.27E-05
M01E11.4c CE37032 pqn-52 - - 3 5.41E-05 2 2.90E-05
M01E11.5 CE12296 cey-3 2 1.12E-04 6 2.22E-04 7 2.09E-04
M01F1.2 CE01030 rpl-16 32 2.36E-03 99 4.81E-03 63 2.46E-03
M01F1.6 CE37982 - - 2 1.24E-04 1 5.00E-05
M01G12.12 CE23872 rrf-2 - - 1 6.22E-06 - -
M02D8.1 CE04757 1 7.56E-05 - - - -
M02D8.4a CE04760 6 1.58E-04 5 8.66E-05 - -
M02D8.4b CE31201 3 9.61E-05 3 6.33E-05 - -
M02D8.4c CE37263 4 1.11E-04 5 9.12E-05 - -
M03A1.6a CE07393 ipla-1 - - 1 1.28E-05 - -
M03A1.6b CE29816 ipla-1 - - 1 1.30E-05 - -
M03A1.6c CE40099 ipla-1 - - 1 1.26E-05 - -
M03A1.6d CE40100 ipla-1 - - 1 1.26E-05 - -
M03A1.6e CE41917 ipla-1 - - 1 1.17E-05 - -
M03A8.1 CE04770 dhs-28 4 1.37E-04 5 1.13E-04 - -
M03C11.5 CE43540 ymel-1 1 2.06E-05 3 4.07E-05 - -
M03C11.7 CE03498 - - 2 3.16E-05 - -
M03F4.2a CE12358 act-4 285 1.13E-02 198 5.17E-03 - -
M03F4.2b CE28620 act-4 278 1.25E-02 182 5.38E-03 - -
M03F4.2c CE37134 act-4 285 1.17E-02 198 5.37E-03 836 1.82E-02
M03F4.7a CE12368 calu-1 1 4.75E-05 3 9.38E-05 - -
M03F8.3a CE28622 1 2.00E-05 1 1.32E-05 3 3.18E-05
M03F8.3b CE41919 1 1.99E-05 1 1.31E-05 3 3.17E-05
M04B2.1 CE31852 mep-1 - - 2 2.26E-05 6 5.45E-05
M04B2.3 CE12388 gfl-1 - - 1 4.65E-05 - -
M04B2.5 CE43558 twk-25 - - 1 1.42E-05 - -
M04F3.1 CE12414 rpa-2 2 1.03E-04 4 1.36E-04 1 2.74E-05
M04G12.2 CE12424 cpz-2 - - 1 2.10E-05 - -
M05D6.2 CE43430 - - 1 1.88E-05 - -
M05D6.5a CE03503 - - - - 1 5.52E-05
M05D6.5b CE43418 - - - - 1 5.85E-05
M106.1 CE18083 mix-1 168 2.01E-03 132 1.04E-03 205 1.30E-03
M106.4a CE18084 1 1.88E-05 3 3.72E-05 1 9.97E-06
M106.4b CE35897 1 1.88E-05 3 3.71E-05 1 9.95E-06
M106.4c CE40394 1 2.10E-05 3 4.15E-05 1 1.11E-05
M106.5 CE01608 cap-2 7 3.86E-04 13 4.73E-04 17 4.97E-04
M110.4a CE02277 ifg-1 2 2.58E-05 11 9.34E-05 7 4.78E-05
M110.4b CE35745 ifg-1 2 2.58E-05 11 9.35E-05 7 4.79E-05
M110.4c CE42917 ifg-1 2 2.86E-05 11 1.04E-04 7 5.30E-05
M110.4d CE42878 ifg-1 - - 7 9.36E-05 - -
M110.4e CE42852 ifg-1 - - 7 9.99E-05 - -
M116.5 CE43709 - - 2 1.81E-05 - -
M117.2 CE06200 par-5 16 9.61E-04 43 1.70E-03 42 1.34E-03
M142.1a CE06203 unc-119 - - 1 4.48E-05 - -
M142.1b CE43523 unc-119 - - 1 4.93E-05 - -
M142.1c CE44343 unc-119 - - 1 4.02E-05 - -
M142.6 CE34061 rle-1 - - 1 9.68E-06 - -
M153.1 CE03511 - - 2 7.04E-05 3 8.49E-05
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M163.3 CE12450 his-24 2 1.43E-04 - - - -
M176.2 CE18087 - - 1 2.00E-05 - -
M18.2 CE36658 dlc-2 1 1.66E-04 - - - -
M18.5 CE23880 ddb-1 5 6.57E-05 1 8.66E-06 - -
M18.7a CE06198 aly-3 2 1.24E-04 4 1.64E-04 - -
M28.5 CE02283 7 8.15E-04 19 1.46E-03 15 9.25E-04
M4.1 CE40863 - - 1 1.77E-05 3 4.28E-05
M57.2 CE19541 - - 1 1.69E-05 - -
M60.2 CE28630 - - 1 1.72E-05 - -
M7.1 CE03482 let-70 2 2.03E-04 3 2.00E-04 - -
M7.2 CE23882 klc-1 1 2.89E-05 - - - -
M79.1a CE31570 abl-1 - - 1 8.02E-06 - -
M79.1b CE31571 abl-1 - - 1 8.09E-06 - -
M79.1c CE31572 abl-1 - - 1 8.12E-06 - -
M88.1 CE01036 ugt-62 1 2.81E-05 2 3.70E-05 - -
M88.2 CE23884 - - 3 1.29E-04 - -
M88.5a CE33678 5 9.00E-05 1 1.19E-05 7 6.68E-05
M88.5b CE37033 5 1.06E-04 1 1.39E-05 7 7.85E-05
M88.7 CE39267 1 9.31E-05 - - - -
MTCE.11 CE34065 - - 2 6.75E-05 - -
MTCE.21 CE35348 ctb-1 1 4.03E-05 - - - -
MTCE.31 CE35351 - - 1 4.25E-05 - -
PAR2.1 CE00768 mtss-1 5 4.38E-04 9 5.20E-04 3 1.39E-04
PDB1.1a CE31209 1 4.37E-05 - - - -
PDB1.1b CE39603 1 4.87E-05 - - - -
PDB1.1c CE39604 1 1.34E-04 - - - -
R01B10.1a CE25962 cpi-2 2 2.08E-04 8 5.49E-04 1 5.52E-05
R01E6.3a CE29433 cah-4 413 2.20E-02 1340 4.70E-02 1078 3.04E-02
R01E6.3b CE29434 cah-4 413 2.62E-02 1340 5.60E-02 1078 3.62E-02
R01H10.1 CE28840 div-1 - - - - 1 1.36E-05
R01H10.3a CE00590 cor-1 - - 5 8.11E-05 7 9.14E-05
R01H10.3b CE30350 cor-1 - - 5 9.12E-05 7 1.03E-04
R01H10.3c CE30351 cor-1 - - 5 8.09E-05 7 9.11E-05
R01H10.3d CE30352 cor-1 - - 5 9.91E-05 7 1.12E-04
R01H2.6 CE25067 ubc-18 1 9.74E-05 2 1.28E-04 - -
R02D3.1 CE18095 3 4.79E-05 17 1.79E-04 3 2.54E-05
R02D3.2 CE18096 cogc-8 - - 1 1.32E-05 - -
R02D3.4 CE18098 - - 1 1.26E-05 - -
R02D3.5 CE18099 fnta-1 - - 1 2.99E-05 - -
R02D3.7 CE18101 - - 1 2.05E-05 - -
R02F2.7 CE29818 3 6.45E-05 5 7.08E-05 5 5.70E-05
R03D7.1 CE01609 - - - - 1 6.32E-06
R03D7.6 CE01613 gst-5 - - 3 1.42E-04 - -
R03E1.2 CE18902 1 4.60E-05 - - - -
R03G5.1a CE01270 eft-4 173 5.57E-03 207 4.39E-03 494 8.43E-03
R03G5.1b CE33153 eft-4 4 7.74E-04 36 4.59E-03 - -
R03G5.1c CE33154 eft-4 39 2.18E-03 75 2.76E-03 - -
R03G5.1d CE33155 eft-4 150 5.21E-03 185 4.23E-03 - -
R03G5.2 CE31210 sek-1 34 1.51E-03 22 6.43E-04 67 1.57E-03
R04A9.4 CE04791 ife-2 3 1.96E-04 4 1.72E-04 3 1.04E-04
R04F11.2 CE06233 2 2.79E-04 2 1.83E-04 - -
R05A10.8 CE40658 - - 2 7.01E-05 - -
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R05D11.3 CE06238 ran-4 - - 2 1.48E-04 2 1.19E-04
R05D11.4 CE06239 - - 3 5.07E-05 1 1.36E-05
R05D11.8 CE06243 edc-3 4 1.05E-04 3 5.20E-05 3 4.19E-05
R05D3.11 CE42016 met-2 1 1.13E-05 - - - -
R05D3.6 CE00285 2 5.52E-04 - - - -
R05D3.7 CE26945 unc-116 3 5.48E-05 8 9.63E-05 5 4.84E-05
R05D3.9 CE31049 4 9.23E-05 3 4.56E-05 - -
R05F9.10 CE04813 sgt-1 - - 8 2.33E-04 11 2.58E-04
R05F9.12 CE31976 - - 5 5.14E-05 - -
R05F9.13 CE02806 msp-31 5 5.87E-04 6 4.64E-04 7 4.35E-04
R05F9.1b CE30102 1 2.53E-05 - - - -
R05F9.3 CE04805 msp-32 5 3.92E-04 6 3.10E-04 7 2.91E-04
R05F9.6 CE04809 - - 7 1.21E-04 - -
R05F9.8 CE04811 msp-33 4 4.69E-04 6 4.64E-04 7 4.35E-04
R05G6.7 CE29443 13 6.84E-04 19 6.59E-04 11 3.07E-04
R05H10.2 CE31214 4 9.80E-05 - - - -
R05H10.3a CE25970 1 2.52E-05 1 1.66E-05 - -
R05H10.3b CE37034 - - 1 1.95E-05 - -
R05H5.3 CE02290 - - - - 1 5.30E-05
R06A4.2 CE18109 1 1.78E-05 - - - -
R06A4.4a CE18111 imb-2 - - 2 2.22E-05 - -
R06A4.4b CE18112 imb-2 - - 2 4.69E-05 - -
R06A4.7 CE28067 mes-2 1 1.93E-05 - - - -
R06A4.8 CE18115 - - 3 2.01E-05 - -
R06A4.9 CE21113 pfs-2 5 9.21E-05 2 2.43E-05 6 5.86E-05
R06B10.1 CE17200 1 1.21E-05 - - - -
R06B10.3 CE26979 clec-150 - - 2 5.42E-05 - -
R06C1.4 CE18119 1 1.77E-04 - - - -
R06C7.1 CE06244 3 4.73E-05 4 4.15E-05 - -
R06C7.10 CE06253 let-75 26 2.00E-04 17 8.61E-05 33 1.34E-04
R06C7.5a CE06248 - - 2 4.11E-05 - -
R06C7.5b CE32476 - - 2 5.31E-05 - -
R06C7.8 CE06251 bub-1 2 3.02E-05 2 1.99E-05 - -
R06F6.1 CE01616 cdl-1 1 4.06E-05 1 2.67E-05 - -
R06F6.5a CE01621 npp-19 - - 1 2.60E-05 2 4.18E-05
R06F6.5b CE18121 npp-19 - - 1 2.58E-05 2 4.15E-05
R07B1.10 CE26721 lec-8 - - 2 1.09E-04 - -
R07B1.4 CE30562 gst-36 - - 7 3.27E-04 3 1.13E-04
R07B7.3a CE42927 pqn-53 3 1.24E-04 1 2.72E-05 4 8.75E-05
R07E4.6a CE39609 kin-2 1 4.07E-05 2 5.36E-05 - -
R07E4.6b CE28749 kin-2 - - 2 5.88E-05 - -
R07E4.6c CE04821 kin-2 1 3.96E-05 2 5.22E-05 - -
R07E5.13 CE00659 - - 2 1.23E-04 - -
R07E5.14 CE01044 rnp-4 1 1.05E-04 - - - -
R07E5.2 CE00657 prdx-3 5 3.30E-04 14 6.08E-04 15 5.24E-04
R07E5.3 CE01045 snfc-5 1 3.91E-05 1 2.58E-05 2 4.15E-05
R07E5.8 CE00660 cku-80 - - 5 6.74E-05 - -
R07G3.3a CE37543 npp-21 - - 3 1.49E-05 2 7.97E-06
R07G3.3b CE37544 npp-21 - - 3 1.48E-05 2 7.95E-06
R07G3.3c CE40208 npp-21 - - 2 1.49E-05 - -
R07G3.5 CE31979 pgam-5 12 6.30E-04 21 7.26E-04 29 8.06E-04
R07G3.7a CE36004 - - 1 2.68E-05 - -
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R07H5.2a CE18907 cpt-2 - - 1 1.52E-05 - -
R07H5.2b CE40106 cpt-2 - - 1 2.06E-05 - -
R07H5.3a CE35186 - - 2 7.27E-05 - -
R07H5.3b CE12554 - - 2 6.65E-05 - -
R07H5.3c CE42589 - - 2 8.92E-05 - -
R07H5.8 CE12564 8 3.49E-04 18 5.17E-04 12 2.77E-04
R08A2.3 CE23904 1 1.39E-04 - - - -
R08C7.10a CE07433 wapl-1 - - 1 1.32E-05 2 2.12E-05
R08C7.10b CE28750 wapl-1 - - 1 1.31E-05 2 2.11E-05
R08C7.10c CE28751 wapl-1 - - 1 1.60E-05 2 2.58E-05
R08C7.3 CE07426 htz-1 6 6.39E-04 17 1.19E-03 18 1.02E-03
R08D7.3 CE00291 eif-3.D 1 2.61E-05 3 5.17E-05 2 2.77E-05
R08D7.6a CE35749 pde-2 - - 1 1.14E-05 - -
R08D7.6b CE35750 pde-2 - - 1 1.34E-05 - -
R08D7.6c CE37267 pde-2 - - 1 1.15E-05 - -
R08E5.3 CE12576 7 2.86E-04 6 1.61E-04 - -
R09A1.1 CE30106 ergo-1 1 1.33E-05 4 3.50E-05 1 7.04E-06
R09A8.3 CE03539 tag-147 2 3.65E-05 - - - -
R09B3.2 CE16307 2 3.59E-04 - - - -
R09B3.3 CE16308 5 8.76E-04 2 2.31E-04 - -
R09B3.4 CE16309 ubc-12 1 8.28E-05 - - 2 8.77E-05
R09B3.5 CE16310 mag-1 1 9.80E-05 1 6.46E-05 - -
R09E10.6 CE06288 1 4.98E-05 - - - -
R09H10.5 CE43445 7 6.43E-05 17 1.03E-04 28 1.36E-04
R102.5a CE35601 - - 1 2.53E-05 - -
R102.5b CE35602 - - 1 2.44E-05 - -
R107.7 CE00302 gst-1 2 1.43E-04 4 1.89E-04 2 7.59E-05
R10E11.2 CE06290 vha-2 2 1.85E-04 1 6.10E-05 3 1.47E-04
R10E4.2a CE18908 tag-310 1 4.17E-05 3 8.25E-05 3 6.64E-05
R10E4.2b CE18909 tag-310 - - 3 7.20E-05 - -
R10E4.4 CE03558 mcm-5 - - 1 1.29E-05 - -
R10H10.3 CE06294 - - 1 2.70E-05 - -
R11.1 CE31578 - - 1 3.40E-05 2 5.46E-05
R119.4 CE23925 pqn-59 - - 4 5.51E-05 - -
R119.7 CE18161 rnp-8 - - 1 1.68E-05 1 1.35E-05
R11A5.4a CE12728 44 1.00E-03 53 7.95E-04 43 5.19E-04
R11A5.4b CE36358 33 8.45E-04 41 6.91E-04 - -
R11A5.4c CE36359 43 1.09E-03 48 8.03E-04 - -
R11A5.4d CE36360 44 1.06E-03 53 8.42E-04 43 5.49E-04
R11A8.6 CE06304 irs-1 27 3.53E-04 47 4.04E-04 30 2.08E-04
R11A8.7a CE43470 1 5.69E-06 - - - -
R11A8.7b CE43456 1 5.74E-06 - - - -
R11D1.1a CE38535 - - 1 1.58E-05 - -
R11D1.1b CE38536 - - 1 1.58E-05 - -
R11D1.8 CE06313 rpl-28 8 9.46E-04 13 1.01E-03 28 1.75E-03
R11D1.9 CE40109 - - 1 5.25E-05 - -
R11E3.8 CE29985 dpf-5 - - 1 1.33E-05 - -
R11G1.2 CE39614 3 2.11E-04 - - - -
R11G1.4a CE39615 sax-1 16 5.01E-04 9 1.86E-04 1 1.66E-05
R11G1.4b CE39616 sax-1 16 5.03E-04 9 1.86E-04 1 1.67E-05
R11H6.1 CE12770 pes-9 4 1.26E-04 13 2.70E-04 - -
R11H6.5 CE12778 - - 1 2.65E-05 - -
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R12A1.4 CE28763 ges-1 - - 1 1.75E-05 - -
R12C12.1a CE02846 15 2.28E-04 10 1.00E-04 10 8.07E-05
R12C12.1b CE33434 1 3.36E-05 - - - -
R12E2.10 CE18142 egg-5 1 1.98E-05 - - - -
R12E2.12 CE33159 1 9.20E-05 - - - -
R12E2.13 CE18145 4 2.89E-04 4 1.91E-04 - -
R12E2.3 CE18135 rpn-8 9 3.70E-04 9 2.44E-04 9 1.96E-04
R12E2.9 CE18141 inx-15 1 3.90E-05 - - - -
R12H7.2 CE03567 asp-4 4 1.34E-04 13 2.87E-04 14 2.49E-04
R13A1.2 CE04838 kcc-1 - - 1 9.79E-06 - -
R13A5.12 CE21123 lpd-7 7 1.96E-04 9 1.66E-04 8 1.19E-04
R13A5.6 CE01378 ttr-8 2 2.16E-04 - - - -
R13A5.8 CE01380 rpl-9 16 1.26E-03 43 2.23E-03 47 1.96E-03
R13F6.10 CE31579 cra-1 1 1.56E-05 9 9.22E-05 - -
R13G10.1 CE01052 dpy-27 81 8.22E-04 90 6.01E-04 144 7.74E-04
R13H4.2a CE21124 2 1.32E-04 2 8.72E-05 3 1.05E-04
R13H4.4a CE25089 hmp-1 - - 2 2.12E-05 - -
R13H4.4b CE40995 hmp-1 - - 2 2.11E-05 - -
R13H9.2 CE06798 msp-57 4 4.69E-04 6 4.64E-04 7 4.35E-04
R13H9.4 CE02806 msp-53 5 5.87E-04 6 4.64E-04 7 4.35E-04
R144.7a CE39272 larp-1 8 1.37E-04 12 1.36E-04 - -
R144.7b CE31582 larp-1 9 1.26E-04 13 1.20E-04 30 2.22E-04
R148.3a CE28640 1 1.34E-05 2 1.76E-05 3 2.12E-05
R148.3b CE32710 1 1.32E-05 2 1.74E-05 3 2.10E-05
R151.2a CE00745 - - 1 2.60E-05 1 2.09E-05
R151.2b CE29987 - - 1 3.08E-05 1 2.48E-05
R151.2c CE29454 - - 1 3.09E-05 - -
R151.2d CE37138 - - 2 4.40E-05 1 1.77E-05
R151.3 CE00744 rpl-6 97 6.66E-03 127 5.74E-03 118 4.29E-03
R151.5b CE37139 dpy-31 1 2.82E-05 - - - -
R151.6 CE39620 - - 1 4.14E-05 - -
R151.7a CE39621 - - 1 1.46E-05 - -
R151.7b CE39622 - - 1 2.05E-05 - -
R151.9 CE00827 pfd-5 - - 3 1.94E-04 - -
R160.1a CE33813 dpy-23 - - - - 1 1.79E-05
R160.1b CE33814 dpy-23 - - - - 1 1.82E-05
R166.2 CE03581 - - 1 1.59E-05 - -
R166.4 CE03583 pro-1 2 5.63E-05 1 1.86E-05 7 1.04E-04
R186.3 CE12874 - - 1 4.09E-05 1 3.29E-05
R186.7 CE27772 3 1.25E-04 1 2.73E-05 - -
R31.1a CE41581 sma-1 4 1.43E-05 11 2.59E-05 6 1.14E-05
R31.1b CE27773 sma-1 4 1.47E-05 11 2.66E-05 6 1.17E-05
R53.4 CE03574 5 4.87E-04 5 3.21E-04 5 2.58E-04
R74.1 CE16317 lrs-1 25 3.14E-04 35 2.90E-04 21 1.40E-04
R74.3a CE40513 xbp-1 - - 2 5.86E-05 - -
R74.3b CE40514 xbp-1 - - 2 6.84E-05 - -
R74.7 CE23932 1 4.42E-05 1 2.91E-05 - -
T01B11.2a CE12894 - - 1 2.10E-05 - -
T01B11.4 CE12898 ant-1.4 81 3.86E-03 142 4.45E-03 - -
T01B7.5a CE23934 2 7.32E-05 2 4.82E-05 4 7.76E-05
T01B7.6 CE43423 - - 1 1.26E-05 - -
T01C3.6 CE12918 rps-16 19 1.97E-03 57 3.89E-03 56 3.07E-03
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T01C3.7 CE12920 fib-1 33 1.40E-03 42 1.17E-03 96 2.15E-03
T01C8.5 CE07462 4 1.46E-04 9 2.17E-04 - -
T01D1.2a CE12942 etr-1 - - - - 3 4.06E-05
T01D1.2b CE41582 etr-1 - - - - 3 6.73E-05
T01D1.2c CE33441 etr-1 - - - - 3 1.63E-04
T01D1.2d CE41583 etr-1 - - - - 3 4.43E-05
T01D1.2e CE41584 etr-1 - - - - 3 4.04E-05
T01D1.2f CE41585 etr-1 - - - - 3 4.03E-05
T01D1.2g CE41586 etr-1 - - - - 3 4.62E-05
T01D3.6a CE12964 - - 1 1.06E-05 5 4.26E-05
T01D3.6b CE18164 - - 1 1.07E-05 5 4.32E-05
T01E8.5 CE18165 1 1.17E-05 - - - -
T01G1.3 CE16320 1 1.38E-05 4 3.63E-05 2 1.46E-05
T01G9.4 CE06341 npp-2 - - - - 2 2.64E-05
T01G9.5a CE06342 mei-1 - - 2 4.16E-05 - -
T01G9.5b CE32479 mei-1 - - 2 4.13E-05 - -
T01G9.6a CE18168 kin-10 29 1.85E-03 18 7.55E-04 25 8.44E-04
T01G9.6b CE06343 kin-10 29 1.84E-03 18 7.52E-04 24 8.06E-04
T02C12.1 CE01061 hum-5 13 1.90E-04 9 8.69E-05 11 8.54E-05
T02E1.5a CE41004 dhs-3 - - 2 6.39E-05 - -
T02E1.5b CE41005 dhs-3 - - 2 6.35E-05 - -
T02E1.5c CE41006 dhs-3 - - 2 1.17E-04 - -
T02G5.4 CE04856 - - 5 1.07E-04 - -
T02G5.7 CE04859 1 3.82E-05 9 2.27E-04 2 4.05E-05
T02G5.8 CE29990 kat-1 4 1.46E-04 14 3.38E-04 12 2.33E-04
T02G5.9a CE04861 krs-1 19 4.95E-04 38 6.52E-04 57 7.87E-04
T02G5.9b CE28247 krs-1 19 4.75E-04 38 6.26E-04 57 7.55E-04
T02G5.9c CE38540 krs-1 19 5.51E-04 37 7.07E-04 57 8.76E-04
T02H6.11 CE21147 2 2.29E-04 6 4.53E-04 2 1.21E-04
T02H6.1a CE41925 2 5.52E-05 6 1.09E-04 - -
T02H6.1b CE41926 2 5.75E-05 6 1.14E-04 - -
T02H6.2 CE36887 thoc-1 1 2.24E-05 2 2.95E-05 1 1.19E-05
T03E6.7 CE16333 cpl-1 19 8.40E-04 16 4.66E-04 19 4.45E-04
T03F1.1 CE13096 5 1.78E-04 6 1.41E-04 1 1.88E-05
T03F1.3 CE13100 pgk-1 6 2.14E-04 5 1.18E-04 - -
T03F1.5 CE13104 gsp-4 1 4.89E-05 1 3.22E-05 - -
T03F6.1 CE16335 qdpr-1 - - 2 8.32E-05 2 6.69E-05
T03F6.5 CE29339 lis-1 - - 2 4.86E-05 - -
T04A8.5 CE01074 1 3.10E-05 - - - -
T04A8.6 CE01075 2 9.71E-05 3 9.59E-05 4 1.03E-04
T04A8.7a CE01076 4 8.75E-05 3 4.32E-05 - -
T04A8.7b CE33539 4 9.84E-05 3 4.86E-05 - -
T04A8.9 CE01078 dnj-18 1 5.98E-05 5 1.97E-04 2 6.34E-05
T04C10.2a CE26820 epn-1 1 3.19E-05 1 2.10E-05 - -
T04C10.2b CE26821 epn-1 1 3.18E-05 1 2.09E-05 - -
T04C12.4 CE13148 act-3 280 1.11E-02 196 5.12E-03 675 1.42E-02
T04C12.5 CE13150 act-2 223 8.84E-03 172 4.49E-03 805 1.69E-02
T04C12.6 CE13148 act-1 280 1.11E-02 196 5.12E-03 675 1.42E-02
T04C9.4a CE31589 mlp-1 7 1.10E-03 1 1.03E-04 - -
T04C9.4b CE31590 mlp-1 7 9.23E-04 1 8.69E-05 - -
T04C9.4c CE31591 mlp-1 7 5.76E-04 1 5.42E-05 - -
T04D1.4 CE41928 tag-192 - - 1 3.31E-06 - -
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T04F3.1 CE43074 6 2.58E-05 - - - -
T04F8.1 CE03614 sfxn-1.5 3 1.38E-04 1 3.03E-05 - -
T04G9.5 CE04886 trap-2 2 1.59E-04 - - - -
T05A10.3 CE03635 ttr-14 - - - - 1 1.94E-05
T05A7.11 CE38725 - - 1 8.18E-06 - -
T05A8.7 CE25979 - - 1 2.44E-05 - -
T05B11.3 CE13219 clic-1 2 1.32E-04 5 2.17E-04 - -
T05C12.7 CE02319 cct-1 9 2.44E-04 20 3.58E-04 11 1.58E-04
T05C3.5 CE13229 dnj-19 10 3.39E-04 10 2.24E-04 30 5.40E-04
T05D4.1 CE16341 aldo-1 5 2.04E-04 17 4.57E-04 4 8.65E-05
T05E11.1 CE06360 rps-5 26 1.84E-03 58 2.71E-03 110 4.14E-03
T05E11.3 CE06362 1 1.96E-05 8 1.03E-04 1 1.04E-05
T05E11.5 CE06364 imp-2 - - 3 6.29E-05 - -
T05E12.6a CE32485 - - 1 2.04E-05 2 3.28E-05
T05F1.1a CE13267 nra-2 5 1.34E-04 4 7.05E-05 1 1.42E-05
T05F1.1b CE41012 nra-2 5 1.32E-04 4 6.97E-05 1 1.40E-05
T05F1.2 CE18929 - - 2 3.39E-05 2 2.73E-05
T05F1.3 CE13265 rps-19 17 1.73E-03 24 1.61E-03 37 2.00E-03
T05F1.6 CE36405 hsr-9 - - 2 1.69E-05 - -
T05G5.10 CE37787 iff-1 2 1.53E-04 7 3.52E-04 10 4.05E-04
T05G5.3 CE00315 cdk-1 4 1.80E-04 5 1.48E-04 3 7.14E-05
T05G5.6 CE00318 ech-6 4 2.07E-04 13 4.43E-04 12 3.29E-04
T05G5.7 CE00319 rmd-1 - - 5 1.67E-04 - -
T05H10.1 CE32928 1 1.12E-05 5 3.70E-05 9 5.36E-05
T05H10.5a CE01642 ufd-2 - - 1 1.00E-05 - -
T05H10.5b CE28868 ufd-2 - - 1 9.97E-06 - -
T05H10.5c CE36948 ufd-2 - - 1 1.00E-05 - -
T05H10.6a CE01643 2 7.51E-05 10 2.47E-04 4 7.96E-05
T05H10.6b CE32929 2 7.20E-05 10 2.37E-04 4 7.63E-05
T05H4.10 CE27439 2 6.26E-05 3 6.19E-05 - -
T05H4.12 CE13291 atp-4 3 3.47E-04 8 6.09E-04 3 1.84E-04
T05H4.13a CE27441 alh-4 1 3.02E-05 3 5.97E-05 6 9.61E-05
T05H4.13b CE30827 alh-4 1 3.02E-05 3 5.97E-05 6 9.61E-05
T05H4.13c CE33307 alh-4 1 3.02E-05 3 5.96E-05 6 9.59E-05
T05H4.4 CE13275 1 4.92E-05 2 6.48E-05 - -
T05H4.5 CE13277 3 1.45E-04 2 6.35E-05 - -
T06A10.1 CE41449 mel-46 2 3.06E-05 4 4.04E-05 - -
T06C12.7 CE16357 nhr-84 2 7.16E-05 - - - -
T06D8.6 CE02327 cchl-1 - - 3 1.05E-04 - -
T06D8.8 CE02329 rpn-9 11 4.24E-04 16 4.06E-04 8 1.63E-04
T06G6.9 CE13349 pfd-3 - - 1 5.31E-05 - -
T07A9.11 CE40119 rps-24 17 1.93E-03 20 1.50E-03 34 2.05E-03
T07A9.6 CE26385 daf-18 - - 2 2.04E-05 - -
T07A9.8 CE17217 - - 1 2.86E-05 - -
T07A9.9a CE17218 12 2.63E-04 19 2.74E-04 16 1.86E-04
T07A9.9b CE31600 12 2.82E-04 18 2.79E-04 16 2.00E-04
T07C12.7 CE06389 ttr-46 1 8.32E-05 - - - -
T07C4.1 CE00638 umps-1 1 3.00E-05 4 7.90E-05 - -
T07C4.3a CE00602 1 2.30E-05 - - - -
T07C4.3b CE21158 1 2.30E-05 - - - -
T07C4.5 CE03639 ttr-15 1 1.15E-04 4 3.02E-04 - -
T07C4.8 CE25104 ced-9 - - 1 3.51E-05 - -
291
Locus Protein Gene
Spectrum 
Count NSAF
Spectrum 
Count NSAF
Spectrum 
Count NSAF
1-step MAP::SMCL-1 Purification
Biological Replica 1 Biological Replica 2 Biological Replica 3
T07C4.9a CE23956 nex-2 1 3.00E-05 - - - -
T07C4.9b CE35364 nex-2 1 3.27E-05 - - - -
T07D3.7a CE32063 alg-2 - - 6 6.47E-05 7 6.07E-05
T07D3.7b CE13367 alg-2 - - 6 6.61E-05 7 6.20E-05
T07D3.9a CE32064 - - 1 2.23E-05 - -
T07D3.9b CE33447 - - 1 2.33E-05 - -
T07D4.3 CE39177 rha-1 2 2.29E-05 4 3.02E-05 - -
T07D4.4a CE18219 ddx-19 4 5.83E-05 2 1.92E-05 7 5.41E-05
T07D4.4b CE18220 ddx-19 1 2.34E-05 2 3.08E-05 7 8.66E-05
T07D4.4c CE18221 ddx-19 1 2.43E-05 2 3.20E-05 7 9.02E-05
T07D4.4d CE43387 ddx-19 1 2.45E-05 2 3.23E-05 7 9.11E-05
T07D4.4e CE43315 ddx-19 1 3.00E-05 2 3.95E-05 7 1.11E-04
T07F10.1a CE21162 - - 1 9.93E-06 - -
T07F10.1b CE40237 - - 1 1.01E-05 - -
T07H3.1 CE28653 bath-47 - - 1 1.44E-05 - -
T08A11.1 CE16370 93 7.40E-04 107 5.61E-04 103 4.34E-04
T08A11.2 CE03641 4 4.51E-05 11 8.17E-05 2 1.19E-05
T08A9.1 CE04916 atg-11 1 1.12E-05 - - - -
T08B2.10 CE26948 rps-17 24 2.75E-03 11 8.31E-04 16 9.72E-04
T08B2.7a CE13431 16 3.05E-04 21 2.64E-04 11 1.11E-04
T08B2.7b CE26950 16 3.16E-04 21 2.73E-04 11 1.15E-04
T08B2.7c CE30299 14 2.99E-04 20 2.82E-04 11 1.25E-04
T08B2.9a CE13435 frs-1 2 5.40E-05 7 1.24E-04 4 5.72E-05
T08B2.9b CE33173 frs-1 2 6.01E-05 7 1.39E-04 4 6.37E-05
T08G11.1a CE13443 5 2.32E-05 12 3.67E-05 6 1.48E-05
T08G11.1b CE30353 5 2.34E-05 10 3.08E-05 6 1.49E-05
T08G11.4a CE23958 2 5.27E-05 3 5.20E-05 - -
T08G11.4b CE13449 2 6.02E-05 3 5.95E-05 - -
T08G2.3 CE07473 acdh-10 - - 3 7.06E-05 1 1.89E-05
T08H10.1 CE17230 5 2.24E-04 10 2.95E-04 4 9.49E-05
T09A5.9 CE01090 - - 1 3.01E-05 - -
T09B4.10 CE29991 chn-1 - - 1 3.69E-05 - -
T09B4.5a CE13465 2 9.11E-05 1 3.00E-05 - -
T09B4.8 CE33176 - - 1 2.21E-05 - -
T09B4.9 CE13473 2 7.01E-05 4 9.24E-05 - -
T09E8.2 CE13489 him-17 - - 1 1.03E-05 - -
T09F3.2 CE02342 - - 1 2.56E-05 - -
T09F3.3 CE02343 gpd-1 8 3.50E-04 20 5.76E-04 17 3.94E-04
T10B10.2 CE23962 ucr-2.2 5 1.77E-04 4 9.30E-05 - -
T10B10.3 CE06401 - - 1 1.32E-05 - -
T10B5.3 CE30832 3 1.52E-04 5 1.66E-04 7 1.87E-04
T10B5.5a CE28255 cct-7 13 3.62E-04 26 4.77E-04 2 2.95E-05
T10B5.5b CE33316 cct-7 12 3.93E-04 12 2.59E-04 2 3.47E-05
T10B5.6 CE18236 knl-3 1 4.34E-05 1 2.86E-05 4 9.21E-05
T10C6.11 CE16386 his-4 6 6.34E-04 9 6.27E-04 30 1.68E-03
T10C6.12 CE04501 his-3 25 2.93E-03 16 1.24E-03 42 2.61E-03
T10C6.13 CE03253 his-2 6 6.57E-04 10 7.22E-04 132 7.66E-03
T10C6.14 CE03252 his-1 11 1.59E-03 29 2.76E-03 24 1.84E-03
T10E9.7a CE37406 nuo-2 3 1.00E-04 7 1.54E-04 - -
T10E9.7b CE33179 nuo-2 3 1.67E-04 7 2.56E-04 - -
T10F2.1a CE29472 grs-1 3 6.02E-05 4 5.29E-05 - -
T10F2.1b CE32719 grs-1 3 6.59E-05 4 5.79E-05 - -
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T10F2.2 CE02041 3 1.49E-04 5 1.63E-04 10 2.62E-04
T10F2.3 CE33694 ulp-1 - - 1 1.41E-05 29 3.29E-04
T10F2.4 CE38104 11 3.33E-04 20 3.99E-04 46 7.38E-04
T10G3.3 CE37988 2 1.00E-04 - - 1 2.66E-05
T10H9.5a CE18253 pmp-5 - - 2 3.28E-05 - -
T10H9.5c CE38546 pmp-5 - - 2 3.47E-05 - -
T11B7.4a CE35944 alp-1 2 7.01E-05 - - - -
T11B7.4b CE35945 alp-1 2 4.62E-05 - - - -
T11B7.4c CE35946 alp-1 2 3.87E-05 - - - -
T11B7.4d CE03650 alp-1 2 2.09E-05 - - - -
T11B7.4e CE39401 alp-1 2 4.36E-05 - - - -
T11F8.3 CE22368 rme-2 3 4.83E-05 5 5.31E-05 6 5.12E-05
T11G6.1a CE06427 hrs-1 - - 2 3.78E-05 - -
T11G6.1b CE33829 hrs-1 - - 2 3.77E-05 - -
T11G6.8 CE33830 2 7.30E-05 4 9.62E-05 - -
T12A2.2 CE01395 1 1.97E-05 - - - -
T12A2.7 CE30396 2 1.25E-04 2 8.25E-05 - -
T12B3.3 CE21178 1 4.19E-05 1 2.76E-05 - -
T12D8.10 CE37144 2 3.04E-04 - - 1 8.06E-05
T12D8.2 CE16399 drr-2 - - 3 1.42E-04 - -
T12D8.3 CE37145 acbp-5 - - 1 3.58E-05 - -
T12D8.6 CE16403 4 4.20E-04 7 4.84E-04 - -
T12D8.8 CE16405 4 1.41E-04 10 2.33E-04 3 5.61E-05
T12D8.9a CE34093 - - 1 8.31E-06 - -
T12D8.9b CE37146 - - 1 8.30E-06 - -
T12E12.4a CE30172 drp-1 - - 3 4.18E-05 - -
T12E12.4b CE30173 drp-1 - - 3 4.14E-05 - -
T12F5.3 CE29052 glh-4 3 3.87E-05 3 2.55E-05 1 6.83E-06
T12F5.5a CE34368 larp-5 - - - - 1 1.04E-05
T12F5.5b CE39278 larp-5 - - - - 1 1.13E-05
T12G3.4 CE06440 - - 3 6.59E-05 - -
T12G3.5 CE06441 - - - - 1 3.97E-05
T13A10.11a CE30175 sams-5 16 5.90E-04 11 2.67E-04 21 4.10E-04
T13A10.11b CE31726 sams-5 12 5.07E-04 10 2.78E-04 21 4.70E-04
T13B5.1 CE30176 snf-3 - - - - 8 1.05E-04
T13C2.4 CE39774 ssup-72 - - 5 2.49E-04 2 8.02E-05
T13C2.6a CE36567 1 1.64E-05 - - - -
T13C2.6b CE36568 1 1.64E-05 - - - -
T13C5.5 CE04946 bca-1 1 5.52E-05 - - 1 2.92E-05
T13F2.1 CE25113 fat-4 2 6.67E-05 3 6.59E-05 - -
T13F2.10 CE09861 msp-79 4 4.69E-04 5 3.86E-04 7 4.35E-04
T13F2.11 CE13638 msp-78 5 5.87E-04 5 3.86E-04 7 4.35E-04
T13F2.3a CE13623 pis-1 1 1.39E-05 - - - -
T13F2.3b CE23980 pis-1 1 1.38E-05 - - - -
T13F2.7 CE13631 sna-2 - - 2 2.96E-05 - -
T13F2.8 CE13633 cav-1 - - 2 8.35E-05 1 3.36E-05
T13F3.6 CE39775 - - 1 5.84E-05 - -
T13H5.4 CE23981 7 2.09E-04 8 1.57E-04 4 6.32E-05
T13H5.5 CE03656 - - 1 4.12E-05 1 3.32E-05
T13H5.8 CE28961 - - 1 1.73E-05 - -
T14B4.2 CE04952 - - 1 7.06E-05 - -
T14D7.1 CE23985 - - 2 4.85E-05 - -
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T14F9.1 CE07497 vha-15 3 9.51E-05 24 5.01E-04 4 6.72E-05
T14F9.3 CE07499 hex-1 - - 1 1.77E-05 - -
T14G10.5a CE06451 4 6.85E-05 20 2.26E-04 8 7.26E-05
T14G10.5b CE39281 4 6.75E-05 20 2.22E-04 8 7.15E-05
T14G11.3 CE33696 immt-1 5 1.10E-04 4 5.78E-05 4 4.65E-05
T14G12.3 CE04964 tag-18 5 3.71E-04 7 3.42E-04 20 7.86E-04
T14G8.1 CE03657 chd-3 3 2.50E-05 1 5.49E-06 - -
T14G8.3a CE37407 - - 6 6.39E-05 1 8.57E-06
T14G8.3b CE37408 - - 6 6.51E-05 1 8.73E-06
T15B7.3 CE13652 col-143 - - - - 1 2.48E-05
T15B7.4 CE13654 col-142 - - - - 1 2.43E-05
T15H9.7a CE01664 dnj-20 2 8.39E-05 4 1.11E-04 8 1.78E-04
T15H9.7b CE30689 dnj-20 1 1.82E-04 2 2.39E-04 - -
T16G1.11 CE20081 eif-3.K 1 6.21E-05 4 1.64E-04 2 6.58E-05
T16G1.9 CE20079 - - 3 3.12E-05 - -
T16G12.1 CE36716 4 3.15E-05 12 6.23E-05 11 4.60E-05
T16H12.4 CE29053 - - 1 2.61E-05 - -
T17E9.2a CE01406 nmt-1 5 1.66E-04 7 1.53E-04 3 5.26E-05
T17E9.2b CE28669 nmt-1 5 1.65E-04 7 1.52E-04 3 5.24E-05
T17E9.2c CE31611 nmt-1 5 1.85E-04 7 1.70E-04 - -
T18D3.4 CE31619 myo-2 30 2.30E-04 17 8.57E-05 43 1.74E-04
T18H9.2a CE33320 asp-2 6 1.41E-04 6 9.27E-05 4 4.97E-05
T18H9.2b CE33321 asp-2 6 2.08E-04 6 1.37E-04 4 7.36E-05
T18H9.6 CE04974 mdt-27 - - 2 5.06E-05 - -
T19A5.1 CE07509 - - 1 7.67E-06 - -
T19A6.2a CE32493 ngp-1 5 1.14E-04 3 4.52E-05 - -
T19A6.2b CE32494 ngp-1 5 1.26E-04 3 4.97E-05 - -
T19A6.2c CE38417 ngp-1 5 1.22E-04 3 4.83E-05 - -
T19B10.2 CE16413 - - 2 5.33E-05 - -
T19B10.4a CE16414 pqn-70 2 1.23E-04 2 8.08E-05 1 3.25E-05
T19B10.8 CE06462 - - 2 2.68E-05 - -
T19B4.2 CE13738 npp-7 - - 1 8.07E-06 1 6.49E-06
T19B4.3 CE13740 - - 1 5.31E-05 2 8.54E-05
T19B4.4 CE13742 dnj-21 - - 1 8.76E-05 - -
T19B4.5 CE13744 78 2.91E-03 26 6.38E-04 84 1.66E-03
T19D12.1 CE28677 - - 3 1.60E-05 1 4.28E-06
T19D12.2a CE33453 - - 2 3.22E-05 1 1.29E-05
T19D12.2b CE33454 - - 2 4.65E-05 1 1.87E-05
T19D12.2c CE33455 - - 2 3.80E-05 1 1.53E-05
T19D12.4a CE17238 - - 4 3.82E-05 - -
T19D12.4b CE39409 - - 4 3.87E-05 - -
T19H12.12 CE38549 1 1.12E-04 - - - -
T19H12.2 CE13754 1 6.62E-05 - - - -
T19H12.9 CE13768 ugt-12 1 2.79E-05 - - - -
T20B12.1 CE41454 1 1.93E-05 - - - -
T20B12.3 CE01409 2 5.91E-05 4 7.79E-05 9 1.41E-04
T20B12.8 CE01414 hmg-4 - - - - 4 4.53E-05
T20B5.1 CE28680 apa-2 1 1.61E-05 3 3.18E-05 1 8.54E-06
T20D3.2 CE03671 2 1.27E-04 4 1.68E-04 - -
T20D3.6 CE03674 1 1.03E-04 - - - -
T20F5.2 CE13818 pbs-4 - - 5 2.43E-04 3 1.17E-04
T20F5.6 CE28685 7 1.31E-04 5 6.18E-05 3 2.98E-05
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T20F7.6 CE29350 1 3.52E-05 1 2.32E-05 - -
T20G5.1 CE00480 chc-1 52 4.61E-04 107 6.25E-04 135 6.34E-04
T20G5.2 CE00513 cts-1 8 2.55E-04 23 4.82E-04 13 2.19E-04
T20H4.3a CE00748 prs-1 3 7.69E-05 5 8.45E-05 2 2.72E-05
T20H4.3b CE37410 prs-1 2 6.56E-05 5 1.08E-04 2 3.48E-05
T20H4.4 CE25120 adr-2 - - 1 1.98E-05 2 3.19E-05
T20H4.5 CE00832 1 7.03E-05 - - 4 1.49E-04
T21B10.1 CE03683 - - 1 3.44E-05 - -
T21B10.2a CE03684 enol-1 20 6.87E-04 63 1.42E-03 35 6.37E-04
T21B10.2b CE32730 enol-1 19 8.40E-04 55 1.60E-03 - -
T21B10.2c CE36954 enol-1 20 6.41E-04 63 1.33E-03 35 5.94E-04
T21B10.3 CE23993 10 1.27E-04 10 8.39E-05 9 6.07E-05
T21B10.7 CE16437 cct-2 9 2.54E-04 19 3.53E-04 9 1.34E-04
T21C12.1a CE02346 unc-49 1 1.35E-05 - - - -
T21C12.1f CE28086 unc-49 1 3.33E-05 - - - -
T21C12.1h CE40337 unc-49 1 5.64E-05 - - - -
T21C12.2 CE02347 hpd-1 5 1.90E-04 20 5.00E-04 7 1.41E-04
T21C9.12 CE06481 scpl-4 - - 2 4.34E-05 - -
T21C9.5 CE06474 lpd-9 1 1.14E-04 - - - -
T21D12.4 CE18268 pat-6 - - 1 2.62E-05 1 2.11E-05
T21E12.4 CE23997 dhc-1 25 8.15E-05 70 1.50E-04 65 1.12E-04
T21E3.1 CE13874 egg-4 1 1.98E-05 - - - -
T21F4.1 CE33700 1 4.56E-05 4 1.20E-04 2 4.83E-05
T21G5.3 CE25121 glh-1 25 4.88E-04 12 1.54E-04 31 3.21E-04
T21H3.3 CE13902 cmd-1 1 1.00E-04 - - - -
T22B11.5 CE28486 25 3.62E-04 43 4.10E-04 48 3.68E-04
T22B7.7 CE13952 1 3.79E-05 - - - -
T22D1.10 CE17254 ruvb-2 3 9.98E-05 - - 2 3.53E-05
T22D1.3a CE30188 3 8.37E-05 6 1.10E-04 3 4.44E-05
T22D1.3b CE33940 3 9.68E-05 6 1.27E-04 3 5.13E-05
T22D1.4 CE33704 7 1.78E-04 11 1.84E-04 1 1.35E-05
T22D1.9 CE17253 rpn-1 36 5.47E-04 28 2.80E-04 45 3.62E-04
T22E5.5 CE04994 mup-2 2 7.36E-05 1 2.42E-05 - -
T22F3.3a CE24003 5 8.45E-05 23 2.56E-04 6 5.37E-05
T22F3.3b CE20769 5 8.81E-05 23 2.67E-04 6 5.60E-05
T22F3.4 CE13968 rpl-11.1 49 3.73E-03 76 3.81E-03 99 3.99E-03
T22G5.5 CE31996 sptl-3 - - 3 5.75E-05 - -
T22H6.2a CE03697 alh-13 5 9.31E-05 6 7.36E-05 5 4.94E-05
T22H6.2b CE26824 alh-13 5 9.29E-05 6 7.34E-05 5 4.92E-05
T23B12.2 CE14028 - - 1 3.28E-05 - -
T23B12.3 CE14030 - - 4 1.49E-04 2 5.98E-05
T23B12.4 CE29351 1 1.86E-05 - - - -
T23B12.7 CE14038 dnj-22 - - 2 6.63E-05 - -
T23B5.1a CE18281 prmt-3 - - 1 1.44E-05 - -
T23B5.1b CE39779 prmt-3 - - 1 2.83E-05 - -
T23B5.1c CE39780 prmt-3 - - 1 4.48E-05 - -
T23B7.1 CE02882 nspd-4 4 8.39E-04 - - - -
T23D8.4 CE18958 eif-3.C 5 8.30E-05 6 6.56E-05 9 7.91E-05
T23D8.5 CE03252 his-67 11 1.59E-03 29 2.76E-03 24 1.84E-03
T23D8.6 CE04501 his-68 25 2.93E-03 16 1.24E-03 42 2.61E-03
T23E7.2a CE14064 6 9.61E-05 4 4.22E-05 - -
T23E7.2b CE14066 6 1.02E-04 4 4.46E-05 - -
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T23E7.2c CE24007 4 6.73E-05 - - 1 8.92E-06
T23E7.2e CE31244 7 1.15E-04 5 5.40E-05 3 2.61E-05
T23F6.4 CE18963 rbd-1 1 1.71E-05 3 3.38E-05 11 9.96E-05
T23G11.3 CE14096 gld-1 10 3.22E-04 17 3.60E-04 19 3.24E-04
T23G5.1 CE00331 rnr-1 5 9.45E-05 2 2.49E-05 1 1.00E-05
T23G7.4 CE03705 sec-5 - - 1 1.11E-05 - -
T23H2.1 CE14106 npp-12 - - 4 2.13E-05 7 2.99E-05
T23H2.3 CE41936 - - 2 1.96E-05 - -
T24A11.1a CE28087 mtm-3 - - 1 9.76E-06 - -
T24A11.1b CE42568 mtm-3 - - 1 1.02E-05 - -
T24A6.20 CE31069 - - 2 6.35E-05 - -
T24B8.1a CE03709 rpl-32 7 7.78E-04 10 7.32E-04 62 3.65E-03
T24B8.1b CE43313 rpl-32 6 1.10E-03 6 7.27E-04 - -
T24B8.7a CE43334 - - 5 1.66E-05 1 2.67E-06
T24B8.7b CE43363 - - 5 1.66E-05 1 2.67E-06
T24C4.1 CE19592 ucr-2.3 3 1.05E-04 2 4.60E-05 5 9.25E-05
T24F1.1 CE02361 raga-1 1 4.78E-05 4 1.26E-04 3 7.59E-05
T24F1.6a CE36207 tag-180 - - 2 1.84E-05 - -
T24F1.6b CE36208 tag-180 - - 2 1.84E-05 - -
T24H10.1 CE03726 - - 1 3.19E-05 - -
T24H10.3 CE03728 dnj-23 1 6.16E-05 - - - -
T24H10.6 CE03731 dyrb-1 1 1.57E-04 2 2.07E-04 3 2.49E-04
T24H7.1 CE40718 phb-2 4 2.03E-04 4 1.34E-04 6 1.61E-04
T24H7.2 CE02884 - - 2 2.12E-05 1 8.54E-06
T24H7.3 CE02885 - - 1 6.29E-05 1 5.06E-05
T25B9.9 CE06508 - - 8 1.62E-04 2 3.26E-05
T25C12.1a CE43285 lin-14 - - 1 1.82E-05 2 2.93E-05
T25C12.1b CE03734 lin-14 - - 1 1.83E-05 2 2.94E-05
T25C12.3 CE40820 33 2.34E-04 44 2.05E-04 72 2.70E-04
T25C8.2 CE16463 act-5 57 2.26E-03 60 1.57E-03 186 3.92E-03
T25E12.5 CE16466 gyg-2 7 3.48E-04 9 2.94E-04 13 3.42E-04
T25F10.6a CE07537 19 6.97E-04 11 2.66E-04 50 9.72E-04
T25F10.6b CE37049 13 6.44E-04 8 2.61E-04 - -
T25G12.5 CE18284 acdh-7 4 1.45E-04 3 7.15E-05 2 3.83E-05
T25G12.7 CE37275 dhs-30 - - 1 3.16E-05 - -
T25G3.3 CE30306 - - 1 1.91E-05 - -
T25G3.4 CE14180 2 4.13E-05 4 5.44E-05 - -
T26A5.2a CE00703 1 1.91E-05 1 1.26E-05 - -
T26A5.2b CE32732 - - 1 1.53E-05 - -
T26A5.3 CE00702 nduf-2.2 - - 1 2.07E-05 1 1.67E-05
T26A5.9 CE00788 dlc-1 1 1.67E-04 4 4.41E-04 7 6.21E-04
T26A8.4 CE07550 - - 1 1.71E-05 - -
T26C12.1 CE26009 - - 6 9.20E-05 - -
T26E3.7 CE14196 5 7.03E-04 9 8.33E-04 - -
T27A3.2 CE30696 - - 2 2.49E-05 - -
T27C10.7 CE32941 nspd-10 3 6.12E-04 - - - -
T27C4.4a CE21211 lin-40 4 5.83E-05 5 4.80E-05 - -
T27C4.4b CE21212 lin-40 4 6.85E-05 5 5.64E-05 - -
T27C4.4c CE33330 lin-40 3 5.91E-05 4 5.19E-05 - -
T27C4.4d CE33331 lin-40 4 6.85E-05 5 5.64E-05 - -
T27E4.2 CE14249 hsp-16.11 - - 2 1.35E-04 - -
T27E4.3 CE14251 hsp-16.48 1 1.04E-04 2 1.37E-04 7 3.87E-04
296
Locus Protein Gene
Spectrum 
Count NSAF
Spectrum 
Count NSAF
Spectrum 
Count NSAF
1-step MAP::SMCL-1 Purification
Biological Replica 1 Biological Replica 2 Biological Replica 3
T27E4.8 CE14249 hsp-16.1 - - 2 1.35E-04 - -
T27E4.9 CE14251 hsp-16.49 1 1.04E-04 2 1.37E-04 7 3.87E-04
T27E7.1 CE16505 1 6.59E-05 1 4.34E-05 - -
T27E9.1a CE14263 ant-1.1 100 4.97E-03 174 5.69E-03 328 8.63E-03
T27E9.1b CE33843 ant-1.1 35 4.07E-03 56 4.29E-03 - -
T27E9.1c CE33844 ant-1.1 65 4.68E-03 140 6.64E-03 - -
T27E9.7 CE18971 abcf-2 24 5.75E-04 23 3.63E-04 35 4.44E-04
T27F2.1 CE06519 skp-1 4 1.11E-04 4 7.34E-05 4 5.90E-05
T27F7.3b CE27214 - - 1 9.00E-05 - -
T28A11.21 CE32215 fbxa-64 - - 2 6.27E-05 1 2.52E-05
T28B4.1a CE27215 - - 1 1.83E-05 - -
T28B4.1b CE27216 - - 1 1.89E-05 - -
T28B4.1c CE37154 - - 1 1.78E-05 - -
T28B4.3 CE14325 ttr-6 2 2.11E-04 - - - -
T28C6.7a CE43462 2 1.29E-05 - - - -
T28C6.7b CE43852 2 1.30E-05 - - - -
T28D6.2 CE16521 tba-7 9 3.02E-04 34 7.52E-04 - -
T28D6.6 CE24022 - - 3 8.05E-05 - -
T28D9.10 CE02065 snr-3 5 5.91E-04 5 3.89E-04 5 3.13E-04
T28F2.4a CE28497 1 1.99E-05 7 9.19E-05 1 1.06E-05
T28F2.4b CE37050 - - 2 1.57E-04 - -
T28H11.6 CE09149 ssp-11 - - 1 9.00E-05 - -
VC5.3a CE21224 npa-1 1 1.03E-05 6 4.09E-05 - -
VC5.3b CE33332 npa-1 - - 2 4.92E-05 - -
VC5.3c CE36211 npa-1 1 1.24E-05 5 4.10E-05 - -
VF13D12L.1 CE31076 1 2.84E-05 5 9.35E-05 1 1.50E-05
VF13D12L.3 CE21229 - - 4 9.82E-05 - -
VW06B3R.1a CE20123 ucr-2.1 1 3.63E-05 2 4.79E-05 - -
VW06B3R.1b CE26825 ucr-2.1 1 3.51E-05 2 4.63E-05 - -
VZK822L.1 CE18302 fat-6 - - 1 2.90E-05 - -
W01A11.4 CE14396 lec-10 - - 1 5.11E-05 - -
W01A8.1a CE18303 mdt-28 5 1.80E-04 11 2.60E-04 4 7.61E-05
W01A8.1b CE06531 mdt-28 5 1.94E-04 11 2.80E-04 4 8.20E-05
W01A8.1c CE41705 mdt-28 5 1.78E-04 11 2.58E-04 4 7.56E-05
W01A8.4 CE32507 - - 3 1.71E-04 - -
W01B11.3 CE18307 nol-5 16 4.90E-04 33 6.65E-04 45 7.30E-04
W01C8.5a CE26751 1 2.92E-05 - - - -
W01C8.5b CE41163 1 4.61E-05 - - - -
W01D2.1 CE18312 6 9.72E-04 - - 3 2.57E-04
W01F3.1a CE26981 - - 1 1.85E-05 - -
W01F3.1b CE26982 - - 1 2.06E-05 - -
W01G7.3 CE18986 rpb-11 3 3.66E-04 5 4.02E-04 4 2.59E-04
W02A11.4 CE40719 uba-2 1 2.56E-05 1 1.69E-05 - -
W02A2.1 CE21231 fat-2 7 2.77E-04 7 1.83E-04 7 1.47E-04
W02A2.2 CE21232 far-6 - - 2 1.07E-04 - -
W02B12.10 CE03770 - - 1 3.83E-05 - -
W02B12.3a CE03763 rsp-1 - - 1 3.15E-05 - -
W02D3.1 CE14418 - - 2 1.39E-04 - -
W02D3.5 CE14426 bp-6 5 5.52E-04 3 2.18E-04 3 1.75E-04
W02D3.6 CE14428 ant-1.2 - - 8 2.62E-04 - -
W02F12.5 CE31083 16 5.15E-04 35 7.42E-04 42 7.16E-04
W02H5.1 CE21250 2 3.20E-04 5 5.28E-04 6 5.09E-04
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W02H5.9 CE35796 7 3.71E-04 7 2.45E-04 11 3.09E-04
W03C9.3 CE03777 rab-7 - - 1 4.70E-05 - -
W03C9.7 CE28097 mex-1 - - - - 1 1.60E-05
W03F11.1 CE14542 - - 1 4.18E-05 - -
W03F8.1 CE29829 tni-4 - - 1 5.06E-05 - -
W03F8.10 CE34385 - - 6 1.00E-04 - -
W03F8.4 CE17274 3 2.44E-04 1 5.36E-05 - -
W03F8.5 CE34386 lam-1 4 5.59E-05 13 1.20E-04 13 9.62E-05
W03F9.1 CE21254 - - 1 2.16E-05 - -
W03F9.10 CE14540 2 4.95E-05 4 6.52E-05 4 5.25E-05
W03G9.4 CE14560 app-1 - - 2 3.19E-05 - -
W03H9.4 CE20137 cacn-1 1 2.23E-05 - - - -
W04A4.5 CE25138 - - 4 3.67E-05 - -
W04A8.7 CE42634 taf-1 1 8.54E-06 - - - -
W04C9.1 CE28355 haf-4 - - 2 2.49E-05 2 2.01E-05
W04C9.2 CE18333 4 5.84E-04 8 7.70E-04 7 5.42E-04
W04C9.4 CE18335 1 9.93E-05 - - - -
W04D2.5 CE06542 1 7.16E-05 - - - -
W04E12.8 CE19003 clec-50 - - 1 3.06E-05 - -
W04G5.4 CE41515 2 5.70E-05 - - - -
W05B10.1 CE06544 his-74 3 3.29E-04 8 5.77E-04 - -
W05B2.1 CE20144 col-94 1 4.90E-05 - - - -
W05B2.5 CE20147 col-93 1 4.90E-05 - - - -
W05B2.6 CE20148 col-92 1 4.90E-05 - - - -
W05E7.1 CE34103 grd-3 1 8.23E-05 2 1.08E-04 - -
W05F2.3 CE14616 - - 1 4.42E-05 4 1.42E-04
W05G11.6a CE19610 15 3.43E-04 33 4.98E-04 14 1.70E-04
W05G11.6b CE14634 15 4.13E-04 29 5.26E-04 14 2.04E-04
W05G11.6c CE32740 14 5.70E-04 26 6.97E-04 - -
W05G11.6d CE32741 12 3.01E-04 28 4.63E-04 - -
W05H9.2 CE33720 1 1.75E-05 - - - -
W06A7.3a CE43007 ret-1 1 5.91E-05 6 2.34E-04 1 3.13E-05
W06A7.3b CE14668 ret-1 1 6.71E-05 6 2.65E-04 1 3.56E-05
W06A7.3c CE41709 ret-1 2 9.03E-06 10 2.98E-05 1 2.39E-06
W06A7.3d CE35913 ret-1 2 5.23E-05 10 1.72E-04 1 1.39E-05
W06A7.3e CE35914 ret-1 1 7.30E-05 6 2.89E-04 1 3.87E-05
W06A7.3f CE41710 ret-1 2 9.02E-06 10 2.97E-05 1 2.39E-06
W06A7.3g CE43037 ret-1 2 6.03E-05 10 1.99E-04 1 1.60E-05
W06B11.2 CE31253 puf-9 - - 3 4.19E-05 - -
W06D4.1 CE29602 hgo-1 3 1.02E-04 5 1.12E-04 2 3.61E-05
W06H3.1 CE36215 immt-2 2 4.56E-05 2 3.00E-05 - -
W06H3.3 CE29830 12 2.66E-04 11 1.61E-04 7 8.23E-05
W06H8.1a CE25146 rme-1 5 9.48E-05 10 1.25E-04 - -
W06H8.1b CE25147 rme-1 5 8.92E-05 10 1.18E-04 - -
W06H8.1c CE25148 rme-1 5 1.26E-04 10 1.67E-04 - -
W06H8.1d CE31086 rme-1 5 1.29E-04 10 1.70E-04 - -
W06H8.1e CE30204 rme-1 5 1.22E-04 10 1.60E-04 - -
W06H8.1f CE33335 rme-1 5 1.34E-04 10 1.77E-04 - -
W07B3.2a CE17290 gei-4 1 2.73E-05 - - 1 1.45E-05
W07B3.2b CE17291 gei-4 1 2.62E-05 - - 1 1.39E-05
W07B3.2c CE34603 gei-4 1 2.75E-05 - - 1 1.46E-05
W07B3.2d CE42180 gei-4 1 2.74E-05 - - 1 1.45E-05
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W07B3.2f CE37419 gei-4 1 2.64E-05 - - 1 1.40E-05
W07B8.5 CE14682 cpr-5 1 4.33E-05 1 2.85E-05 - -
W07E11.1 CE43278 2 1.37E-05 3 1.35E-05 - -
W07E6.1 CE28259 nol-1 13 2.92E-04 8 1.18E-04 38 4.52E-04
W07E6.2 CE17294 - - 1 2.08E-05 - -
W07E6.4 CE17296 prp-21 6 1.36E-04 15 2.25E-04 6 7.23E-05
W07G4.3 CE42738 - - 1 1.20E-05 - -
W07G4.4 CE03794 4 1.14E-04 8 1.50E-04 1 1.51E-05
W08A12.1a CE30205 - - 1 1.96E-05 - -
W08A12.1b CE28511 - - 1 2.21E-05 - -
W08A12.1c CE30206 - - 1 2.24E-05 - -
W08A12.1d CE14696 - - 1 2.02E-05 - -
W08D2.4 CE25153 fat-3 1 3.36E-05 - - - -
W08D2.7 CE06562 mtr-4 1 1.45E-05 1 9.57E-06 - -
W08E12.7 CE21275 15 5.72E-04 14 3.51E-04 12 2.42E-04
W08E3.1 CE14704 snr-2 4 3.73E-04 5 3.07E-04 1 4.94E-05
W08E3.2 CE26028 - - 2 3.36E-05 - -
W08E3.3 CE14708 tag-210 15 5.66E-04 12 2.98E-04 5 1.00E-04
W08F4.3 CE14716 - - 1 4.30E-05 - -
W08G11.4 CE32003 pptr-1 4 1.10E-04 7 1.27E-04 - -
W09B6.1a CE14734 pod-2 14 1.02E-04 19 9.08E-05 27 1.04E-04
W09B6.1b CE36026 pod-2 5 9.16E-05 7 8.45E-05 - -
W09C3.6 CE14754 gsp-3 1 4.89E-05 1 3.22E-05 - -
W09C5.1 CE20164 2 1.15E-04 - - - -
W09C5.2 CE20165 unc-59 - - 2 4.28E-05 - -
W09C5.6a CE20168 rpl-31 12 1.47E-03 9 7.24E-04 31 2.01E-03
W09C5.6b CE20169 rpl-31 6 1.28E-03 3 4.21E-04 - -
W09C5.8 CE20171 2 1.70E-04 1 5.61E-05 4 1.80E-04
W09D10.1 CE16562 - - - - 1 1.60E-05
W09D10.3 CE16564 - - 8 4.54E-04 - -
W09H1.3 CE16573 1 1.42E-04 1 9.35E-05 - -
W09H1.6a CE16576 lec-1 32 1.71E-03 9 3.17E-04 - -
W09H1.6b CE16577 lec-1 32 1.67E-03 9 3.10E-04 2 5.54E-05
W10C6.1 CE43328 mat-2 1 9.90E-06 - - - -
W10C8.5 CE18353 3 1.12E-04 3 7.38E-05 - -
W10D5.2 CE14780 nduf-7 - - - - 3 1.19E-04
W10D9.5 CE14794 1 1.37E-04 1 9.00E-05 - -
W10G6.3 CE18354 mua-6 2 5.13E-05 5 8.45E-05 6 8.15E-05
Y102A5A.1 CE20378 cand-1 5 5.85E-05 19 1.46E-04 17 1.05E-04
Y102E9.1a CE28101 odr-4 - - 1 2.21E-05 - -
Y102E9.1b CE32953 odr-4 - - 1 2.07E-05 - -
Y102E9.1c CE32954 odr-4 - - 1 2.08E-05 - -
Y104H12BR.1 CE43541 plst-1 - - 4 8.80E-05 - -
Y104H12D.3 CE31632 1 2.46E-05 1 1.62E-05 - -
Y105C5B.28a CE24078 gln-3 4 1.54E-04 7 1.77E-04 3 6.11E-05
Y105C5B.28b CE39807 gln-3 4 1.55E-04 7 1.78E-04 3 6.15E-05
Y105C5B.5 CE24081 5 5.87E-04 1 7.73E-05 - -
Y105E8A.16 CE29835 rps-20 9 1.15E-03 17 1.43E-03 32 2.16E-03
Y105E8A.17a CE29836 ekl-4 - - 2 4.04E-05 - -
Y105E8A.17b CE41712 ekl-4 - - 2 4.02E-05 - -
Y105E8A.19 CE33722 - - 5 6.80E-05 1 1.09E-05
Y105E8A.4 CE25707 ech-7 - - 5 1.92E-04 - -
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Y105E8A.9 CE29847 apg-1 - - 1 1.18E-05 - -
Y105E8B.1a CE28782 lev-11 4 2.10E-04 4 1.38E-04 - -
Y105E8B.1b CE36223 lev-11 1 7.72E-05 3 1.53E-04 - -
Y105E8B.1c CE29059 lev-11 - - 1 3.83E-05 - -
Y105E8B.1d CE29060 lev-11 3 1.57E-04 4 1.38E-04 - -
Y105E8B.1e CE31733 lev-11 - - 1 3.83E-05 - -
Y105E8B.1f CE36224 lev-11 - - 1 6.50E-05 - -
Y105E8B.2a CE28785 exoc-8 - - 1 1.43E-05 - -
Y105E8B.4 CE24096 bath-40 1 3.71E-05 - - - -
Y105E8B.5 CE24099 1 6.96E-05 1 4.59E-05 - -
Y106G6E.6 CE29604 csnk-1 1 3.66E-05 - - - -
Y106G6H.12 CE20421 duo-3 - - 3 3.02E-05 - -
Y106G6H.14 CE24111 - - 1 4.46E-05 - -
Y106G6H.2a CE20412 pab-1 47 1.08E-03 43 6.53E-04 158 1.93E-03
Y106G6H.2b CE36227 pab-1 32 8.18E-04 30 5.05E-04 - -
Y106G6H.2c CE36228 pab-1 40 1.02E-03 33 5.53E-04 - -
Y106G6H.3 CE20413 rpl-30 11 1.45E-03 19 1.65E-03 68 4.75E-03
Y108F1.1 CE27477 - - 1 4.12E-05 - -
Y108G3AL.1 CE27593 cul-3 5 9.59E-05 7 8.84E-05 - -
Y110A2AR.1 CE24116 1 5.94E-05 2 7.82E-05 3 9.44E-05
Y110A7A.12 CE23245 tag-300 5 1.49E-04 6 1.18E-04 - -
Y110A7A.14 CE30307 pas-3 1 5.96E-05 5 1.96E-04 5 1.58E-04
Y110A7A.16 CE28103 elpc-1 - - 4 3.14E-05 - -
Y110A7A.17a CE23241 mat-1 2 3.78E-05 - - - -
Y110A7A.19 CE23238 2 4.52E-05 6 8.92E-05 3 3.59E-05
Y110A7A.1a CE24117 hcp-6 4 3.46E-05 - - 4 1.83E-05
Y110A7A.1b CE28104 hcp-6 4 3.39E-05 - - 4 1.80E-05
Y110A7A.8 CE24126 - - - - 2 3.13E-05
Y111B2A.18 CE31089 rsp-3 2 1.16E-04 1 3.80E-05 - -
Y111B2A.3 CE23259 1 2.08E-05 - - - -
Y111B2A.4a CE44299 1 1.12E-05 - - - -
Y111B2A.8 CE34111 1 2.56E-05 - - - -
Y113G7A.3 CE27230 sec-23 - - 5 5.98E-05 - -
Y113G7B.17 CE23297 prmt-1 6 2.57E-04 9 2.54E-04 2 4.54E-05
Y113G7B.18 CE40428 mdt-17 - - 1 1.35E-05 - -
Y113G7B.23 CE25208 psa-1 13 2.46E-04 12 1.49E-04 13 1.30E-04
Y116A8A.9 CE24146 map-2 - - 2 4.42E-05 - -
Y116A8C.12 CE24147 arf-6 - - 1 5.61E-05 - -
Y116A8C.27 CE37421 - - 1 3.65E-05 - -
Y116A8C.35 CE23341 uaf-2 2 1.05E-04 2 6.89E-05 2 5.54E-05
Y116A8C.42 CE23346 snr-1 1 1.10E-04 2 1.44E-04 5 2.90E-04
Y119C1B.4 CE27233 1 5.17E-05 1 3.41E-05 - -
Y119C1B.8a CE44037 tag-332 - - 3 3.45E-05 - -
Y119C1B.8b CE33207 tag-332 - - 3 3.85E-05 - -
Y119D3B.15 CE34396 dss-1 - - 1 1.20E-04 - -
Y11D7A.10 CE20193 1 2.13E-04 2 2.80E-04 3 3.38E-04
Y12A6A.1 CE19031 1 7.13E-05 - - - -
Y16B4A.2 CE43022 7 4.81E-05 6 2.72E-05 - -
Y17G7A.1 CE21378 hmg-12 3 1.42E-04 - - - -
Y17G7B.11 CE32514 - - 1 2.34E-05 - -
Y17G7B.12 CE19046 - - 1 3.65E-05 - -
Y17G7B.2a CE19035 ash-2 - - 1 1.72E-05 - -
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Y17G7B.2b CE20199 ash-2 - - 1 1.72E-05 - -
Y17G7B.2c CE21379 ash-2 - - 1 2.12E-05 - -
Y17G7B.3 CE19036 3 1.72E-04 - - - -
Y17G7B.4 CE19037 2 8.03E-05 - - - -
Y17G7B.5a CE19038 mcm-2 3 5.07E-05 9 1.00E-04 7 6.27E-05
Y17G7B.7 CE19040 tpi-1 1 6.03E-05 4 1.59E-04 2 6.39E-05
Y17G9B.3 CE41715 cyp-31A3 1 3.01E-05 2 3.97E-05 1 1.60E-05
Y18D10A.13 CE27468 pad-1 - - 4 1.62E-05 - -
Y18D10A.17 CE21413 car-1 10 4.38E-04 28 8.08E-04 31 7.20E-04
Y18D10A.19 CE21417 fkb-2 1 1.38E-04 - - - -
Y18D10A.20 CE21418 pfn-1 4 4.52E-04 3 2.23E-04 - -
Y18D10A.24 CE35064 clec-105 - - 1 4.93E-05 - -
Y18D10A.5 CE21401 gsk-3 42 1.73E-03 151 4.09E-03 85 1.85E-03
Y18D10A.9 CE34506 - - 1 2.91E-05 - -
Y18H1A.4 CE29367 1 6.77E-05 7 3.12E-04 - -
Y19D10A.12 CE32237 1 2.74E-05 - - 2 2.90E-05
Y19D10B.7 CE25224 2 1.97E-04 4 2.60E-04 - -
Y19D2B.1 CE19055 2 3.51E-04 - - - -
Y22D7AL.10 CE27242 1 1.38E-04 2 1.82E-04 3 2.19E-04
Y22D7AL.5a CE27244 hsp-60 259 6.79E-03 398 6.88E-03 1516 2.11E-02
Y22D7AL.5b CE42184 hsp-60 127 4.95E-03 135 3.47E-03 - -
Y22F5A.4 CE16605 lys-1 4 2.00E-04 5 1.65E-04 - -
Y23H5A.3 CE18359 - - 6 1.92E-04 - -
Y23H5A.7a CE18363 crs-1 - - 4 4.32E-05 - -
Y23H5A.7b CE28261 crs-1 - - 4 4.32E-05 - -
Y23H5A.8 CE42396 - - 2 1.36E-04 - -
Y23H5B.5 CE40876 2 5.31E-05 9 1.57E-04 8 1.13E-04
Y23H5B.6 CE25231 - - 6 8.05E-05 4 4.32E-05
Y23H5B.9 CE23003 nspd-8 4 8.39E-04 - - - -
Y24D9A.4a CE27398 rpl-7A 26 1.46E-03 34 1.26E-03 44 1.31E-03
Y24D9A.4c CE30401 rpl-7A 24 1.46E-03 34 1.36E-03 - -
Y24D9A.8a CE28974 3 1.40E-04 4 1.23E-04 - -
Y24D9A.8b CE30402 2 1.81E-04 1 5.95E-05 - -
Y24F12A.2 CE24193 ragc-1 1 4.41E-05 2 5.81E-05 - -
Y25C1A.13 CE21481 - - 2 6.61E-05 - -
Y25C1A.5 CE21472 17 2.61E-04 24 2.43E-04 24 1.95E-04
Y32F6A.5 CE32010 - - 1 2.21E-05 - -
Y32G9A.8 CE31101 - - 1 3.23E-05 - -
Y32H12A.2a CE43676 - - 2 3.29E-05 - -
Y32H12A.2b CE43711 - - 2 3.28E-05 - -
Y32H12A.8 CE42033 215 8.32E-04 247 6.30E-04 345 7.08E-04
Y34B4A.6 CE30215 3 1.94E-04 7 2.97E-04 16 5.47E-04
Y34D9A.10 CE39043 vps-4 2 6.93E-05 8 1.83E-04 - -
Y34D9A.6 CE25238 glrx-10 - - 1 9.35E-05 - -
Y37A1B.1a CE19070 lst-3 - - 1 8.03E-06 - -
Y37A1B.5 CE19075 5 1.58E-04 9 1.88E-04 3 5.03E-05
Y37A1C.1a CE19086 nkcc-1 - - 2 2.02E-05 - -
Y37A1C.1c CE40530 nkcc-1 - - 1 8.11E-06 - -
Y37B11A.3 CE33942 4 1.76E-04 5 1.45E-04 - -
Y37D8A.1 CE20206 arx-5 - - - - 5 2.16E-04
Y37D8A.14 CE20218 cco-2 - - 4 2.26E-04 - -
Y37D8A.18 CE20222 - - 2 1.26E-04 2 1.01E-04
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Y37D8A.19 CE20223 1 1.48E-04 1 9.72E-05 - -
Y37D8A.2 CE20207 - - 4 6.88E-05 - -
Y37D8A.22 CE31831 1 3.25E-05 - - - -
Y37D8A.9a CE20213 mrg-1 1 4.45E-05 - - 5 1.18E-04
Y37D8A.9b CE41465 mrg-1 1 4.42E-05 - - 5 1.17E-04
Y37E11AL.7 CE33852 map-1 3 1.20E-04 2 5.29E-05 - -
Y37E11AM.1 CE44366 smgl-2 - - 2 1.93E-05 - -
Y37E11B.4 CE19614 taf-2 - - 1 9.04E-06 - -
Y37E3.10 CE29373 2 8.71E-05 6 1.72E-04 - -
Y37E3.15a CE26832 npp-13 - - 3 3.74E-05 - -
Y37E3.15b CE30319 npp-13 - - 3 7.51E-05 - -
Y37E3.17a CE30219 89 1.60E-03 53 6.27E-04 58 5.52E-04
Y37E3.17b CE37062 89 1.58E-03 53 6.22E-04 58 5.47E-04
Y37E3.3 CE26662 rpb-10 3 6.67E-04 3 4.39E-04 5 5.89E-04
Y37E3.7 CE26658 rla-1 119 1.60E-02 37 3.27E-03 103 7.33E-03
Y37E3.8a CE26774 15 1.54E-03 24 1.62E-03 119 6.48E-03
Y37E3.8b CE26904 14 2.37E-03 22 2.45E-03 - -
Y37E3.9 CE26775 phb-1 1 5.42E-05 6 2.14E-04 1 2.87E-05
Y38A10A.5 CE21562 crt-1 5 1.89E-04 19 4.72E-04 1 2.00E-05
Y38A8.2 CE07571 pbs-3 - - 1 4.81E-05 - -
Y38A8.3 CE29374 ulp-2 3 5.01E-05 3 3.30E-05 - -
Y38C1AA.11 CE31640 prdx-6 1 6.45E-05 - - - -
Y38C1AA.2 CE33861 csn-3 2 5.95E-05 3 5.88E-05 - -
Y38C9A.1 CE31104 - - - - 3 1.60E-05
Y38C9A.2 CE21577 cgp-1 2 4.86E-05 5 8.01E-05 - -
Y38E10A.22 CE35653 - - 1 3.22E-05 6 1.55E-04
Y38F1A.6 CE24222 11 3.52E-04 22 4.64E-04 25 4.25E-04
Y38F1A.9 CE21614 oig-2 5 6.90E-04 3 2.73E-04 4 2.92E-04
Y38F2AL.3a CE29997 vha-11 1 3.88E-05 4 1.02E-04 - -
Y38F2AL.3b CE38743 vha-11 - - 1 7.38E-05 - -
Y38F2AL.4 CE06290 vha-3 2 1.85E-04 1 6.10E-05 3 1.47E-04
Y38F2AR.2 CE21634 trap-3 - - 1 5.51E-05 - -
Y38F2AR.7 CE40155 ppgn-1 - - 1 1.31E-05 - -
Y38F2AR.9 CE27617 - - 1 1.21E-04 - -
Y38H6C.1 CE19095 dct-16 7 1.16E-03 6 6.54E-04 - -
Y39A1A.14 CE19133 1 6.45E-05 5 2.12E-04 6 2.05E-04
Y39A1A.22 CE19142 - - 1 1.38E-05 - -
Y39A1B.3 CE31734 dpy-28 3 2.98E-05 13 8.51E-05 6 3.16E-05
Y39A1C.3 CE19148 cey-4 8 4.05E-04 20 6.68E-04 15 4.03E-04
Y39A3CR.1a CE32964 smi-1 1 5.87E-05 1 3.86E-05 - -
Y39A3CR.1b CE33943 smi-1 - - 1 7.55E-05 - -
Y39A3CR.4 CE21655 ddp-1 2 3.59E-04 3 3.55E-04 7 6.66E-04
Y39B6A.14 CE40630 pro-3 - - 2 2.45E-05 1 9.86E-06
Y39B6A.2 CE36619 pph-5 - - 1 1.98E-05 - -
Y39B6A.20 CE21681 asp-1 18 6.77E-04 22 5.45E-04 22 4.39E-04
Y39B6A.33 CE21690 1 3.40E-05 2 4.48E-05 3 5.41E-05
Y39B6A.36 CE29873 2 1.13E-04 2 7.46E-05 - -
Y39B6A.39 CE21666 - - 2 5.38E-05 - -
Y39E4A.3a CE33866 3 1.04E-04 6 1.37E-04 1 1.83E-05
Y39E4A.3b CE38987 3 1.03E-04 6 1.36E-04 1 1.83E-05
Y39E4B.1 CE21713 abce-1 1 2.44E-05 - - - -
Y39E4B.10 CE21721 1 2.56E-05 1 1.69E-05 - -
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Y39G10AL.3 CE30320 cdk-7 1 4.52E-05 - - - -
Y39G10AR.10 CE26989 1 2.16E-05 - - - -
Y39G10AR.13 CE26991 icp-1 - - - - 1 1.27E-05
Y39G10AR.14 CE21767 mcm-4 6 1.09E-04 14 1.67E-04 5 4.80E-05
Y39G10AR.2 CE26992 zwl-1 1 2.37E-05 5 7.79E-05 - -
Y39G10AR.8 CE27254 9 2.86E-04 18 3.77E-04 9 1.52E-04
Y39G10AR.9 CE28982 - - 2 4.90E-05 - -
Y39G8B.1a CE21733 2 9.43E-05 6 1.86E-04 - -
Y39G8B.1b CE24243 2 9.43E-05 6 1.86E-04 - -
Y39G8C.1 CE42924 xrn-1 2 1.87E-05 1 6.17E-06 - -
Y39H10A.6 CE32248 - - 1 1.43E-05 - -
Y40B10A.1a CE26077 bp-9 - - 1 6.46E-05 - -
Y40B10A.1b CE39188 lbp-9 - - 1 7.16E-05 - -
Y40B10A.2 CE21796 1 6.59E-05 - - - -
Y40B1A.4 CE42686 sptf-3 - - 1 2.38E-05 - -
Y40B1B.6 CE20240 spr-5 - - 1 1.27E-05 - -
Y41C4A.10 CE20250 elb-1 1 1.26E-04 - - - -
Y41D4A.4 CE21847 - - 1 1.69E-05 - -
Y41D4A.5 CE39047 - - 1 2.09E-05 - -
Y41D4B.11 CE26095 3 1.28E-04 - - - -
Y41D4B.19a CE27625 npp-8 1 3.63E-05 1 2.39E-05 1 1.92E-05
Y41D4B.19b CE33869 npp-8 - - 2 1.80E-05 - -
Y41D4B.5 CE21842 rps-28 - - 8 1.21E-03 - -
Y41E3.10a CE37568 35 1.98E-03 84 3.13E-03 64 1.92E-03
Y41E3.10b CE40788 16 5.42E-04 34 7.58E-04 - -
Y41E3.11a CE43453 1 8.94E-06 - - - -
Y41E3.11b CE18379 1 1.62E-05 - - - -
Y41E3.4 CE18372 ers-1 33 6.26E-04 58 7.24E-04 63 6.33E-04
Y42G9A.4a CE29110 2 4.91E-05 - - - -
Y42G9A.4b CE37427 2 4.85E-05 - - - -
Y42G9A.4c CE37428 2 6.16E-05 - - - -
Y42G9A.4d CE37569 2 5.80E-05 - - - -
Y42H9AR.1 CE25278 - - 1 1.94E-05 3 4.68E-05
Y43B11AR.4 CE24278 rps-4 68 3.91E-03 75 2.84E-03 213 6.49E-03
Y43C5A.1 CE19150 nspd-7 4 8.51E-04 - - - -
Y43F4A.4 CE16625 - - 2 1.87E-04 - -
Y43F4B.4 CE16629 npp-18 29 1.19E-03 40 1.08E-03 30 6.53E-04
Y43F4B.5a CE16630 9 2.25E-04 11 1.81E-04 2 2.65E-05
Y43F4B.5b CE34117 5 1.62E-04 10 2.14E-04 - -
Y43F8B.2b CE21887 - - 1 4.02E-05 - -
Y43F8C.13 CE21911 - - 3 8.71E-05 - -
Y43F8C.14 CE21912 ani-3 - - 1 1.38E-05 - -
Y43F8C.6 CE34120 1 3.53E-05 - - - -
Y43H11AL.3 CE36034 pqn-85 - - 1 4.46E-06 - -
Y44E3A.6a CE31372 - - 1 1.17E-05 2 1.88E-05
Y44E3A.6b CE31373 - - 1 1.16E-05 2 1.87E-05
Y45F10A.2 CE18393 puf-3 1 2.97E-05 2 3.91E-05 1 1.57E-05
Y45F10C.2 CE16636 2 2.55E-04 - - - -
Y45F10D.12 CE16650 rpl-18 40 3.17E-03 86 4.49E-03 206 8.65E-03
Y45F10D.4 CE16643 4 3.90E-04 - - - -
Y45F10D.7 CE44274 3 4.84E-05 3 3.19E-05 - -
Y45G12B.1a CE21933 nuo-5 4 8.18E-05 8 1.08E-04 2 2.17E-05
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Y45G12B.1b CE42226 nuo-5 2 8.54E-05 4 1.12E-04 - -
Y45G12B.1c CE33341 nuo-5 4 9.40E-05 6 9.29E-05 2 2.49E-05
Y45G12C.2 CE21937 gst-10 2 1.42E-04 - - - -
Y45G5AL.1a CE30008 1 5.46E-05 1 3.60E-05 - -
Y45G5AL.1b CE30009 1 5.42E-05 1 3.57E-05 - -
Y46B2A.1 CE21951 fbxc-51 - - 2 3.86E-05 2 3.11E-05
Y46E12BL.2 CE27472 7 7.82E-05 22 1.62E-04 10 5.92E-05
Y46G5A.13 CE21988 - - 1 2.26E-05 - -
Y46G5A.17 CE36414 cpt-1 1 1.91E-05 2 2.52E-05 - -
Y46G5A.21 CE31115 acl-7 - - 1 1.46E-05 - -
Y46G5A.31 CE24302 gsy-1 - - 17 2.48E-04 6 7.05E-05
Y46G5A.4 CE21971 6 4.17E-05 20 9.15E-05 14 5.15E-05
Y46H3A.3 CE22002 hsp-16.2 - - 2 1.35E-04 - -
Y46H3A.7 CE38646 - - - - 1 2.68E-05
Y46H3C.4 CE40280 1 2.42E-05 - - - -
Y47C4A.1 CE27477 - - 1 4.12E-05 - -
Y47D3A.16 CE22045 rsks-1 - - 3 5.08E-05 - -
Y47D3A.26 CE41472 smc-3 - - 4 3.26E-05 8 5.24E-05
Y47D3A.26b CE37287 smc-3 - - 4 3.11E-05 8 5.01E-05
Y47D3A.28 CE24338 - - - - 1 1.14E-05
Y47D3A.29a CE32262 - - 1 6.87E-06 - -
Y47D3A.29b CE44057 - - 1 6.74E-06 - -
Y47D3B.10 CE20261 dpy-18 - - 4 7.02E-05 - -
Y47D3B.9 CE19173 bed-2 - - 2 2.58E-05 - -
Y47G6A.10 CE34400 spg-7 - - 2 2.51E-05 5 5.05E-05
Y47G6A.11 CE28985 msh-6 1 1.26E-05 - - - -
Y47G6A.15 CE22105 1 5.36E-05 - - - -
Y47G6A.22 CE24368 - - 6 2.32E-04 - -
Y47G6A.23 CE44117 lpd-3 - - 2 1.24E-05 - -
Y47G6A.29 CE36746 1 6.06E-06 1 3.99E-06 - -
Y47G6A.33 CE41052 - - 4 3.51E-04 - -
Y47G6A.8 CE22109 crn-1 - - 1 2.57E-05 - -
Y47H9C.7 CE20267 - - - - 2 4.64E-05
Y48A6B.13 CE19195 spat-2 4 1.51E-04 2 4.96E-05 5 9.97E-05
Y48A6B.3 CE19186 3 2.74E-04 3 1.81E-04 9 4.36E-04
Y48A6B.5 CE19188 exos-1 1 7.16E-05 - - - -
Y48A6C.4 CE43502 2 8.16E-05 2 5.38E-05 - -
Y48B6A.1 CE22116 2 4.42E-05 5 7.28E-05 3 3.51E-05
Y48B6A.12 CE22127 1 2.40E-05 7 1.11E-04 - -
Y48B6A.2 CE22117 rpl-43 67 1.10E-02 98 1.06E-02 107 9.28E-03
Y48B6A.3 CE42702 xrn-2 - - 1 1.01E-05 - -
Y48C3A.17a CE24382 efl-2 1 3.62E-05 - - - -
Y48C3A.17b CE41054 efl-2 1 5.25E-05 - - - -
Y48C3A.17c CE41055 efl-2 1 4.49E-05 - - - -
Y48C3A.17d CE41056 efl-2 1 4.16E-05 - - - -
Y48C3A.7 CE28132 mac-1 1 1.83E-05 1 1.21E-05 - -
Y48E1A.1a CE22157 - - 7 3.96E-05 - -
Y48E1B.3a CE22159 1 4.14E-05 - - - -
Y48E1B.3c CE43341 - - 1 1.11E-05 - -
Y48E1B.3d CE43372 - - 1 1.37E-05 - -
Y48E1B.5 CE35196 - - 3 5.95E-05 - -
Y48E1B.7 CE43878 - - 2 2.80E-05 - -
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Y48E1C.3 CE32976 tbc-15 - - 1 3.91E-05 - -
Y48G10A.4 CE41281 2 3.09E-05 3 3.05E-05 - -
Y48G1A.4 CE27000 1 1.83E-05 8 9.66E-05 5 4.86E-05
Y48G1A.5 CE27001 xpo-2 12 1.91E-04 39 4.08E-04 74 6.23E-04
Y48G8AL.5 CE30462 2 4.66E-05 1 1.54E-05 - -
Y48G8AL.6 CE28367 smg-2 211 2.94E-03 159 1.46E-03 288 2.13E-03
Y48G8AL.8a CE22195 rpl-17 58 4.62E-03 46 2.41E-03 150 6.33E-03
Y48G8AL.8b CE30023 rpl-17 53 4.97E-03 35 2.16E-03 - -
Y48G9A.3 CE42624 gcn-1 21 1.17E-04 34 1.25E-04 26 7.66E-05
Y48G9A.4 CE32979 frl-1 - - 2 1.76E-05 - -
Y49A3A.2 CE22210 vha-13 16 3.93E-04 27 4.37E-04 7 9.12E-05
Y49A3A.5 CE22213 cyn-1 - - 2 1.02E-04 - -
Y49E10.1 CE22219 rpt-6 11 3.94E-04 9 2.12E-04 17 3.23E-04
Y49E10.15 CE22230 snr-6 3 4.97E-04 3 3.27E-04 2 1.75E-04
Y49E10.2 CE22220 glrx-5 - - 2 1.38E-04 - -
Y49E10.6 CE22223 his-72 4 4.38E-04 8 5.77E-04 41 2.38E-03
Y49F6B.2 CE25336 1 5.91E-05 2 7.79E-05 - -
Y49F6B.4 CE25338 smu-2 2 5.45E-05 - - - -
Y50D4B.3 CE42035 - - 1 2.45E-05 - -
Y50D4C.2 CE22292 1 2.69E-05 2 3.54E-05 - -
Y50D7A.3a CE32982 1 3.07E-05 - - - -
Y50D7A.3b CE30027 1 1.49E-04 - - - -
Y50D7A.4 CE35099 - - 1 1.15E-05 - -
Y50D7A.7 CE26144 ads-1 7 1.75E-04 7 1.15E-04 6 7.94E-05
Y50E8A.4a CE32023 unc-61 - - 2 3.70E-05 - -
Y50E8A.4b CE24405 unc-61 - - 2 4.26E-05 - -
Y50E8A.4c CE40164 unc-61 - - 2 4.22E-05 - -
Y51A2D.7a CE38450 2 3.01E-05 4 3.97E-05 - -
Y51A2D.7b CE38451 3 4.23E-05 4 3.71E-05 - -
Y51H1A.3a CE20284 - - 1 4.93E-05 - -
Y51H1A.3b CE20285 - - 1 4.57E-05 - -
Y51H4A.12 CE40484 set-26 1 8.89E-06 1 5.85E-06 - -
Y51H7BM.1 CE33483 math-45 1 3.44E-05 - - - -
Y51H7C.11 CE39192 nol-6 - - 9 8.35E-05 4 2.99E-05
Y51H7C.6a CE26151 cogc-4 1 1.86E-05 - - - -
Y51H7C.6b CE26152 cogc-4 1 3.02E-05 - - - -
Y51H7C.6c CE39055 cogc-4 1 4.69E-05 - - - -
Y53C10A.10 CE41725 1 9.55E-06 - - - -
Y53C10A.12 CE22380 hsf-1 1 2.22E-05 2 2.93E-05 - -
Y53C12B.1 CE14894 6 1.13E-04 7 8.66E-05 2 1.99E-05
Y53C12B.2 CE14896 - - 1 3.54E-05 - -
Y53F4B.13 CE35673 1 1.61E-05 2 2.12E-05 - -
Y53F4B.15 CE28135 asc-1 - - 1 2.31E-05 - -
Y53F4B.22 CE35675 arp-1 2 7.97E-05 12 3.15E-04 - -
Y53F4B.29 CE22416 gst-26 7 4.99E-04 9 4.23E-04 3 1.13E-04
Y53F4B.30 CE22417 gst-27 7 4.99E-04 9 4.23E-04 3 1.13E-04
Y53F4B.31 CE22418 gst-28 6 4.28E-04 8 3.76E-04 3 1.13E-04
Y53F4B.32 CE22419 gst-29 - - 1 4.70E-05 - -
Y53F4B.33 CE22420 gst-39 - - 2 9.39E-05 - -
Y53F4B.9 CE22399 - - 1 8.40E-06 - -
Y53G8AL.2 CE26163 2 6.91E-05 6 1.37E-04 7 1.28E-04
Y53G8AR.9 CE25419 6 2.84E-04 2 6.23E-05 8 2.01E-04
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Y53G8B.2 CE25428 - - 1 2.89E-05 - -
Y54E10A.10 CE24439 3 1.51E-04 3 9.91E-05 2 5.32E-05
Y54E10A.15 CE22447 cdt-1 - - 1 1.43E-05 - -
Y54E10A.2 CE39656 cogc-1 2 3.79E-05 2 2.49E-05 3 3.01E-05
Y54E10A.3 CE24447 - - 3 1.04E-04 1 2.78E-05
Y54E10A.6 CE24450 - - 1 1.94E-05 - -
Y54E10A.9a CE24451 vbh-1 5 1.16E-04 2 3.06E-05 3 3.70E-05
Y54E10A.9b CE28369 vbh-1 5 1.16E-04 2 3.05E-05 3 3.68E-05
Y54E10A.9c CE37437 vbh-1 5 1.13E-04 2 2.97E-05 3 3.59E-05
Y54E10BL.5 CE22460 nduf-5 2 2.46E-04 2 1.62E-04 - -
Y54E10BR.4 CE27481 - - 1 2.70E-05 - -
Y54E10BR.5 CE22466 1 8.14E-05 - - - -
Y54E10BR.6 CE22465 rpb-7 - - 2 9.96E-05 - -
Y54E2A.11a CE20310 eif-3.B 7 1.44E-04 17 2.30E-04 11 1.20E-04
Y54E2A.11b CE35681 eif-3.B 1 7.72E-05 7 3.56E-04 - -
Y54E2A.2 CE20301 smg-9 1 3.87E-05 - - - -
Y54E2A.4 CE43325 6 4.43E-05 8 3.89E-05 8 3.13E-05
Y54E5A.5 CE20316 1 9.74E-05 3 1.92E-04 - -
Y54F10AL.1a CE27004 - - 1 3.30E-05 - -
Y54F10AL.1b CE27005 - - 1 3.85E-05 - -
Y54F10AL.2a CE32984 smg-6 2 2.40E-05 - - - -
Y54F10AL.2c CE40219 smg-6 2 2.90E-05 - - - -
Y54F10AM.11 CE27286 - - 1 3.43E-05 - -
Y54F10AM.5 CE34127 1 8.14E-05 1 5.36E-05 - -
Y54F10AM.8 CE27290 - - 2 3.38E-05 - -
Y54F10BM.2 CE42600 iffb-1 3 4.16E-05 3 2.74E-05 4 2.94E-05
Y54G11A.13 CE22478 ctl-3 7 2.04E-04 11 2.11E-04 5 7.71E-05
Y54G11A.5 CE22476 ctl-2 5 1.49E-04 10 1.96E-04 5 7.90E-05
Y54G11A.6 CE30713 ctl-1 7 2.10E-04 11 2.17E-04 5 7.94E-05
Y54G11A.7 CE32990 - - 1 2.10E-05 - -
Y54G2A.12 CE41063 - - 3 1.07E-04 - -
Y54G2A.14 CE39862 clec-83 - - 1 4.14E-05 - -
Y54G2A.17a CE33885 - - 6 1.08E-04 - -
Y54G2A.17b CE33886 - - 6 1.05E-04 - -
Y54G2A.17c CE33887 - - 3 1.24E-04 - -
Y54G2A.2a CE26776 2 5.20E-05 5 8.56E-05 - -
Y54G2A.2b CE37292 2 5.57E-05 5 9.17E-05 - -
Y54G2A.31 CE31652 ubc-13 - - 1 6.50E-05 - -
Y54G9A.7 CE26735 - - 1 4.02E-05 - -
Y54H5A.1 CE27292 1 3.29E-05 7 1.52E-04 1 1.74E-05
Y54H5A.2 CE32024 - - 1 2.62E-05 - -
Y55B1AR.1 CE22493 lec-6 10 1.02E-03 10 6.72E-04 9 4.87E-04
Y55B1AR.4 CE22490 1 4.42E-05 - - - -
Y55F3AL.1 CE37069 plx-1 33 2.53E-04 13 6.56E-05 11 4.47E-05
Y55F3AM.1 CE22547 1 8.76E-05 - - - -
Y55F3AM.12 CE22543 dcap-1 - - 1 2.96E-05 4 9.51E-05
Y55F3AM.13 CE22542 15 6.31E-04 22 6.10E-04 31 6.91E-04
Y55F3AM.9 CE25491 - - - - 6 1.25E-04
Y55F3AR.1 CE31382 1 4.70E-05 - - - -
Y55F3AR.3 CE44228 cct-8 12 3.26E-04 17 3.04E-04 6 8.65E-05
Y55F3BR.1 CE29884 - - 3 4.04E-05 - -
Y56A3A.17a CE22584 npp-16 - - 1 1.92E-05 - -
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Y56A3A.17b CE22585 npp-16 - - 1 1.97E-05 - -
Y56A3A.19 CE22587 - - 1 7.38E-05 - -
Y56A3A.1a CE33892 ntl-3 - - 3 4.20E-05 - -
Y56A3A.1b CE18516 ntl-3 - - 3 1.49E-04 - -
Y56A3A.20 CE22588 ccf-1 2 9.61E-05 3 9.50E-05 - -
Y56A3A.21 CE22589 trap-4 1 9.37E-05 1 6.17E-05 - -
Y56A3A.22 CE26190 - - - - 2 6.00E-05
Y56A3A.31 CE22596 - - 3 7.13E-05 - -
Y56A3A.32 CE31841 wah-1 3 6.39E-05 5 7.01E-05 3 3.38E-05
Y57A10A.18a CE35684 pqn-87 6 6.14E-05 4 2.70E-05 2 1.08E-05
Y57A10A.18b CE41185 pqn-87 6 6.13E-05 4 2.69E-05 2 1.08E-05
Y57A10A.23 CE22626 9 7.21E-04 3 1.58E-04 - -
Y57A10A.25 CE22629 2 6.08E-05 2 4.01E-05 - -
Y57A10A.26 CE22631 - - 7 2.55E-04 1 2.94E-05
Y57A10A.27 CE25507 4 1.54E-04 4 1.01E-04 1 2.04E-05
Y57A10A.31 CE43429 - - 1 8.32E-06 - -
Y57A10C.6 CE18418 daf-22 2 7.23E-05 2 4.76E-05 - -
Y57G11C.10a CE14944 gdi-1 5 1.68E-04 8 1.77E-04 5 8.89E-05
Y57G11C.10b CE39445 gdi-1 5 1.62E-04 8 1.71E-04 5 8.60E-05
Y57G11C.11a CE14946 coq-3 - - 1 3.66E-05 - -
Y57G11C.15 CE14954 5 1.58E-04 15 3.11E-04 28 4.67E-04
Y57G11C.16 CE14956 rps-18 14 1.35E-03 34 2.17E-03 65 3.33E-03
Y57G11C.34 CE39867 - - 2 8.84E-05 - -
Y57G11C.3a CE24473 1 5.54E-05 5 1.82E-04 2 5.87E-05
Y57G11C.3b CE14930 1 5.80E-05 5 1.91E-04 2 6.15E-05
Y57G7A.10a CE19639 - - 1 3.34E-05 - -
Y59A8A.1 CE26200 csn-1 1 2.48E-05 - - - -
Y59A8A.3 CE26201 31 6.83E-04 25 3.63E-04 50 5.84E-04
Y59A8B.10 CE26206 2 7.22E-05 1 2.38E-05 1 1.91E-05
Y59A8B.23a CE38123 gck-3 - - 1 1.65E-05 - -
Y59A8B.23b CE43021 gck-3 - - 1 2.24E-05 - -
Y59A8B.6 CE28858 - - 1 1.01E-05 - -
Y59E9AR.1 CE22666 5 5.73E-04 6 4.53E-04 7 4.25E-04
Y59E9AR.7 CE22666 5 5.73E-04 6 4.53E-04 7 4.25E-04
Y59H11AM.1 CE25520 5 5.87E-04 5 3.86E-04 7 4.35E-04
Y60A3A.10 CE38457 dhs-24 2 7.76E-05 6 1.53E-04 10 2.06E-04
Y60A3A.7 CE24531 1 3.97E-05 - - - -
Y61A9LA.10 CE42325 4 5.65E-05 4 3.72E-05 4 2.99E-05
Y62E10A.1 CE22694 rla-2 53 7.18E-03 65 5.80E-03 88 6.32E-03
Y62E10A.12 CE28143 lsm-3 - - 1 9.62E-05 - -
Y62E10A.20 CE39871 - - 1 4.46E-05 - -
Y62H9A.3 CE19239 5 3.48E-04 1 4.59E-05 1 3.69E-05
Y62H9A.4 CE19240 1 7.03E-05 1 4.63E-05 - -
Y62H9A.5 CE31124 1 9.03E-05 - - 1 4.79E-05
Y62H9A.6 CE19242 2 1.65E-04 1 5.42E-05 - -
Y63D3A.5 CE20336 tfg-1 2 6.13E-05 10 2.02E-04 11 1.79E-04
Y63D3A.6a CE20337 dnj-29 2 5.15E-05 - - - -
Y63D3A.6b CE24546 dnj-29 2 3.96E-05 2 2.61E-05 - -
Y63D3A.7 CE39300 - - 2 2.13E-04 - -
Y65B4A.6 CE34419 7 2.61E-04 4 9.84E-05 9 1.78E-04
Y65B4BL.2 CE25536 deps-1 - - 2 3.17E-05 - -
Y65B4BL.5 CE24550 acs-13 2 4.14E-05 1 1.37E-05 5 5.49E-05
307
Locus Protein Gene
Spectrum 
Count NSAF
Spectrum 
Count NSAF
Spectrum 
Count NSAF
1-step MAP::SMCL-1 Purification
Biological Replica 1 Biological Replica 2 Biological Replica 3
Y65B4BR.5a CE22740 5 3.82E-04 12 6.04E-04 16 6.48E-04
Y65B4BR.5b CE33239 5 3.78E-04 12 5.98E-04 16 6.41E-04
Y66D12A.15 CE28998 1 1.89E-05 - - - -
Y66D12A.23 CE28801 1 3.33E-05 - - - -
Y66H1A.2 CE37731 dpm-1 6 3.74E-04 7 2.87E-04 7 2.31E-04
Y66H1A.4 CE36757 3 1.83E-04 7 2.82E-04 5 1.62E-04
Y66H1B.2a CE44257 fln-1 24 1.59E-04 27 1.18E-04 22 7.70E-05
Y66H1B.2b CE20347 fln-1 4 5.50E-05 6 5.43E-05 - -
Y66H1B.2c CE44202 fln-1 15 2.67E-04 16 1.88E-04 - -
Y66H1B.2d CE39058 fln-1 16 2.51E-04 17 1.76E-04 - -
Y66H1B.2e CE44239 fln-1 4 6.81E-05 6 6.73E-05 - -
Y66H1B.2f CE44255 fln-1 23 1.55E-04 26 1.16E-04 - -
Y66H1B.2g CE44182 fln-1 23 1.55E-04 26 1.16E-04 - -
Y66H1B.4 CE20348 spl-1 1 2.70E-05 3 5.33E-05 - -
Y67D2.3 CE27308 - - 4 2.52E-04 2 1.01E-04
Y67D2.7 CE39062 1 5.02E-05 2 6.61E-05 - -
Y67D8A.1 CE41734 - - 1 9.82E-06 - -
Y67D8C.10a CE28372 mca-3 1 1.28E-05 3 2.54E-05 - -
Y67D8C.10b CE28373 mca-3 2 2.41E-05 3 2.39E-05 - -
Y67D8C.10c CE31664 mca-3 1 1.31E-05 3 2.59E-05 - -
Y67D8C.10d CE43364 mca-3 1 1.27E-05 3 2.52E-05 - -
Y67D8C.5 CE31665 eel-1 7 2.50E-05 19 4.46E-05 5 9.45E-06
Y67H2A.1 CE32993 cpsf-3 5 1.05E-04 11 1.53E-04 13 1.45E-04
Y67H2A.5 CE28376 2 2.06E-04 4 2.71E-04 1 5.45E-05
Y67H2A.8 CE22790 fat-1 - - 1 2.44E-05 - -
Y68A4A.13 CE38464 1 2.66E-04 - - - -
Y69A2AR.16 CE27512 3 4.81E-05 - - 1 8.50E-06
Y69A2AR.18a CE27514 12 5.98E-04 18 5.91E-04 5 1.32E-04
Y69A2AR.18b CE29133 12 5.71E-04 18 5.64E-04 5 1.26E-04
Y69A2AR.18c CE33241 7 5.22E-04 9 4.42E-04 - -
Y69E1A.5 CE22812 - - 1 5.71E-05 - -
Y69F12A.2a CE34422 alh-12 - - 5 9.83E-05 - -
Y69F12A.2b CE34423 alh-12 - - 5 1.14E-04 - -
Y6B3A.1a CE42203 agef-1 2 1.87E-05 5 3.08E-05 7 3.47E-05
Y6B3A.1b CE36249 agef-1 - - 1 1.78E-05 - -
Y6B3A.1c CE24576 agef-1 2 1.83E-05 5 3.01E-05 7 3.40E-05
Y6B3B.9 CE34133 2 6.14E-05 - - - -
Y71A12B.1 CE24592 rps-6 21 1.27E-03 22 8.78E-04 48 1.54E-03
Y71F9AL.12 CE40170 - - - - 1 2.31E-05
Y71F9AL.13a CE25552 rpl-1 28 1.93E-03 45 2.04E-03 40 1.46E-03
Y71F9AL.13b CE28379 rpl-1 20 1.92E-03 28 1.77E-03 - -
Y71F9AL.16 CE25554 arx-1 1 3.51E-05 3 6.93E-05 - -
Y71F9AL.17 CE29136 26 3.14E-04 46 3.66E-04 64 4.10E-04
Y71F9AL.18 CE25556 pme-1 - - 1 1.04E-05 - -
Y71F9AL.9 CE22858 2 9.49E-05 9 2.81E-04 24 6.04E-04
Y71F9AM.4a CE37070 cogc-3 - - 1 1.24E-05 - -
Y71F9AM.5a CE26780 nxt-1 - - - - 2 1.15E-04
Y71F9AM.5b CE41072 nxt-1 - - - - 2 1.21E-04
Y71F9AM.6 CE26244 trap-1 1 5.80E-05 5 1.91E-04 2 6.15E-05
Y71G10AL.1a CE40883 4 8.82E-05 9 1.31E-04 16 1.87E-04
Y71G10AL.1b CE40884 4 8.79E-05 9 1.30E-04 16 1.86E-04
Y71G12B.10 CE26261 - - 1 3.09E-05 1 2.48E-05
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Y71G12B.11a CE29914 2 1.17E-05 2 7.69E-06 1 3.09E-06
Y71G12B.11b CE27024 2 2.99E-05 - - 1 7.93E-06
Y71G12B.8 CE44034 4 8.07E-05 5 6.64E-05 - -
Y71H10A.1a CE28266 4 7.32E-05 13 1.57E-04 4 3.88E-05
Y71H10A.1b CE37296 4 1.03E-04 9 1.53E-04 4 5.46E-05
Y71H10A.2 CE20354 8 2.22E-04 14 2.56E-04 11 1.62E-04
Y71H10B.1a CE29140 - - 2 3.53E-05 - -
Y71H10B.1b CE28267 - - 2 3.51E-05 - -
Y71H10B.1c CE33740 - - 2 3.44E-05 - -
Y71H2AM.11 CE41075 - - 1 2.08E-05 - -
Y71H2AM.13 CE22953 1 2.71E-05 4 7.14E-05 1 1.44E-05
Y71H2AM.17 CE39070 1 4.41E-05 3 8.71E-05 1 2.34E-05
Y71H2AM.19 CE38657 laf-1 8 1.85E-04 7 1.07E-04 8 9.82E-05
Y71H2AM.23 CE27322 tufm-1 8 2.40E-04 9 1.78E-04 7 1.11E-04
Y71H2AM.4 CE22940 2 2.14E-04 5 3.53E-04 - -
Y71H2AM.5 CE22939 - - 1 8.11E-05 - -
Y71H2B.10a CE29919 apb-1 6 9.36E-05 9 9.25E-05 10 8.27E-05
Y71H2B.10b CE35137 apb-1 3 1.98E-04 4 1.74E-04 - -
Y71H2B.10c CE24628 apb-1 3 5.41E-05 5 5.93E-05 - -
Y73B3A.1 CE27324 1 2.26E-05 1 1.49E-05 - -
Y73B3A.10 CE37297 - - 1 1.03E-04 - -
Y73B3A.18a CE27328 8 5.09E-04 12 5.03E-04 - -
Y73B3A.18b CE31261 8 5.99E-04 12 5.92E-04 - -
Y73B6A.5a CE25585 lin-45 1 1.83E-05 - - - -
Y73B6A.6 CE22966 4 2.19E-04 1 3.61E-05 2 5.81E-05
Y73B6BL.18a CE29923 smg-3 - - 2 1.72E-05 - -
Y73B6BL.18b CE42204 smg-3 - - 2 1.72E-05 - -
Y73B6BL.24 CE29924 acp-6 2 7.82E-05 20 5.15E-04 5 1.04E-04
Y73B6BL.32 CE29146 lsm-8 - - 1 1.00E-04 - -
Y73B6BL.38 CE31128 puf-11 2 5.90E-05 3 5.83E-05 2 3.13E-05
Y73B6BL.6a CE29008 sqd-1 29 1.42E-03 22 7.08E-04 11 2.85E-04
Y73B6BL.6b CE38662 sqd-1 29 1.40E-03 22 7.01E-04 11 2.82E-04
Y73E7A.2 CE32277 - - 1 2.12E-05 - -
Y73E7A.9 CE38757 adpr-1 1 2.67E-05 - - - -
Y73F8A.25a CE32999 1 2.33E-05 4 6.13E-05 - -
Y73F8A.25b CE33000 1 4.61E-05 2 6.08E-05 - -
Y73F8A.6 CE25600 ccg-1 - - 1 3.34E-05 - -
Y74C10AR.1 CE30325 eif-3.I 2 9.11E-05 4 1.20E-04 11 2.66E-04
Y74C9A.5 CE40291 sesn-1 - - 2 4.14E-05 - -
Y74E4A.1a CE30327 lgc-27 4 1.40E-04 - - 2 3.72E-05
Y74E4A.1b CE30328 lgc-27 4 1.39E-04 - - 2 3.69E-05
Y75B12B.2 CE20371 cyn-7 2 1.74E-04 8 4.59E-04 10 4.62E-04
Y75B12B.5 CE20374 cyn-3 2 1.72E-04 5 2.84E-04 - -
Y75B8A.30 CE23041 pph-4.1 3 1.34E-04 4 1.18E-04 - -
Y75B8A.4 CE23016 - - 1 1.27E-05 1 1.02E-05
Y75B8A.7 CE23019 6 1.38E-04 2 3.03E-05 2 2.44E-05
Y76A2A.2a CE26305 cua-1 - - 4 3.17E-05 - -
Y76A2A.2b CE19271 cua-1 - - 4 3.52E-05 - -
Y76A2B.1 CE19273 pod-1 12 1.69E-04 11 1.02E-04 19 1.42E-04
Y76A2B.3 CE19275 acs-5 - - 1 1.43E-05 - -
Y76B12C.7 CE29932 cpsf-1 19 1.95E-04 19 1.28E-04 33 1.79E-04
Y77E11A.1 CE25610 48 1.59E-03 33 7.18E-04 40 7.00E-04
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Y77E11A.13a CE25614 npp-20 3 1.43E-04 2 6.27E-05 2 5.05E-05
Y77E11A.6 CE25620 - - 1 9.09E-05 - -
Y77E11A.7a CE34430 1 2.46E-05 3 4.87E-05 5 6.53E-05
Y77E11A.7b CE36902 1 2.47E-05 3 4.88E-05 5 6.55E-05
Y77E11A.7c CE37300 1 2.58E-05 3 5.10E-05 5 6.84E-05
Y79H2A.3a CE43491 1 7.64E-06 - - - -
Y79H2A.3b CE43496 1 1.36E-05 - - - -
Y79H2A.6 CE24672 arx-3 2 8.10E-05 3 8.00E-05 - -
Y80D3A.1 CE35140 wrs-1 - - 5 1.18E-04 - -
Y80D3A.2 CE40670 emb-4 6 6.09E-05 14 9.37E-05 20 1.08E-04
Y80D3A.9 CE24678 - - 3 1.06E-04 1 2.83E-05
Y87G2A.5 CE24685 vrs-2 30 4.26E-04 60 5.61E-04 59 4.44E-04
Y87G2A.6 CE24686 cyn-15 - - 2 3.12E-05 1 1.26E-05
Y87G2A.8a CE24687 gpi-1 - - 6 1.07E-04 1 1.43E-05
Y87G2A.8b CE36253 gpi-1 - - 6 1.00E-04 1 1.35E-05
Y87G2A.9 CE24688 ubc-14 1 8.76E-05 - - - -
Y92C3B.2a CE27339 uaf-1 1 3.00E-05 4 7.92E-05 1 1.59E-05
Y92C3B.2b CE25626 uaf-1 - - 3 2.06E-04 - -
Y92C3B.2c CE29149 uaf-1 1 3.14E-05 4 8.28E-05 1 1.67E-05
Y92C3B.2d CE30403 uaf-1 1 3.16E-05 4 8.34E-05 1 1.68E-05
Y92H12A.1 CE39993 src-1 - - 1 1.84E-05 - -
Y92H12A.4 CE36766 - - 1 1.26E-05 1 1.01E-05
Y92H12A.5 CE39994 - - 3 2.14E-05 - -
Y92H12BL.1 CE36347 1 3.51E-05 - - - -
Y92H12BR.3a CE29936 1 2.34E-05 7 1.08E-04 4 4.96E-05
Y92H12BR.3b CE39075 - - 2 7.24E-05 - -
Y92H12BR.7 CE39076 1 2.60E-05 - - - -
Y92H12BR.8 CE26840 - - 3 9.88E-05 - -
Y94H6A.10 CE36575 2 1.65E-04 - - - -
Y94H6A.5a CE37302 1 1.81E-05 1 1.19E-05 - -
Y94H6A.5b CE37303 1 1.71E-05 1 1.13E-05 - -
Y95B8A.10a CE23151 pde-6 14 2.74E-04 9 1.16E-04 16 1.66E-04
Y95B8A.10b CE41085 pde-6 11 2.35E-04 8 1.13E-04 - -
Y95B8A.7 CE36772 - - 1 1.61E-05 - -
Y97E10AR.5 CE26319 rpb-9 1 8.92E-05 3 1.76E-04 2 9.46E-05
Y97E10AR.7 CE25642 1 1.20E-04 4 3.17E-04 - -
ZC101.2a CE15028 unc-52 - - 2 7.91E-06 - -
ZC101.2c CE15034 unc-52 - - 2 8.55E-06 - -
ZC101.2d CE43275 unc-52 - - 2 8.00E-06 - -
ZC101.2e CE18424 unc-52 - - 2 5.82E-06 - -
ZC101.2f CE37074 unc-52 - - 2 8.22E-06 - -
ZC116.3 CE42882 - - 1 2.43E-06 - -
ZC155.1 CE01431 nex-1 - - 4 1.22E-04 - -
ZC155.3 CE23442 morc-1 - - 1 1.16E-05 - -
ZC168.6 CE06572 1 1.39E-04 - - - -
ZC204.12 CE15106 - - 2 7.79E-05 3 9.40E-05
ZC247.1 CE43614 3 1.02E-05 6 1.34E-05 - -
ZC262.5 CE00285 2 5.52E-04 - - - -
ZC302.1 CE37459 mre-11 - - 2 2.70E-05 - -
ZC308.1a CE32766 gld-2 2 2.68E-05 3 2.65E-05 2 1.42E-05
ZC308.1b CE15159 gld-2 1 1.71E-05 2 2.25E-05 - -
ZC308.1c CE33255 gld-2 2 2.88E-05 2 1.89E-05 2 1.52E-05
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ZC308.1d CE33256 gld-2 2 3.69E-05 2 2.43E-05 2 1.96E-05
ZC373.2 CE02375 2 2.44E-04 2 1.61E-04 - -
ZC376.5 CE15201 trm-1 - - 1 1.87E-05 - -
ZC404.8 CE07598 spn-4 - - 1 2.80E-05 - -
ZC416.6 CE28160 - - 1 1.57E-05 - -
ZC434.2 CE06577 rps-7 59 4.53E-03 62 3.14E-03 82 3.34E-03
ZC434.5 CE06580 ers-2 42 5.45E-04 40 3.42E-04 60 4.12E-04
ZC434.8 CE06583 - - 3 8.18E-05 - -
ZC434.9a CE42824 1 2.60E-05 - - - -
ZC434.9b CE42797 1 2.84E-05 - - - -
ZC455.1a CE42526 - - 1 1.48E-05 - -
ZC455.1b CE42495 - - 1 1.19E-05 - -
ZC477.9a CE31396 deb-1 - - 2 1.94E-05 - -
ZC477.9c CE31398 deb-1 - - 2 1.97E-05 - -
ZC504.3 CE40176 2 4.46E-05 2 2.94E-05 - -
ZC513.6 CE07613 oma-2 5 1.90E-04 2 5.00E-05 6 1.21E-04
ZC518.3a CE31743 ccr-4 - - 4 6.48E-05 2 2.61E-05
ZC518.3b CE31744 ccr-4 - - 4 6.40E-05 2 2.58E-05
ZC518.3c CE31745 ccr-4 - - 4 6.58E-05 2 2.65E-05
ZC518.3d CE42682 ccr-4 - - 3 4.35E-05 - -
ZC8.4a CE31264 lfi-1 20 1.24E-04 4 1.64E-05 6 1.98E-05
ZC8.4b CE38922 lfi-1 20 1.41E-04 4 1.85E-05 6 2.24E-05
ZC8.4d CE35814 lfi-1 20 1.27E-04 4 1.67E-05 6 2.02E-05
ZK1005.1a CE24712 pme-5 4 2.62E-05 - - 1 3.47E-06
ZK1005.1b CE33259 pme-5 4 2.66E-05 - - 1 3.53E-06
ZK1010.1 CE15495 ubq-2 6 6.98E-04 27 2.07E-03 8 4.94E-04
ZK1010.3 CE37862 frg-1 4 2.18E-04 1 3.58E-05 5 1.44E-04
ZK1055.1 CE18470 hcp-1 12 1.21E-04 13 8.65E-05 3 1.61E-05
ZK1055.7 CE18476 - - 1 1.72E-05 - -
ZK1058.1 CE30404 mmcm-1 2 4.01E-05 6 7.92E-05 - -
ZK1058.4 CE01104 ccdc-47 5 1.69E-04 3 6.66E-05 3 5.36E-05
ZK1058.9a CE44164 1 4.78E-05 1 3.15E-05 - -
ZK1058.9b CE44175 1 6.65E-05 1 4.38E-05 - -
ZK1067.2 CE43256 1 6.74E-06 3 1.33E-05 - -
ZK1067.3 CE33012 - - - - 1 1.98E-05
ZK1073.1 CE03845 1 4.58E-05 3 9.06E-05 - -
ZK1098.11 CE35149 - - 1 9.82E-05 - -
ZK1098.2 CE41492 - - 1 1.51E-05 - -
ZK1098.4 CE00367 - - 5 1.61E-04 - -
ZK112.2 CE00373 ncl-1 1 1.75E-05 - - 3 2.78E-05
ZK1127.10 CE07648 cth-2 - - 4 1.00E-04 - -
ZK1127.5 CE32083 - - 4 1.04E-04 1 2.08E-05
ZK1127.7 CE42594 cin-4 2 3.54E-05 2 2.33E-05 - -
ZK1128.5 CE01687 tag-246 4 1.34E-04 3 6.60E-05 - -
ZK1151.1a CE35150 vab-10 - - 4 1.14E-05 - -
ZK1151.1b CE35151 vab-10 - - 5 9.93E-06 - -
ZK1151.1c CE35152 vab-10 - - 5 9.90E-06 - -
ZK1151.1d CE36460 vab-10 - - 4 1.15E-05 - -
ZK1151.1e CE36461 vab-10 - - 4 1.18E-05 - -
ZK1151.1f CE36462 vab-10 - - 4 1.18E-05 - -
ZK1151.1g CE36463 vab-10 - - 5 1.11E-05 - -
ZK1151.1h CE39998 vab-10 - - 4 1.15E-05 - -
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ZK1193.5a CE33746 dve-1 1 3.18E-05 - - 6 1.01E-04
ZK1193.5b CE33747 dve-1 1 1.45E-04 - - 6 4.60E-04
ZK121.1a CE29627 glrx-21 - - 1 8.25E-05 - -
ZK121.1b CE39999 glrx-21 - - 1 1.02E-04 - -
ZK1225.6 CE19345 ssp-31 1 1.39E-04 - - - -
ZK1236.3a CE00532 sor-1 1 1.49E-05 1 9.82E-06 - -
ZK1236.3b CE40223 sor-1 1 1.84E-05 1 1.21E-05 - -
ZK1248.10 CE29155 tbc-2 - - 2 2.16E-05 - -
ZK1248.14 CE02898 fzo-1 - - 1 1.27E-05 - -
ZK1248.16 CE29634 lec-5 8 3.80E-04 3 9.38E-05 2 5.03E-05
ZK1248.17 CE02901 - - 1 1.03E-04 - -
ZK1248.4 CE02603 2 3.87E-04 3 3.82E-04 - -
ZK1248.6 CE02806 msp-64 5 5.87E-04 6 4.64E-04 7 4.35E-04
ZK1251.6 CE03853 msp-76 5 5.87E-04 6 4.64E-04 7 4.35E-04
ZK1307.1a CE01690 - - 2 7.04E-05 - -
ZK1307.1b CE35921 - - 2 1.22E-04 - -
ZK131.1 CE03252 his-26 11 1.59E-03 29 2.76E-03 24 1.84E-03
ZK131.10 CE04501 his-16 25 2.93E-03 16 1.24E-03 42 2.61E-03
ZK131.2 CE03253 his-25 6 6.57E-04 10 7.22E-04 132 7.66E-03
ZK131.3 CE03253 his-9 6 6.57E-04 10 7.22E-04 132 7.66E-03
ZK131.4 CE03252 his-10 11 1.59E-03 29 2.76E-03 24 1.84E-03
ZK131.5 CE07075 his-11 6 7.33E-04 9 7.24E-04 30 1.94E-03
ZK131.6 CE04501 his-12 25 2.93E-03 16 1.24E-03 42 2.61E-03
ZK131.7 CE03253 his-13 6 6.57E-04 10 7.22E-04 132 7.66E-03
ZK131.8 CE03252 his-14 11 1.59E-03 29 2.76E-03 24 1.84E-03
ZK131.9 CE07075 his-15 6 7.33E-04 9 7.24E-04 30 1.94E-03
ZK1320.2 CE01700 1 7.16E-05 2 9.44E-05 - -
ZK1320.9 CE01707 5 1.58E-04 3 6.24E-05 - -
ZK154.3 CE15257 mec-7 6 2.03E-04 11 2.45E-04 18 3.22E-04
ZK154.5 CE28177 - - - - 2 1.43E-05
ZK177.4 CE29069 - - 2 3.00E-05 - -
ZK180.4 CE07622 sar-1 4 3.09E-04 12 6.10E-04 2 8.18E-05
ZK20.3 CE42949 rad-23 2 9.23E-05 - - - -
ZK20.5 CE06608 rpn-12 3 1.79E-04 10 3.93E-04 5 1.58E-04
ZK265.6 CE15299 1 7.88E-05 - - - -
ZK270.2a CE34142 frm-1 9 2.96E-05 10 2.17E-05 5 8.72E-06
ZK270.2b CE34143 frm-1 8 1.88E-04 5 7.74E-05 - -
ZK270.2d CE34144 frm-1 9 2.89E-05 10 2.11E-05 5 8.49E-06
ZK270.2e CE34145 frm-1 9 2.95E-05 10 2.16E-05 5 8.69E-06
ZK328.2 CE05066 eft-1 9 1.38E-04 16 1.61E-04 12 9.73E-05
ZK328.5b CE44292 npp-10 3 2.66E-05 5 2.92E-05 1 4.71E-06
ZK353.6 CE00390 lap-1 - - 3 6.00E-05 - -
ZK354.1 CE02806 msp-65 5 5.87E-04 6 4.64E-04 7 4.35E-04
ZK354.11 CE02806 msp-59 5 5.87E-04 6 4.64E-04 7 4.35E-04
ZK354.4 CE02806 msp-113 5 5.87E-04 6 4.64E-04 7 4.35E-04
ZK354.5 CE02806 msp-51 5 5.87E-04 6 4.64E-04 7 4.35E-04
ZK381.4a CE25689 pgl-1 11 2.25E-04 17 2.29E-04 14 1.51E-04
ZK381.4b CE07628 pgl-1 11 2.13E-04 17 2.16E-04 14 1.43E-04
ZK40.1 CE28186 acl-9 - - 1 2.46E-05 - -
ZK430.1 CE05078 toe-1 16 1.44E-04 24 1.43E-04 22 1.05E-04
ZK455.1 CE03812 aco-1 4 6.72E-05 9 9.96E-05 5 4.45E-05
ZK470.2a CE05086 - - 1 5.61E-05 - -
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ZK470.2b CE05087 - - 1 1.26E-04 - -
ZK470.2c CE31269 - - 1 3.78E-05 - -
ZK484.8 CE15351 nspd-1 4 8.51E-04 - - - -
ZK512.2 CE03821 3 7.73E-05 7 1.19E-04 1 1.37E-05
ZK512.5 CE00411 - - 1 7.97E-06 - -
ZK520.5 CE16730 cyn-2 - - 1 5.71E-05 - -
ZK525.2 CE33909 aqp-11 - - 1 3.52E-05 - -
ZK54.2a CE07617 tps-1 - - 3 2.21E-05 - -
ZK54.2b CE30330 tps-1 - - 3 2.28E-05 - -
ZK546.14a CE02914 3 9.47E-05 2 4.16E-05 8 1.34E-04
ZK546.14b CE33503 3 9.85E-05 2 4.32E-05 8 1.39E-04
ZK546.3 CE02917 5 5.60E-04 6 4.43E-04 7 4.16E-04
ZK546.6 CE02920 msp-152 5 5.87E-04 6 4.64E-04 7 4.35E-04
ZK550.1 CE20431 mboa-5 1 4.07E-05 - - - -
ZK550.3 CE37464 1 1.93E-05 1 1.27E-05 - -
ZK593.1 CE24731 pyk-2 - - 3 5.72E-05 - -
ZK593.5 CE30718 dnc-1 - - 3 2.22E-05 - -
ZK6.10 CE29161 dod-19 6 2.20E-04 5 1.21E-04 7 1.36E-04
ZK6.11a CE33350 10 3.86E-04 3 7.63E-05 1 2.05E-05
ZK6.11b CE36967 10 3.87E-04 3 7.65E-05 1 2.05E-05
ZK6.7a CE18444 2 7.39E-05 - - 1 1.96E-05
ZK6.7b CE29647 1 4.25E-05 - - - -
ZK616.4 CE31753 2 6.84E-05 12 2.70E-04 1 1.81E-05
ZK617.1a CE33017 unc-22 25 5.45E-05 53 7.61E-05 40 4.62E-05
ZK617.1b CE33018 unc-22 25 5.20E-05 53 7.27E-05 40 4.41E-05
ZK617.1c CE40796 unc-22 22 4.95E-05 53 7.85E-05 - -
ZK622.3a CE33504 pmt-1 - - 6 1.24E-04 1 1.66E-05
ZK622.3b CE29162 pmt-1 - - 6 1.22E-04 1 1.63E-05
ZK622.3c CE32290 pmt-1 - - 4 1.12E-04 1 2.25E-05
ZK622.3d CE33505 pmt-1 - - 6 1.28E-04 1 1.72E-05
ZK632.1a CE00415 mcm-6 - - 3 3.64E-05 - -
ZK632.1b CE38018 mcm-6 - - 3 5.71E-05 - -
ZK632.6 CE00423 cnx-1 - - 2 3.17E-05 - -
ZK632.7 CE37601 - - 3 4.66E-05 - -
ZK637.13 CE36418 glb-1 - - 1 6.17E-05 - -
ZK637.5 CE00436 asna-1 - - 6 1.72E-04 - -
ZK652.3 CE00449 tag-277 4 6.34E-04 6 6.27E-04 6 5.04E-04
ZK652.4 CE00450 rpl-35 10 1.21E-03 15 1.20E-03 22 1.41E-03
ZK669.4 CE01115 14 4.66E-04 20 4.38E-04 66 1.16E-03
ZK673.2 CE01714 - - 1 4.42E-05 - -
ZK686.2 CE34464 - - 5 8.28E-05 - -
ZK686.3 CE00457 1 4.50E-05 - - - -
ZK688.3 CE00461 - - 1 4.59E-05 - -
ZK688.5a CE29166 - - 2 1.21E-05 - -
ZK688.5b CE33264 - - 2 1.23E-05 - -
ZK721.2 CE40008 unc-27 4 2.46E-04 8 3.24E-04 4 1.31E-04
ZK742.1a CE23467 xpo-1 6 8.28E-05 21 1.91E-04 30 2.19E-04
ZK770.3 CE15413 inx-12 - - 4 9.62E-05 - -
ZK783.1 CE44082 fbn-1 - - 1 3.65E-06 - -
ZK783.2 CE34466 upp-1 - - 1 3.33E-05 - -
ZK792.2 CE27419 inx-8 1 3.90E-05 - - - -
ZK795.3 CE18464 5 2.55E-04 - - 5 1.35E-04
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ZK809.3 CE03831 1 7.10E-05 - - - -
ZK809.4 CE31754 ent-1 1 3.35E-05 - - - -
ZK813.7 CE41094 - - 1 7.73E-05 - -
ZK822.2 CE37867 - - 2 1.17E-04 - -
ZK829.4 CE06652 20 5.56E-04 40 7.32E-04 14 2.06E-04
ZK829.7 CE18467 - - 2 5.28E-05 - -
ZK836.2 CE35706 16 2.62E-04 42 4.53E-04 16 1.39E-04
ZK84.1 CE02924 - - 1 1.23E-05 1 9.86E-06
ZK856.7 CE06664 - - 1 8.11E-05 - -
ZK858.1 CE42850 gld-4 4 7.05E-05 4 4.65E-05 2 1.87E-05
ZK858.3 CE15425 clec-91 - - 2 8.72E-05 - -
ZK858.6a CE16751 - - 1 1.50E-05 - -
ZK858.6b CE15431 - - 1 1.59E-05 - -
ZK863.3 CE40344 elpc-3 - - 1 1.79E-05 - -
ZK863.6 CE15445 dpy-30 15 1.82E-03 28 2.23E-03 70 4.49E-03
ZK892.1a CE24743 lec-3 7 3.51E-04 - - - -
ZK892.1b CE18468 lec-3 7 3.66E-04 - - - -
ZK892.1c CE32781 lec-3 6 4.05E-04 - - - -
ZK892.1d CE32782 lec-3 7 3.34E-04 - - - -
ZK899.4 CE37468 tba-8 3 9.89E-05 10 2.17E-04 - -
ZK909.2a CE15473 kin-1 - - 2 5.47E-05 - -
ZK909.2b CE15475 kin-1 - - 1 2.62E-05 - -
ZK909.2c CE31755 kin-1 - - 1 1.79E-05 - -
ZK909.2d CE31756 kin-1 - - 1 2.69E-05 - -
ZK909.2e CE31757 kin-1 - - 1 2.43E-05 - -
ZK909.2f CE31758 kin-1 - - 2 5.31E-05 - -
ZK909.2g CE31759 kin-1 - - 2 5.72E-05 - -
ZK909.2h CE31760 kin-1 - - 2 5.15E-05 - -
ZK909.2i CE31761 kin-1 - - 1 2.73E-05 - -
ZK909.2j CE31762 kin-1 - - 1 2.47E-05 - -
ZK909.2k CE31763 kin-1 - - 1 2.54E-05 - -
ZK909.2l CE31764 kin-1 - - 2 5.06E-05 - -
ZK909.2m CE31765 kin-1 - - 2 5.62E-05 - -
ZK930.1 CE06671 - - 2 1.45E-05 - -
ZK945.2 CE36420 pas-7 - - 2 7.85E-05 - -
ZK945.3 CE01734 puf-12 10 1.95E-04 9 1.15E-04 7 7.22E-05
ZK970.4 CE02404 vha-9 1 1.23E-04 6 4.87E-04 - -
ZK973.10 CE40009 lpd-5 1 8.47E-05 - - - -
ZK973.11 CE29654 - - 3 6.59E-05 - -
ZK973.6 CE33588 anc-1 21 3.66E-05 52 5.97E-05 24 2.22E-05
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B0035.7 CE04501 his-47 9 2.51E-03 - -
B0035.8 CE05165 his-48 19 5.47E-03 - -
B0035.9 CE03252 his-46 13 4.47E-03 2 5.9E-03
B0041.4 CE07669 rpl-4 64 6.57E-03 4 3.5E-03
B0205.3 CE26355 rpn-10 2 2.05E-04 - -
B0205.7 CE17321 kin-3 22 2.16E-03 1 8.4E-04
B0250.1 CE18478 rpl-2 28 3.81E-03 3 3.5E-03
B0250.5 CE18481 3 3.55E-04 - -
B0272.1 CE00850 tbb-4 14 1.12E-03 2 1.4E-03
B0303.3 CE00561 3 2.37E-04 - -
B0334.1 CE02932 ttr-18 3 7.64E-04 - -
B0336.10 CE00778 rpl-23 8 2.02E-03 2 4.3E-03
B0350.2a CE06702 unc-44 20 3.47E-04 9 1.3E-03
B0365.1 CE07719 4 1.29E-04 - -
B0365.3 CE07721 eat-6 8 2.84E-04 - -
B0393.1 CE00854 rps-0 11 1.41E-03 2 2.2E-03
B0403.4 CE03880 tag-320 3 2.41E-04 - -
C01G10.8 CE07817 2 2.07E-04 - -
C01G8.5a CE07805 erm-1 2 1.26E-04 - -
C01G8.5b CE07806 erm-1 2 1.26E-04 - -
C02E11.1a CE28528 10 3.16E-04 - -
C02E11.1b CE32040 10 3.15E-04 - -
C03C10.1 CE00872 kin-19 4 4.15E-04 - -
C03G5.1 CE03917 sdha-1 6 3.29E-04 1 4.7E-04
C04C3.3 CE27647 4 4.02E-04 1 8.6E-04
C04F12.4 CE19677 rpl-14 14 3.67E-03 7 1.6E-02
C04F6.1 CE03921 vit-5 210 4.64E-03 15 2.8E-03
C04G2.4 CE03853 msp-36 3 8.36E-04 - -
C05C10.3 CE01467 2 1.36E-04 1 5.8E-04
C05D11.1 CE03926 2 7.12E-05 - -
C05D11.11a CE01130 mel-32 4 2.93E-04 - -
C05D11.11b CE29661 mel-32 4 2.79E-04 - -
C05E4.9a CE23521 gei-7 9 3.29E-04 1 3.1E-04
C05E4.9b CE32565 gei-7 9 3.69E-04 1 3.5E-04
C06A1.1 CE02114 cdc-48.1 8 3.50E-04 2 7.5E-04
C06A8.1a CE30593 2 1.07E-04 - -
C06A8.1b CE31291 2 1.10E-04 - -
C06A8.3 CE02454 10 2.34E-03 - -
C06H2.1 CE15602 atp-5 11 2.04E-03 - -
C07A12.4a CE03972 pdi-2 10 7.18E-04 - -
C07D8.6 CE06776 2 2.23E-04 - -
C07G2.3a CE02985 cct-5 6 3.92E-04 1 5.6E-04
C07H6.5 CE00839 cgh-1 6 4.94E-04 - -
C08B11.3 CE01473 2 5.69E-05 - -
C08H9.2a CE23530 23 6.67E-04 - -
C09B9.6 CE06798 msp-55 3 8.36E-04 - -
C09D1.1a CE30426 unc-89 3 1.60E-05 - -
C09D1.1b CE34251 unc-89 3 1.31E-05 - -
C09D1.1e CE37702 unc-89 3 1.77E-05 - -
C09D1.1f CE37703 unc-89 3 1.43E-05 - -
C09D1.1g CE37704 unc-89 3 1.49E-05 - -
C09D4.5 CE08034 rpl-19 21 3.76E-03 - -
1-step Untagged (WT) Purification
Biological Replica 1 Biological Replica 2
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C12D8.11 CE15613 rop-1 2 1.10E-04 - -
C13G3.3a CE05279 pptr-2 7 4.45E-04 - -
C13G3.3b CE20505 pptr-2 7 4.42E-04 - -
C13G3.3c CE41982 pptr-2 7 4.08E-04 - -
C14B1.1 CE00897 pdi-1 4 2.92E-04 - -
C14B9.7 CE00078 rpl-21 28 6.16E-03 1 1.9E-03
C15F1.7a CE23550 sod-1 3 5.90E-04 - -
C15F1.7b CE20508 sod-1 3 6.72E-04 - -
C15H11.7 CE08184 pas-1 4 5.76E-04 1 1.2E-03
C15H11.9 CE08186 3 3.19E-04 - -
C15H9.6 CE08177 hsp-3 22 1.18E-03 5 2.3E-03
C16A3.3 CE27690 let-716 8 1.62E-04 - -
C16A3.6 CE04006 2 2.19E-04 - -
C16A3.9 CE04009 rps-13 6 1.41E-03 - -
C17G10.9a CE27702 3 1.98E-04 - -
C17G10.9b CE30870 3 1.99E-04 - -
C17H12.14 CE19362 vha-8 9 1.41E-03 1 1.3E-03
C18A11.7a CE27706 dim-1 7 3.87E-04 1 4.8E-04
C18F3.2b CE38779 sax-7 95 2.53E-03 11 2.5E-03
C18F3.2c CE38935 sax-7 95 2.53E-03 11 2.5E-03
C18G1.4a CE17420 pgl-3 2 1.02E-04 - -
C18G1.4b CE27717 pgl-3 2 1.13E-04 - -
C23G10.3 CE01810 rps-3 36 5.16E-03 2 2.5E-03
C23G10.4b CE31311 rpn-2 5 1.83E-04 - -
C25A1.10a CE08376 dao-5 5 1.82E-04 - -
C25A1.10b CE38279 dao-5 5 2.54E-04 - -
C25A1.4 CE08369 2 1.56E-04 - -
C26C6.1a CE30254 pbrm-1 2 3.76E-05 - -
C26D10.1 CE03024 ran-3 4 2.49E-04 1 5.3E-04
C26F1.4 CE06878 rps-30 4 1.09E-03 - -
C27A2.2a CE04102 rpl-22 29 7.90E-03 9 2.1E-02
C27D11.1 CE00543 egl-45 8 2.63E-04 1 2.8E-04
C28H8.3 CE29195 3 6.20E-05 - -
C30C11.2 CE00101 rpn-3 6 4.21E-04 - -
C30C11.4 CE00103 5 2.28E-04 - -
C32E12.1 CE04133 2 1.28E-04 - -
C32E8.2a CE08526 rpl-13 15 2.57E-03 1 1.5E-03
C32F10.8a CE32815 3 2.11E-04 - -
C33F10.9 CE02806 msp-40 3 8.36E-04 - -
C34D4.14 CE17508 2 2.56E-05 - -
C34E10.6 CE29950 atp-2 61 4.01E-03 7 4.0E-03
C34F11.4 CE02806 msp-50 3 8.36E-04 - -
C34F11.6 CE04166 msp-49 3 8.36E-04 - -
C34G6.6a CE29699 noah-1 2 6.65E-05 - -
C34G6.6b CE41879 noah-1 2 6.60E-05 - -
C36B1.4 CE05371 pas-4 6 8.40E-04 - -
C36E6.3 CE34269 mlc-1 11 2.29E-03 - -
C36E6.5 CE20542 mlc-2 13 2.71E-03 - -
C36E8.5 CE00913 tbb-2 22 1.73E-03 4 2.7E-03
C37A2.7 CE30433 39 1.29E-02 5 1.4E-02
C37C3.6a CE17535 ppn-1 3 6.82E-05 - -
C37C3.6b CE17536 ppn-1 3 4.90E-05 - -
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C37C3.6c CE30735 ppn-1 3 7.14E-05 - -
C37H5.8 CE08631 hsp-6 11 5.93E-04 1 4.6E-04
C38C3.5a CE20547 unc-60 2 4.29E-04 - -
C38C3.5b CE31893 unc-60 2 3.34E-04 - -
C41C4.8 CE05402 cdc-48.2 8 3.50E-04 2 7.5E-04
C42C1.14 CE26911 rpl-34 6 1.93E-03 4 1.1E-02
C42D8.2a CE06950 vit-2 166 3.64E-03 15 2.8E-03
C42D8.2b CE41109 vit-2 166 3.77E-03 15 2.9E-03
C44B12.5 CE16921 2 1.78E-04 - -
C44B7.10 CE32326 6 4.51E-04 5 3.2E-03
C44E4.4 CE08718 6 5.36E-04 - -
C46F11.2a CE17558 3 2.25E-04 - -
C46F11.2b CE08773 3 2.31E-04 - -
C47B2.3 CE17563 tba-2 6 4.74E-04 2 1.4E-03
C47B2.4 CE17564 pbs-2 2 2.56E-04 - -
C47E12.1 CE05445 srs-2 2 1.45E-04 - -
C47E12.5a CE05449 uba-1 3 9.54E-05 - -
C47E12.5b CE39093 uba-1 3 1.03E-04 - -
C47E8.5 CE05441 daf-21 47 2.37E-03 3 1.3E-03
C49F5.1 CE08852 sams-1 7 6.15E-04 1 7.5E-04
C49H3.11 CE04237 rps-2 21 2.73E-03 8 8.9E-03
C50B6.2 CE08871 nasp-2 4 2.43E-04 - -
C50C3.6 CE00122 prp-8 7 1.06E-04 - -
C50F4.13 CE05477 his-35 9 2.51E-03 - -
C50F4.5 CE05470 his-41 19 5.47E-03 - -
C50F4.7 CE03252 his-37 13 4.47E-03 2 5.9E-03
C52E4.4 CE08946 rpt-1 8 6.51E-04 1 7.0E-04
C53A5.1 CE08950 ril-1 3 7.64E-04 - -
C53A5.3 CE08952 hda-1 2 1.54E-04 - -
C53B7.4 CE06974 asg-2 3 8.11E-04 - -
C53D5.6 CE26971 imb-3 8 2.59E-04 - -
C53H9.1 CE19381 rpl-27 17 4.43E-03 - -
C54C6.1 CE05493 rpl-37 5 1.95E-03 - -
C54G4.8 CE05514 cyc-1 4 4.97E-04 - -
C55B7.1 CE09012 glh-2 4 1.45E-04 - -
C55B7.4a CE09015 acdh-1 11 9.12E-04 2 1.4E-03
C56C10.8 CE02573 icd-1 13 2.86E-03 1 1.9E-03
C56G2.1a CE24866 3 1.23E-04 - -
C56G2.6 CE30639 let-767 3 3.36E-04 - -
C56G2.7 CE30640 5 4.73E-04 2 1.6E-03
C56G7.1 CE01531 mlc-4 3 6.18E-04 - -
CD4.6 CE16954 pas-6 2 2.72E-04 - -
D1005.1 CE06997 4 1.28E-04 - -
D1007.12 CE09047 rpl-24.1 18 4.01E-03 - -
D1007.6 CE09041 rps-10 11 2.61E-03 1 2.0E-03
D1054.11 CE05529 4 4.47E-04 1 9.6E-04
D2005.4 CE42818 2 6.76E-05 - -
D2013.7 CE00932 eif-3.F 2 2.41E-04 - -
D2023.2 CE09072 pyc-1 8 2.41E-04 1 2.6E-04
D2024.6 CE04295 cap-1 10 1.26E-03 1 1.1E-03
D2085.1 CE41886 pyr-1 10 1.61E-04 2 2.8E-04
D2096.8 CE04306 16 1.79E-03 2 1.9E-03
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DY3.1 CE15745 tin-13 3 9.83E-04 1 2.8E-03
DY3.2 CE15746 lmn-1 4 2.50E-04 - -
E04A4.8 CE21392 rpl-20 26 5.11E-03 5 8.4E-03
E04F6.5a CE01217 acdh-12 2 1.16E-04 - -
F01F1.12a CE01225 11 1.06E-03 4 3.3E-03
F01F1.6 CE39486 alh-9 2 1.33E-04 - -
F01F1.8a CE01234 cct-6 9 5.91E-04 - -
F01G10.1 CE09163 10 5.73E-04 1 4.9E-04
F01G4.1 CE05553 psa-4 4 9.61E-05 - -
F01G4.6a CE09162 16 1.67E-03 - -
F01G4.6b CE40325 16 1.46E-03 - -
F02A9.2 CE00133 far-1 7 1.36E-03 - -
F02A9.3 CE00134 far-2 23 4.47E-03 1 1.7E-03
F02E8.1 CE07016 asb-2 4 4.64E-04 - -
F07A5.7a CE09197 unc-15 18 7.31E-04 8 2.8E-03
F07B7.10 CE04501 his-51 9 2.51E-03 - -
F07B7.11 CE26800 his-54 19 4.77E-03 - -
F07B7.3 CE04501 his-53 9 2.51E-03 - -
F07B7.4 CE26800 his-52 19 4.77E-03 - -
F07B7.9 CE03252 his-50 13 4.47E-03 2 5.9E-03
F07D10.1 CE07033 rpl-11.2 5 9.03E-04 - -
F08B6.4a CE20658 unc-87 37 2.32E-03 3 1.6E-03
F08B6.4b CE27922 unc-87 37 3.50E-03 3 2.4E-03
F08B6.4c CE36924 unc-87 37 2.41E-03 3 1.7E-03
F08G2.1 CE07075 his-44 19 5.51E-03 - -
F08G2.2 CE04501 his-43 9 2.51E-03 - -
F09C12.7 CE02603 msp-74 3 1.38E-03 - -
F09E5.15a CE32361 prdx-2 3 5.45E-04 - -
F09E5.15b CE41559 prdx-2 3 5.34E-04 - -
F09F7.2a CE01236 mlc-3 12 2.78E-03 1 2.0E-03
F09F7.4a CE00689 3 2.75E-04 - -
F09F7.4b CE30654 3 2.93E-04 - -
F09G2.4 CE09299 cpsf-2 3 1.26E-04 - -
F10B5.1 CE01543 rpl-10 28 4.63E-03 4 5.7E-03
F10C1.2a CE02618 ifb-1 11 6.98E-04 1 5.4E-04
F10C1.2b CE02619 ifb-1 11 6.61E-04 1 5.2E-04
F10E7.7 CE04362 rpl-33 28 7.99E-03 1 2.5E-03
F10G7.2 CE02626 tsn-1 11 4.26E-04 2 6.7E-04
F10G7.8 CE02632 rpn-5 4 2.89E-04 - -
F11C3.3 CE09349 unc-54 71 1.28E-03 3 4.6E-04
F11G11.2 CE07055 gst-7 2 3.44E-04 - -
F13B10.2a CE05598 rpl-3 73 6.45E-03 2 1.5E-03
F13D12.4a CE02183 alh-8 16 1.08E-03 - -
F13E6.1 CE31474 2 3.63E-04 - -
F13H8.7 CE02641 2 1.83E-04 - -
F15E11.1 CE16999 5 1.15E-03 1 2.0E-03
F15E11.13 CE25224 2 4.69E-04 - -
F15E11.14 CE16999 5 1.15E-03 1 2.0E-03
F15G9.4a CE18595 him-4 10 6.84E-05 - -
F15G9.4b CE18596 him-4 10 6.81E-05 - -
F15G9.4d CE43012 him-4 10 6.79E-05 - -
F17C11.9a CE05656 30 2.67E-03 5 3.8E-03
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F17E9.12 CE03252 his-31 13 4.47E-03 2 5.9E-03
F17E9.13 CE04501 his-33 9 2.51E-03 - -
F17E9.9 CE07075 his-34 19 5.51E-03 - -
F18C12.3 CE15869 15 9.74E-04 4 2.2E-03
F18H3.3a CE02193 pab-2 2 1.02E-04 - -
F18H3.3b CE03230 pab-2 2 1.25E-04 - -
F20B6.2 CE04424 vha-12 14 1.01E-03 2 1.2E-03
F20D1.9 CE09502 2 2.36E-04 - -
F20D12.1a CE04431 csr-1 2 6.87E-05 - -
F20D12.1b CE39920 csr-1 2 8.17E-05 - -
F20G4.3 CE27133 nmy-2 4 7.07E-05 2 3.0E-04
F20H11.3 CE09512 mdh-1 5 5.19E-04 1 8.9E-04
F21D5.1 CE03244 3 1.93E-04 - -
F21F8.7 CE09542 asp-6 4 3.64E-04 3 2.3E-03
F21H12.6 CE01917 2 5.15E-05 - -
F22B3.1 CE03252 his-64 13 4.47E-03 2 5.9E-03
F22D6.3a CE05684 nrs-1 3 1.95E-04 - -
F22F7.1a CE17691 3 2.49E-04 - -
F22F7.1b CE32871 3 2.71E-04 - -
F23B12.5 CE09597 13 9.08E-04 5 3.0E-03
F23F1.8a CE29280 rpt-4 4 3.49E-04 2 1.5E-03
F23F1.8b CE09608 rpt-4 4 3.56E-04 2 1.5E-03
F23F12.6 CE01253 rpt-3 7 5.99E-04 - -
F23H11.3 CE09611 2 2.21E-04 - -
F25B5.4a CE01921 ubq-1 12 5.07E-04 1 3.6E-04
F25B5.4c CE31915 ubq-1 10 6.58E-04 1 5.7E-04
F25H2.10 CE09655 rpa-0 48 5.45E-03 7 6.8E-03
F25H2.11 CE09656 tct-1 11 2.15E-03 - -
F25H2.5 CE09650 11 2.55E-03 - -
F25H2.9 CE09654 pas-5 2 2.86E-04 - -
F25H5.3a CE15898 4 2.52E-04 - -
F25H5.3b CE15899 4 2.36E-04 - -
F25H5.3c CE36135 4 2.67E-04 - -
F25H5.3d CE37832 4 2.54E-04 - -
F25H5.4 CE15900 eft-2 36 1.50E-03 5 1.8E-03
F26A3.1 CE20724 12 1.39E-03 1 9.9E-04
F26B1.3 CE09675 ima-2 2 1.33E-04 - -
F26D10.3 CE09682 hsp-1 56 3.10E-03 4 1.9E-03
F26E4.8 CE09692 tba-1 7 5.52E-04 2 1.4E-03
F26F4.10a CE29495 rrt-1 11 5.46E-04 - -
F26F4.10b CE37225 rrt-1 11 5.63E-04 - -
F27C1.7a CE09719 atp-3 13 2.22E-03 3 4.4E-03
F27C1.7b CE36139 atp-3 13 2.02E-03 3 4.0E-03
F27D4.1 CE24926 6 6.40E-04 - -
F27D9.5 CE04451 pcca-1 7 3.42E-04 1 4.2E-04
F28B4.3 CE07153 5 7.94E-05 2 2.7E-04
F28C6.3 CE03274 cpf-1 119 9.80E-03 16 1.1E-02
F28C6.6 CE03277 suf-1 81 3.90E-03 13 5.4E-03
F28C6.7a CE03278 rpl-26 13 3.24E-03 - -
F28D1.7 CE05747 rps-23 12 2.97E-03 4 8.5E-03
F28H1.2 CE09767 cpn-3 5 1.25E-03 - -
F29C4.6 CE17723 4 3.80E-04 - -
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F29D11.1 CE05765 lrp-1 3 2.23E-05 - -
F29F11.6 CE20735 gsp-1 12 1.29E-03 - -
F29G6.3b CE18655 2 3.97E-05 - -
F29G9.5 CE09799 rpt-2 5 4.00E-04 - -
F30A10.5 CE32397 stl-1 2 2.17E-04 - -
F31E3.5 CE01270 eft-3 87 6.65E-03 14 9.2E-03
F32B6.2 CE35517 3 1.58E-04 - -
F32H2.5 CE42777 fasn-1 12 1.63E-04 - -
F33A8.3 CE17755 cey-1 3 5.11E-04 1 1.5E-03
F33D11.10 CE09901 4 3.55E-04 - -
F33H1.2 CE01568 gpd-4 13 1.35E-03 - -
F35G12.10 CE00968 asb-1 2 2.35E-04 - -
F35G12.8 CE03287 smc-4 3 6.86E-05 - -
F35H10.1 CE04501 his-30 9 2.51E-03 - -
F35H10.11 CE07075 his-29 19 5.51E-03 - -
F35H10.7 CE04507 4 2.77E-04 - -
F36A2.6 CE09945 rps-15 32 7.50E-03 3 6.0E-03
F36H12.7 CE02806 msp-19 3 8.36E-04 - -
F37C12.11 CE30779 rps-21 6 2.41E-03 - -
F37C12.4 CE30781 rpl-36 12 4.09E-03 1 2.9E-03
F37C12.9 CE00821 rps-14 16 3.73E-03 2 4.0E-03
F37C4.5a CE17048 4 2.55E-04 - -
F38B2.1a CE31506 ifa-1 2 1.23E-04 - -
F38B2.1b CE31507 ifa-1 2 1.23E-04 - -
F38B2.1c CE05824 ifa-1 2 1.25E-04 - -
F38B2.4a CE02218 2 3.37E-04 - -
F38E11.5 CE18673 7 2.48E-04 - -
F38H4.9 CE10074 let-92 2 2.23E-04 2 1.9E-03
F39B2.10 CE16015 dnj-12 4 3.52E-04 - -
F39B2.6 CE16012 rps-26 3 9.08E-04 2 5.2E-03
F39C12.1 CE10092 79 5.48E-04 8 4.8E-04
F39H11.5 CE20761 pbs-7 2 3.00E-04 - -
F40A3.6 CE10152 49 6.72E-03 5 5.9E-03
F40F11.1 CE05860 rps-11 9 2.06E-03 3 5.9E-03
F40F4.6 CE04536 2 3.20E-05 2 2.7E-04
F40F8.10 CE05849 rps-9 15 2.81E-03 5 8.0E-03
F41C3.5 CE02733 4 3.02E-04 - -
F42C5.8 CE04561 rps-8 31 5.28E-03 4 5.8E-03
F42G8.12 CE17071 isp-1 2 2.57E-04 - -
F43D9.4 CE00994 sip-1 15 3.34E-03 - -
F43E2.5 CE07241 msra-1 9 1.54E-03 2 2.9E-03
F43E2.8 CE07244 hsp-4 11 5.93E-04 - -
F43G9.1 CE34018 2 1.98E-04 - -
F44A2.1b CE27382 tag-153 2 9.66E-05 - -
F44F4.11 CE18680 tba-4 6 4.74E-04 - -
F45E4.2 CE10494 plp-1 3 4.70E-04 - -
F45F2.12 CE10538 his-8 19 5.47E-03 - -
F45F2.3 CE03252 his-5 13 4.47E-03 2 5.9E-03
F45F2.4 CE04501 his-7 9 2.51E-03 - -
F45G2.4 CE16047 2 2.42E-04 - -
F46E10.10a CE20820 10 1.05E-03 - -
F46F11.2 CE10598 cey-2 13 1.72E-03 1 1.1E-03
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F46F2.2a CE38356 kin-20 3 2.22E-04 - -
F46F2.2b CE39502 kin-20 3 2.93E-04 - -
F46F2.2c CE38358 kin-20 3 2.14E-04 - -
F46F2.2d CE38359 kin-20 3 2.21E-04 - -
F46G10.1a CE41319 25 4.97E-03 7 1.2E-02
F46G10.7a CE02243 sir-2.2 3 3.70E-04 3 3.2E-03
F46G10.7b CE35540 sir-2.2 3 3.68E-04 3 3.2E-03
F46H5.3a CE37112 11 9.83E-04 2 1.5E-03
F46H5.3b CE33098 11 1.08E-03 2 1.7E-03
F46H5.7a CE04593 2 1.24E-04 - -
F46H5.7b CE31170 2 1.23E-04 - -
F47B10.1 CE03351 7 5.70E-04 - -
F48E8.5 CE30997 paa-1 17 1.02E-03 1 5.2E-04
F49C12.8 CE03368 rpn-7 3 2.59E-04 - -
F49E8.1 CE33650 2 1.64E-04 - -
F49E8.3a CE10790 pam-1 3 1.20E-04 - -
F49E8.3b CE37649 pam-1 3 1.12E-04 - -
F49H12.5 CE20835 2 2.76E-04 - -
F52B10.1 CE31177 nmy-1 9 1.62E-04 - -
F52B5.6 CE05721 rpl-25.2 13 3.15E-03 - -
F52D10.3a CE03389 ftt-2 11 1.57E-03 3 3.7E-03
F52E4.1a CE07269 pccb-1 3 1.98E-04 - -
F52E4.1b CE30139 pccb-1 3 2.03E-04 - -
F52E4.7 CE10836 sec-3 4 1.67E-04 - -
F52G2.2a CE40653 rsd-2 2 5.37E-05 - -
F52G2.2b CE39737 rsd-2 2 6.27E-05 - -
F53A2.7 CE10878 5 4.49E-04 3 2.3E-03
F53A3.3a CE10884 rps-22 17 4.63E-03 2 4.7E-03
F53A9.10a CE34313 tnt-2 5 4.14E-04 - -
F53C11.3 CE10908 2 2.26E-04 - -
F53F4.10 CE10972 2 2.96E-04 - -
F53G12.10 CE11024 rpl-7 39 5.66E-03 7 8.7E-03
F54A3.3 CE31540 cct-3 9 5.87E-04 - -
F54B3.1a CE43308 23 2.28E-04 3 2.6E-04
F54B3.1b CE43180 23 2.29E-04 3 2.6E-04
F54B3.3 CE35878 6 3.57E-04 - -
F54C1.7 CE11052 pat-10 2 4.40E-04 - -
F54C9.5 CE02255 rpl-5 62 7.49E-03 2 2.1E-03
F54D11.1 CE11068 pmt-2 5 4.05E-04 2 1.4E-03
F54D5.7 CE03411 14 1.21E-03 4 3.0E-03
F54D5.8 CE03412 dnj-13 2 2.14E-04 - -
F54D8.3a CE29809 alh-1 4 2.78E-04 - -
F54D8.3b CE32434 alh-1 4 3.36E-04 - -
F54E12.3 CE03252 his-56 13 4.47E-03 2 5.9E-03
F54E12.4 CE05165 his-58 19 5.47E-03 - -
F54E12.5 CE04501 his-57 9 2.51E-03 - -
F54E2.3a CE30078 ketn-1 4 3.16E-05 - -
F54E2.3b CE28729 ketn-1 4 3.37E-05 - -
F54E2.3c CE30807 ketn-1 4 3.18E-05 - -
F54E2.3d CE30808 ketn-1 4 3.24E-05 - -
F54E7.2 CE26896 rps-12 22 5.56E-03 4 8.7E-03
F54H12.1a CE25005 aco-2 3 1.37E-04 - -
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F55A12.8 CE11131 2 6.79E-05 - -
F55D10.2 CE02777 rpl-25.1 11 2.65E-03 1 2.1E-03
F55F8.3 CE30542 2 7.78E-05 - -
F55G1.10 CE04501 his-61 9 2.51E-03 - -
F55G1.11 CE03252 his-60 13 4.47E-03 2 5.9E-03
F55G1.3 CE05165 his-62 19 5.47E-03 - -
F55G1.4 CE07281 rod-1 4 6.91E-05 - -
F55H2.2 CE00209 vha-14 6 8.27E-04 - -
F55H2.6 CE00213 clu-1 4 1.14E-04 - -
F56A8.6 CE16126 cpf-2 28 2.95E-03 4 3.6E-03
F56B6.4a CE04664 gyg-1 4 3.30E-04 - -
F56B6.4b CE29405 gyg-1 4 4.99E-04 - -
F56B6.4c CE31185 gyg-1 4 4.67E-04 - -
F56C9.1 CE01319 gsp-2 13 1.38E-03 - -
F56D12.5a CE11254 vig-1 10 9.37E-04 2 1.6E-03
F56D2.1 CE11226 ucr-1 8 6.01E-04 - -
F56E10.4 CE19904 rps-27 17 7.25E-03 - -
F56F11.4a CE28467 7 6.03E-04 1 7.4E-04
F56F11.4b CE31008 7 5.74E-04 1 7.0E-04
F56F3.5 CE00664 rps-1 38 5.23E-03 10 1.2E-02
F56H1.4 CE17915 rpt-5 12 9.88E-04 - -
F57B9.10a CE25011 rpn-6 6 4.85E-04 - -
F57B9.10b CE38077 rpn-6 6 5.06E-04 - -
F57B9.6a CE01341 inf-1 10 8.81E-04 1 7.6E-04
F57F10.1c CE38965 abts-3 4 1.59E-04 - -
F57H12.6 CE32447 2 3.45E-04 1 1.5E-03
F58A6.8 CE02806 msp-45 3 8.36E-04 - -
F58A6.9 CE02603 3 1.38E-03 - -
F58B3.5 CE06007 mrs-1 11 4.25E-04 - -
F58D5.1a CE36388 hrp-2 7 4.06E-04 - -
F58E10.3a CE18785 8 5.05E-04 - -
F58F12.1 CE01976 2 4.34E-04 3 5.6E-03
F59A2.1a CE17939 npp-9 5 2.06E-04 - -
F59A2.1b CE33525 npp-9 5 2.00E-04 - -
F59B1.2 CE17943 2 4.40E-04 1 1.9E-03
F59B8.2 CE03436 idh-1 6 5.16E-04 - -
F59D8.1 CE20900 vit-3 211 4.66E-03 15 2.8E-03
F59D8.2 CE26817 vit-4 219 4.84E-03 16 3.0E-03
H02I12.6 CE05165 his-66 19 5.47E-03 - -
H02I12.7 CE04501 his-65 9 2.51E-03 - -
H06I04.4a CE20938 ubl-1 2 4.34E-04 1 1.9E-03
H06O01.1 CE11570 pdi-3 7 5.08E-04 - -
H14A12.2a CE11580 fum-1 5 3.53E-04 - -
H15N14.1d CE33125 adr-1 2 7.76E-05 - -
H15N14.1e CE33126 adr-1 2 7.93E-05 - -
H21P03.1 CE18819 mbf-1 2 4.54E-04 - -
H27A22.1a CE17979 4 4.14E-04 - -
H27A22.1b CE40259 4 3.98E-04 - -
H28O16.1a CE18826 43 2.83E-03 8 4.5E-03
H28O16.1d CE36263 43 2.98E-03 8 4.8E-03
JC8.3a CE17986 rpl-12 18 3.86E-03 3 5.5E-03
K01C8.10 CE02262 cct-4 10 6.56E-04 1 5.6E-04
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K01C8.9 CE02270 nst-1 6 3.82E-04 - -
K01D12.1 CE06040 4 4.51E-04 1 9.7E-04
K01G5.4 CE16194 ran-1 5 8.23E-04 - -
K01G5.5 CE16195 4 3.18E-04 - -
K02A4.1 CE03457 bcat-1 4 3.41E-04 - -
K02B2.5 CE04691 rps-25 8 2.42E-03 1 2.6E-03
K02F2.2 CE17154 39 3.16E-03 3 2.1E-03
K03A1.6 CE03252 his-38 13 4.47E-03 2 5.9E-03
K04D7.1 CE06090 rack-1 23 2.51E-03 2 1.9E-03
K04D7.3 CE06092 gta-1 5 3.67E-04 - -
K04G2.1 CE16227 iftb-1 4 5.66E-04 - -
K04G2.3 CE06097 cdc-48.3 4 1.96E-04 - -
K04G7.4a CE01361 nuo-4 2 1.62E-04 - -
K05F1.2 CE02806 msp-142 3 8.36E-04 - -
K05F1.7 CE02811 msp-63 3 8.36E-04 - -
K06A5.6 CE11776 acdh-3 3 2.53E-04 - -
K06C4.10 CE03252 his-18 13 4.47E-03 2 5.9E-03
K06C4.11 CE04501 his-19 9 2.51E-03 - -
K06C4.12 CE10538 his-22 19 5.47E-03 - -
K06C4.2 CE03252 his-28 13 4.47E-03 2 5.9E-03
K06C4.3 CE04501 his-21 9 2.51E-03 - -
K06C4.4 CE10538 his-20 19 5.47E-03 - -
K06G5.1a CE18851 3 2.09E-04 1 6.0E-04
K06G5.1b CE37390 3 2.17E-04 1 6.2E-04
K07A1.12 CE16234 lin-53 2 1.70E-04 - -
K07A3.1 CE21023 fbp-1 3 3.11E-04 - -
K07C5.4 CE06114 20 1.46E-03 1 6.3E-04
K07D4.3 CE19527 rpn-11 4 4.54E-04 - -
K07F5.1 CE02806 msp-81 3 8.36E-04 - -
K07F5.2 CE03853 msp-10 3 8.36E-04 - -
K07F5.3 CE03853 msp-56 3 8.36E-04 - -
K07H8.10 CE18030 6 2.66E-04 - -
K07H8.6a CE28594 vit-6 155 3.33E-03 - -
K07H8.6c CE18026 vit-6 155 3.32E-03 20 3.7E-03
K08C7.3a CE25049 epi-1 3 2.87E-05 - -
K08C7.3b CE06136 epi-1 3 2.89E-05 - -
K08E3.5a CE18869 4 2.78E-04 - -
K08E3.5b CE18870 4 2.71E-04 - -
K08E3.5c CE18871 4 2.77E-04 - -
K08E3.5e CE33804 4 2.86E-04 - -
K08E3.5f CE37125 4 2.87E-04 - -
K08F11.3 CE11954 cif-1 3 2.72E-04 - -
K08F4.2 CE37535 3 2.25E-04 - -
K08F4.8 CE06156 msp-38 3 8.36E-04 - -
K08H10.2a CE31359 2 1.42E-04 - -
K08H10.2b CE37843 2 1.27E-04 - -
K09F5.2 CE04746 vit-1 154 3.37E-03 12 2.3E-03
K10B3.10 CE07373 spc-1 13 1.90E-04 1 1.3E-04
K10B3.7 CE07370 gpd-3 13 1.35E-03 3 2.7E-03
K10B3.8 CE07371 gpd-2 13 1.35E-03 3 2.7E-03
K11C4.3a CE28604 unc-70 2 3.14E-05 - -
K11C4.3b CE30159 unc-70 2 3.08E-05 - -
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K11D9.2a CE18884 sca-1 4 1.34E-04 - -
K11D9.2b CE18885 sca-1 4 1.41E-04 - -
K11D9.2c CE41682 sca-1 4 1.52E-04 - -
K11H12.2 CE12148 rpl-15 21 3.64E-03 - -
K12D12.1 CE06184 top-2 4 9.32E-05 - -
K12F2.1 CE34936 myo-3 7 1.26E-04 2 3.1E-04
K12H4.7a CE32696 4 2.78E-04 - -
K12H4.7b CE32697 4 2.99E-04 - -
LLC1.3 CE31971 9 6.44E-04 1 6.1E-04
M01E11.5 CE12296 cey-3 5 6.68E-04 2 2.3E-03
M01F1.2 CE01030 rpl-16 38 6.66E-03 1 1.5E-03
M02D8.4a CE04760 3 1.87E-04 - -
M02D8.4c CE37263 3 1.97E-04 - -
M03F4.2c CE37134 act-4 86 8.41E-03 19 1.6E-02
M04F3.1 CE12414 rpa-2 3 3.69E-04 - -
M106.1 CE18083 mix-1 2 5.69E-05 - -
M106.5 CE01608 cap-2 5 6.56E-04 - -
M117.2 CE06200 par-5 19 2.71E-03 3 3.7E-03
M163.3 CE12450 his-24 5 8.51E-04 - -
M18.7a CE06198 aly-3 5 7.38E-04 1 1.3E-03
M28.5 CE02283 3 8.30E-04 1 2.4E-03
M88.5a CE33678 2 8.55E-05 - -
M88.5b CE37033 2 1.01E-04 - -
R01E6.3a CE29433 cah-4 4 5.06E-04 3 3.3E-03
R01E6.3b CE29434 cah-4 4 6.03E-04 3 3.9E-03
R02D3.1 CE18095 7 2.65E-04 - -
R03G5.1a CE01270 eft-4 87 6.65E-03 14 9.2E-03
R03G5.2 CE31210 sek-1 5 5.27E-04 2 1.8E-03
R04A9.4 CE04791 ife-2 2 3.11E-04 - -
R04F11.2 CE06233 6 1.99E-03 - -
R05F9.13 CE02806 msp-31 3 8.36E-04 - -
R05F9.3 CE04805 msp-32 3 5.59E-04 - -
R05F9.6 CE04809 4 2.49E-04 - -
R05F9.8 CE04811 msp-33 3 8.36E-04 - -
R05G6.7 CE29443 13 1.63E-03 1 1.1E-03
R06C1.4 CE18119 2 8.43E-04 - -
R06C7.10 CE06253 let-75 10 1.83E-04 - -
R07E5.2 CE00657 prdx-3 4 6.27E-04 1 1.3E-03
R07E5.3 CE01045 2 1.86E-04 - -
R07G3.5 CE31979 5 6.23E-04 - -
R07H5.8 CE12564 2 2.07E-04 - -
R08D7.3 CE00291 eif-3.D 2 1.24E-04 - -
R09A8.3 CE03539 tag-147 3 1.30E-04 - -
R09B3.3 CE16308 5 2.08E-03 - -
R107.7 CE00302 gst-1 3 5.11E-04 - -
R10E4.4 CE03558 mcm-5 2 9.33E-05 - -
R11A5.4a CE12728 15 8.12E-04 - -
R11A8.6 CE06304 irs-1 9 2.79E-04 1 2.7E-04
R11D1.8 CE06313 rpl-28 14 3.93E-03 - -
R11H6.1 CE12770 pes-9 3 2.25E-04 - -
R12C12.1a CE02846 4 1.45E-04 - -
R12E2.3 CE18135 rpn-8 3 2.93E-04 - -
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R12H7.2 CE03567 asp-4 5 3.99E-04 1 6.8E-04
R13A5.8 CE01380 rpl-9 9 1.69E-03 3 4.8E-03
R13H9.2 CE06798 msp-57 3 8.36E-04 - -
R13H9.4 CE02806 msp-53 3 8.36E-04 - -
R144.7b CE31582 larp-1 4 1.33E-04 - -
R151.3 CE00744 rpl-6 55 8.97E-03 4 5.6E-03
R186.7 CE27772 2 1.97E-04 - -
R53.4 CE03574 6 1.39E-03 - -
R74.1 CE16317 lrs-1 15 4.48E-04 - -
T01C3.6 CE12918 rps-16 14 3.44E-03 4 8.4E-03
T01C3.7 CE12920 fib-1 14 1.41E-03 3 2.6E-03
T02C12.1 CE01061 hum-5 5 1.74E-04 - -
T02G5.8 CE29990 kat-1 3 2.61E-04 - -
T02G5.9a CE04861 krs-1 12 7.43E-04 - -
T02G5.9b CE28247 krs-1 12 7.13E-04 - -
T03E6.7 CE16333 cpl-1 8 8.40E-04 - -
T03F1.3 CE13100 pgk-1 2 1.70E-04 - -
T04A8.6 CE01075 2 2.31E-04 - -
T04C12.5 CE13150 act-2 72 6.78E-03 19 1.5E-02
T05C12.7 CE02319 cct-1 6 3.87E-04 1 5.5E-04
T05C3.5 CE13229 dnj-19 3 2.42E-04 - -
T05D4.1 CE16341 4 3.88E-04 1 8.3E-04
T05E11.1 CE06360 rps-5 7 1.18E-03 3 4.3E-03
T05E11.3 CE06362 10 4.66E-04 - -
T05F1.1a CE13267 3 1.91E-04 - -
T05F1.1b CE41012 3 1.89E-04 - -
T05F1.2 CE18929 2 1.22E-04 - -
T05F1.3 CE13265 rps-19 18 4.36E-03 1 2.1E-03
T05G5.6 CE00318 ech-6 7 8.61E-04 - -
T05H10.6a CE01643 4 3.57E-04 - -
T05H10.6b CE32929 4 3.42E-04 - -
T05H4.12 CE13291 atp-4 4 1.10E-03 1 2.4E-03
T06D8.8 CE02329 rpn-9 4 3.66E-04 - -
T07A9.11 CE40119 rps-24 10 2.70E-03 1 2.3E-03
T07A9.6 CE26385 daf-18 2 7.36E-05 - -
T08A11.1 CE16370 19 3.59E-04 1 1.6E-04
T08A11.2 CE03641 2 5.36E-05 - -
T08A9.9 CE33825 spp-5 2 6.87E-04 - -
T08B2.10 CE26948 rps-17 13 3.54E-03 1 2.3E-03
T08B2.7a CE13431 9 4.08E-04 2 7.8E-04
T08B2.7b CE26950 9 4.22E-04 2 8.1E-04
T08B2.7c CE30299 9 4.57E-04 2 8.7E-04
T08B2.9a CE13435 frs-1 2 1.28E-04 - -
T08B2.9b CE33173 frs-1 2 1.43E-04 - -
T08G11.1b CE30353 4 4.45E-05 - -
T08G11.4a CE23958 2 1.25E-04 - -
T08G11.4b CE13449 2 1.43E-04 - -
T08H10.1 CE17230 5 5.32E-04 - -
T09B4.9 CE13473 2 1.67E-04 - -
T09F3.3 CE02343 gpd-1 13 1.35E-03 - -
T10B5.3 CE30832 2 2.40E-04 - -
T10B5.5a CE28255 cct-7 6 3.97E-04 - -
325
Locus Protein Gene
Spectrum 
Count NSAF
Spectrum 
Count NSAF
1-step Untagged (WT) Purification
Biological Replica 1 Biological Replica 2
T10C6.11 CE16386 his-4 19 4.77E-03 - -
T10C6.12 CE04501 his-3 9 2.51E-03 - -
T10C6.14 CE03252 his-1 13 4.47E-03 2 5.9E-03
T10F2.1a CE29472 grs-1 2 9.54E-05 - -
T10F2.1b CE32719 grs-1 2 1.04E-04 - -
T10F2.4 CE38104 8 5.76E-04 - -
T11F8.3 CE22368 rme-2 2 7.66E-05 - -
T12A2.7 CE30396 2 2.98E-04 - -
T12D8.6 CE16403 5 1.25E-03 - -
T12D8.8 CE16405 3 2.52E-04 - -
T13H5.4 CE23981 3 2.12E-04 - -
T14F9.1 CE07497 vha-15 2 1.51E-04 - -
T14G10.5a CE06451 5 2.03E-04 - -
T14G10.5b CE39281 5 2.00E-04 - -
T14G11.3 CE33696 immt-1 2 1.04E-04 - -
T18D3.4 CE31619 myo-2 7 1.27E-04 - -
T19B10.2 CE16413 2 1.92E-04 1 8.3E-04
T19B4.5 CE13744 29 2.57E-03 5 3.8E-03
T20G5.1 CE00480 chc-1 15 3.16E-04 2 3.6E-04
T20G5.2 CE00513 cts-1 6 4.54E-04 - -
T20H4.3a CE00748 prs-1 3 1.83E-04 - -
T21B10.2a CE03684 enol-1 17 1.39E-03 2 1.4E-03
T21B10.2c CE36954 enol-1 17 1.29E-03 2 1.3E-03
T21B10.7 CE16437 cct-2 6 4.02E-04 2 1.1E-03
T21C12.2 CE02347 hpd-1 2 1.80E-04 1 7.7E-04
T21E12.4 CE23997 dhc-1 6 4.65E-05 - -
T21G5.3 CE25121 glh-1 10 4.64E-04 - -
T22B11.5 CE28486 7 2.41E-04 2 5.9E-04
T22D1.3a CE30188 3 1.99E-04 - -
T22D1.4 CE33704 3 1.81E-04 - -
T22D1.9 CE17253 rpn-1 10 3.61E-04 - -
T22E5.5 CE04994 mup-2 5 4.37E-04 - -
T22F3.3a CE24003 12 4.82E-04 - -
T22F3.3b CE20769 12 5.02E-04 - -
T22F3.4 CE13968 rpl-11.1 14 2.53E-03 - -
T22H6.2a CE03697 2 8.85E-05 - -
T22H6.2b CE26824 2 8.83E-05 - -
T23D8.5 CE03252 his-67 13 4.47E-03 2 5.9E-03
T23D8.6 CE04501 his-68 9 2.51E-03 - -
T23G11.3 CE14096 gld-1 4 3.06E-04 - -
T23G5.1 CE00331 rnr-1 3 1.35E-04 - -
T24B8.1 CE03709 rpl-32 14 3.70E-03 - -
T24H7.1 CE40718 phb-2 5 6.02E-04 - -
T25C12.3 CE40820 3 5.05E-05 4 5.8E-04
T25C8.2 CE16463 act-5 29 2.74E-03 8 6.5E-03
T25E12.5 CE16466 gyg-2 4 4.72E-04 - -
T25F10.6a CE07537 13 1.13E-03 - -
T26C12.1 CE26009 2 1.11E-04 - -
T27E9.1a CE14263 ant-1.1 45 5.31E-03 - -
T27E9.7 CE18971 abcf-2 10 5.69E-04 - -
T28D9.4b CE39787 2 3.36E-04 - -
VC5.3a CE21224 npa-1 3 7.38E-05 - -
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VC5.3c CE36211 npa-1 3 8.87E-05 - -
VW06B3R.1a CE20123 ucr-2.1 2 1.73E-04 1 7.4E-04
VW06B3R.1b CE26825 ucr-2.1 2 1.67E-04 1 7.2E-04
W01A8.1a CE18303 mdt-28 4 3.41E-04 - -
W01A8.1b CE06531 mdt-28 4 3.68E-04 - -
W01A8.1c CE41705 mdt-28 4 3.39E-04 - -
W01B11.3 CE18307 nol-5 15 1.09E-03 2 1.2E-03
W01D2.1 CE18312 5 1.92E-03 - -
W02A2.1 CE21231 fat-2 2 1.88E-04 - -
W02D3.5 CE14426 bp-6 6 1.57E-03 - -
W02F12.5 CE31083 10 7.65E-04 2 1.3E-03
W03F11.4 CE28098 2 5.04E-05 - -
W05F2.6 CE42028 2 1.56E-04 - -
W05G11.6a CE19610 6 3.26E-04 1 4.7E-04
W06A7.3c CE41709 ret-1 2 2.15E-05 - -
W06A7.3d CE35913 ret-1 2 1.24E-04 - -
W06A7.3f CE41710 ret-1 2 2.14E-05 - -
W06A7.3g CE43037 ret-1 2 1.43E-04 - -
W06H3.3 CE29830 5 2.63E-04 - -
W06H8.1a CE25146 rme-1 2 9.01E-05 - -
W06H8.1b CE25147 rme-1 2 8.48E-05 - -
W06H8.1c CE25148 rme-1 2 1.20E-04 - -
W06H8.1d CE31086 rme-1 2 1.23E-04 - -
W06H8.1e CE30204 rme-1 2 1.16E-04 - -
W06H8.1f CE33335 rme-1 2 1.28E-04 - -
W06H8.8d CE36724 ttn-1 3 1.00E-05 - -
W06H8.8e CE36725 ttn-1 3 5.73E-06 - -
W06H8.8f CE36726 ttn-1 3 5.74E-06 - -
W06H8.8g CE36727 ttn-1 3 5.72E-06 - -
W07E6.1 CE28259 nol-1 4 2.13E-04 1 4.6E-04
W07G4.4 CE03794 3 2.03E-04 - -
W08E12.7 CE21275 9 8.15E-04 - -
W08E3.1 CE14704 snr-2 4 8.85E-04 - -
W08E3.3 CE14708 tag-210 4 3.59E-04 - -
W09B6.1a CE14734 pod-2 8 1.38E-04 - -
W09C5.6a CE20168 rpl-31 2 5.80E-04 - -
W09H1.6a CE16576 lec-1 2 2.54E-04 1 1.1E-03
W09H1.6b CE16577 lec-1 2 2.48E-04 1 1.1E-03
W10G6.3 CE18354 mua-6 2 1.22E-04 1 5.2E-04
Y102A5A.1 CE20378 cand-1 2 5.56E-05 - -
Y105E8A.16 CE29835 rps-20 6 1.82E-03 1 2.6E-03
Y105E8B.1a CE28782 lev-11 12 1.50E-03 1 1.1E-03
Y106G6H.2a CE20412 pab-1 15 8.22E-04 1 4.7E-04
Y106G6H.3 CE20413 rpl-30 15 4.70E-03 2 5.4E-03
Y110A7A.19 CE23238 3 1.61E-04 - -
Y110A7A.1a CE24117 hcp-6 2 4.11E-05 - -
Y110A7A.1b CE28104 hcp-6 2 4.03E-05 - -
Y111B2A.18 CE31089 rsp-3 3 4.12E-04 - -
Y113G7B.17 CE23297 6 6.10E-04 - -
Y116A8C.42 CE23346 snr-1 3 7.81E-04 - -
Y17G7B.5a CE19038 mcm-2 3 1.21E-04 - -
Y17G7B.7 CE19040 tpi-1 3 4.30E-04 - -
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Y18D10A.17 CE21413 car-1 8 8.33E-04 - -
Y18D10A.5 CE21401 gsk-3 8 7.82E-04 - -
Y19D10B.7 CE25224 2 4.69E-04 - -
Y22D7AL.10 CE27242 6 1.97E-03 - -
Y22D7AL.5a CE27244 hsp-60 140 8.73E-03 14 7.5E-03
Y24D9A.4a CE27398 rpl-7A 46 6.15E-03 7 8.0E-03
Y25C1A.5 CE21472 4 1.46E-04 - -
Y32H12A.8 CE42033 53 4.88E-04 2 1.6E-04
Y37A1B.5 CE19075 2 1.50E-04 - -
Y37E3.10 CE29373 3 3.11E-04 2 1.8E-03
Y37E3.17a CE30219 28 1.19E-03 5 1.8E-03
Y37E3.17b CE37062 28 1.18E-03 5 1.8E-03
Y37E3.7 CE26658 rla-1 22 7.02E-03 4 1.1E-02
Y37E3.8a CE26774 4 9.77E-04 - -
Y37E3.8b CE26904 4 1.61E-03 - -
Y37E3.9 CE26775 phb-1 3 3.86E-04 - -
Y38A10A.5 CE21562 crt-1 9 8.07E-04 - -
Y38E10A.22 CE35653 2 2.32E-04 - -
Y38F1A.6 CE24222 5 3.81E-04 - -
Y38F1A.9 CE21614 oig-2 2 6.56E-04 - -
Y38F2AL.3a CE29997 vha-11 3 2.77E-04 - -
Y38H6C.1 CE19095 dct-16 12 4.72E-03 - -
Y38H6C.11 CE19105 fbxa-150 2 1.95E-04 - -
Y39A1C.3 CE19148 cey-4 6 7.23E-04 2 2.1E-03
Y39A3CR.4 CE21655 ddp-1 3 1.28E-03 - -
Y39B6A.20 CE21681 asp-1 9 8.05E-04 3 2.3E-03
Y39B6A.33 CE21690 2 1.62E-04 - -
Y39E4A.3a CE33866 3 2.46E-04 - -
Y39E4A.3b CE38987 3 2.46E-04 - -
Y39E4B.1 CE21713 abce-1 2 1.16E-04 - -
Y39G10AR.8 CE27254 9 6.79E-04 2 1.3E-03
Y41D4B.5 CE21842 rps-28 4 2.18E-03 1 4.7E-03
Y41E3.10a CE37568 24 3.23E-03 1 1.2E-03
Y41E3.4 CE18372 ers-1 13 5.86E-04 2 7.7E-04
Y43B11AR.4 CE24278 rps-4 47 6.42E-03 12 1.4E-02
Y43F4B.4 CE16629 npp-18 5 4.88E-04 2 1.7E-03
Y43F8B.1a CE32015 2 2.29E-04 - -
Y43F8B.1b CE32016 2 2.27E-04 - -
Y45F10D.12 CE16650 rpl-18 60 1.13E-02 5 8.1E-03
Y45G12B.1a CE21933 nuo-5 3 1.46E-04 - -
Y46E12BL.2 CE27472 3 7.96E-05 - -
Y46G5A.4 CE21971 4 6.60E-05 - -
Y48B6A.1 CE22116 2 1.05E-04 - -
Y48B6A.14 CE29377 hmg-1.1 4 1.49E-03 - -
Y48B6A.2 CE22117 rpl-43 31 1.21E-02 1 3.3E-03
Y48G1A.5 CE27001 xpo-2 6 2.26E-04 - -
Y48G8AL.6 CE28367 smg-2 65 2.15E-03 4 1.1E-03
Y48G8AL.8a CE22195 rpl-17 40 7.57E-03 3 4.9E-03
Y48G9A.3 CE42624 gcn-1 4 5.28E-05 1 1.1E-04
Y49A3A.2 CE22210 vha-13 12 7.01E-04 2 1.0E-03
Y49A3A.5 CE22213 cyn-1 3 5.53E-04 - -
Y49E10.1 CE22219 rpt-6 6 5.11E-04 1 7.3E-04
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Biological Replica 1 Biological Replica 2
Y49E10.15 CE22230 snr-6 4 1.57E-03 - -
Y53F4B.22 CE35675 5 4.73E-04 1 8.1E-04
Y53F4B.29 CE22416 gst-26 5 8.47E-04 - -
Y53F4B.31 CE22418 gst-28 5 8.47E-04 - -
Y54E10A.9a CE24451 vbh-1 2 1.10E-04 - -
Y54E10A.9b CE28369 vbh-1 2 1.10E-04 - -
Y54E10A.9c CE37437 vbh-1 2 1.07E-04 - -
Y54E2A.11a CE20310 eif-3.B 2 9.77E-05 1 4.2E-04
Y54F10BM.2 CE42600 iffb-1 3 9.89E-05 - -
Y54G11A.5 CE22476 ctl-2 3 2.12E-04 - -
Y54G11A.6 CE30713 ctl-1 3 2.14E-04 - -
Y55B1AR.1 CE22493 lec-6 2 4.85E-04 2 4.2E-03
Y55F3AL.1 CE37069 plx-1 5 9.10E-05 - -
Y55F3AM.13 CE22542 10 1.00E-03 - -
Y55F3AR.3 CE35110 cct-8 10 6.09E-04 2 1.1E-03
Y56A3A.32 CE31841 wah-1 2 1.01E-04 - -
Y57A10A.23 CE22626 2 3.81E-04 - -
Y57G11C.10a CE14944 gdi-1 4 3.19E-04 1 6.8E-04
Y57G11C.10b CE39445 gdi-1 4 3.09E-04 1 6.6E-04
Y57G11C.16 CE14956 rps-18 9 2.07E-03 3 5.9E-03
Y59A8A.3 CE26201 17 8.90E-04 - -
Y59E9AR.1 CE22666 3 8.17E-04 - -
Y59E9AR.7 CE22666 3 8.17E-04 - -
Y59H11AM.1 CE25520 3 8.36E-04 - -
Y62E10A.1 CE22694 rla-2 20 6.44E-03 2 5.5E-03
Y65B4A.6 CE34419 4 3.55E-04 - -
Y65B4BR.5a CE22740 13 2.36E-03 2 3.1E-03
Y65B4BR.5b CE33239 13 2.34E-03 - -
Y66H1A.4 CE36757 3 4.35E-04 - -
Y66H1B.2a CE33895 3 1.18E-04 - -
Y66H1B.2b CE37295 3 1.18E-04 - -
Y66H1B.2c CE39058 3 1.12E-04 - -
Y66H1B.2d CE41733 3 1.12E-04 - -
Y67D8C.5 CE31665 eel-1 4 3.39E-05 - -
Y67H2A.1 CE32993 cpsf-3 2 1.00E-04 - -
Y69A2AR.18a CE27514 7 8.29E-04 2 2.0E-03
Y69A2AR.18b CE29133 7 7.92E-04 2 1.9E-03
Y71A12B.1 CE24592 rps-6 32 4.61E-03 1 1.2E-03
Y71F9AL.13a CE25552 rpl-1 19 3.11E-03 3 4.2E-03
Y71F9AL.17 CE29136 5 1.44E-04 1 2.5E-04
Y71F9AL.9 CE22858 2 2.26E-04 - -
Y71F9AM.6 CE26244 trap-1 2 2.76E-04 - -
Y71H10A.1a CE28266 2 8.70E-05 - -
Y71H2AM.19 CE38657 6 3.30E-04 - -
Y71H2AM.23 CE27322 tufm-1 3 2.14E-04 - -
Y73B6BL.24 CE29924 acp-6 4 3.72E-04 - -
Y73B6BL.6a CE29008 sqd-1 2 2.32E-04 3 3.0E-03
Y73B6BL.6b CE38662 sqd-1 2 2.30E-04 3 3.0E-03
Y74C10AR.1 CE30325 eif-3.I 2 2.17E-04 - -
Y75B12B.2 CE20371 cyn-7 3 6.21E-04 - -
Y76A2B.1 CE19273 pod-1 3 1.00E-04 - -
Y76B12C.7 CE29932 cpsf-1 5 1.22E-04 - -
329
Locus Protein Gene
Spectrum 
Count NSAF
Spectrum 
Count NSAF
1-step Untagged (WT) Purification
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Y77E11A.1 CE25610 3 2.36E-04 - -
Y80D3A.2 CE40670 emb-4 5 1.21E-04 - -
Y87G2A.5 CE24685 vrs-2 10 3.37E-04 1 2.9E-04
Y95B8A.10a CE23151 pde-6 7 3.26E-04 1 4.0E-04
Y95B8A.10b CE41085 pde-6 7 3.56E-04 1 4.4E-04
ZC434.2 CE06577 rps-7 34 6.20E-03 3 4.7E-03
ZC434.5 CE06580 ers-2 13 4.01E-04 1 2.6E-04
ZC477.9a CE31396 deb-1 2 7.01E-05 - -
ZC477.9c CE31398 deb-1 2 7.09E-05 - -
ZC8.4a CE31264 lfi-1 12 1.77E-04 - -
ZC8.4b CE38922 lfi-1 12 2.01E-04 - -
ZC8.4d CE35814 lfi-1 12 1.81E-04 - -
ZK1010.1 CE15495 ubq-2 9 2.49E-03 1 2.4E-03
ZK1055.1 CE18470 hcp-1 2 4.80E-05 - -
ZK1058.4 CE01104 ccdc-47 2 1.60E-04 - -
ZK1248.4 CE02603 3 1.38E-03 - -
ZK1248.6 CE02806 msp-64 3 8.36E-04 - -
ZK1251.6 CE03853 msp-76 3 8.36E-04 - -
ZK131.1 CE03252 his-26 13 4.47E-03 2 5.9E-03
ZK131.10 CE04501 his-16 9 2.51E-03 - -
ZK131.4 CE03252 his-10 13 4.47E-03 2 5.9E-03
ZK131.5 CE07075 his-11 19 5.51E-03 - -
ZK131.6 CE04501 his-12 9 2.51E-03 - -
ZK131.8 CE03252 his-14 13 4.47E-03 2 5.9E-03
ZK131.9 CE07075 his-15 19 5.51E-03 - -
ZK154.3 CE15257 mec-7 9 7.23E-04 - -
ZK20.5 CE06608 rpn-12 3 4.25E-04 - -
ZK328.2 CE05066 eft-1 3 1.09E-04 - -
ZK353.6 CE00390 lap-1 2 1.44E-04 - -
ZK354.1 CE02806 msp-65 3 8.36E-04 - -
ZK354.11 CE02806 msp-59 3 8.36E-04 - -
ZK354.4 CE02806 msp-113 3 8.36E-04 - -
ZK354.5 CE02806 msp-51 3 8.36E-04 - -
ZK381.4a CE25689 pgl-1 2 9.70E-05 - -
ZK381.4b CE07628 pgl-1 2 9.18E-05 - -
ZK430.1 CE05078 3 6.44E-05 - -
ZK455.1 CE03812 aco-1 2 7.98E-05 - -
ZK512.2 CE03821 2 1.23E-04 - -
ZK546.3 CE02917 3 7.99E-04 - -
ZK546.6 CE02920 msp-152 3 8.36E-04 - -
ZK593.1 CE24731 2 1.37E-04 - -
ZK617.1b CE33018 unc-22 5 2.47E-05 - -
ZK617.1c CE40796 unc-22 5 2.67E-05 - -
ZK622.3a CE33504 pmt-1 3 2.24E-04 - -
ZK622.3b CE29162 pmt-1 3 2.19E-04 - -
ZK622.3d CE33505 pmt-1 3 2.31E-04 - -
ZK652.4 CE00450 rpl-35 14 4.03E-03 2 4.9E-03
ZK669.4 CE01115 5 3.95E-04 2 1.4E-03
ZK742.1a CE23467 xpo-1 2 6.56E-05 - -
ZK829.4 CE06652 22 1.45E-03 4 2.3E-03
ZK836.2 CE35706 7 2.72E-04 1 3.3E-04
ZK863.6 CE15445 dpy-30 6 1.73E-03 2 4.9E-03
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ZK945.2 CE36420 pas-7 2 2.83E-04 - -
ZK945.3 CE01734 puf-12 6 2.77E-04 - -
ZK973.6 CE33588 anc-1 10 4.14E-05 3 1.1E-04
B0035.10 CE03253 his-45 - - 2 4.5E-03
B0350.2c CE06704 unc-44 - - 9 1.5E-03
B0350.2e CE31147 unc-44 - - 9 1.5E-03
B0350.2f CE31847 unc-44 - - 9 3.9E-04
C03D6.8 CE05202 rpl-24.2 - - 1 1.9E-03
C06B8.8 CE20485 rpl-38 - - 1 4.3E-03
C07G2.3b CE29569 cct-5 - - 1 9.0E-04
C08E8.4 CE42920 - - 1 1.5E-03
C14B9.1 CE00072 hsp-12.2 - - 1 2.8E-03
C18A11.7b CE04038 dim-1 - - 1 9.4E-04
C18F3.2a CE37202 sax-7 - - 11 2.9E-03
C18F3.2d CE38936 sax-7 - - 11 2.9E-03
C34B2.7 CE16895 sdha-2 - - 1 4.8E-04
C47E12.7 CE20571 - - 1 7.7E-04
C54D1.5 CE30916 lam-2 - - 2 4.0E-04
D1037.3 CE20622 ftn-2 - - 1 1.8E-03
F07B7.5 CE03253 his-49 - - 2 4.5E-03
F08G2.3 CE03253 his-42 - - 2 4.5E-03
F09F7.2b CE30652 mlc-3 - - 1 3.4E-03
F13B10.2c CE36996 rpl-3 - - 2 1.7E-03
F13B10.2d CE36997 rpl-3 - - 2 2.0E-03
F17C11.9b CE32385 - - 5 4.1E-03
F17E9.10 CE03253 his-32 - - 2 4.5E-03
F22B3.2 CE03253 his-63 - - 2 4.5E-03
F23B2.6 CE09586 aly-2 - - 1 1.3E-03
F29F11.3 CE23690 tut-2 - - 1 8.7E-04
F31E3.3 CE01268 rfc-4 - - 1 9.1E-04
F42G4.3a CE23716 zyx-1 - - 2 1.0E-03
F42G4.3b CE20775 zyx-1 - - 2 3.5E-03
F45F2.13 CE03253 his-6 - - 2 4.5E-03
F46G10.7c CE44321 sir-2.2 - - 3 3.1E-03
F54E12.1 CE03253 his-55 - - 2 4.5E-03
F54H12.6 CE00548 - - 1 1.4E-03
F55G1.2 CE03253 his-59 - - 2 4.5E-03
F56D12.1a CE29047 alh-6 - - 1 5.4E-04
F56D12.1b CE33403 alh-6 - - 1 5.9E-04
F56D12.1c CE37118 alh-6 - - 1 7.7E-04
F56D12.1d CE40074 alh-6 - - 1 7.2E-04
F57B10.3a CE11302 - - 1 5.6E-04
F57B10.3b CE33113 - - 1 5.8E-04
H28O16.1c CE34195 - - 8 4.8E-03
K01G5.7 CE16197 tbb-1 - - 4 2.7E-03
K04C2.2 CE00722 - - 1 3.1E-04
K06C4.13 CE03253 his-27 - - 2 4.5E-03
K06C4.5 CE03253 his-17 - - 2 4.5E-03
K09H11.1 CE21068 - - 3 9.3E-04
R03G5.1d CE33155 eft-4 - - 14 9.9E-03
R08C7.3 CE07426 htz-1 - - 3 6.5E-03
T04A8.9 CE01078 dnj-18 - - 1 1.2E-03
331
Locus Protein Gene
Spectrum 
Count NSAF
Spectrum 
Count NSAF
1-step Untagged (WT) Purification
Biological Replica 1 Biological Replica 2
T04C9.4a CE31589 mlp-1 - - 1 3.2E-03
T04C9.4b CE31590 mlp-1 - - 1 2.7E-03
T04C9.4c CE31591 mlp-1 - - 1 1.7E-03
T10C6.13 CE03253 his-2 - - 2 4.5E-03
T21H3.3 CE13902 cmd-1 - - 1 2.0E-03
T24B8.1a CE03709 rpl-32 - - 1 2.3E-03
T24B8.1b CE43313 rpl-32 - - 1 3.8E-03
T28D9.10 CE02065 snr-3 - - 1 2.4E-03
W03F8.10 CE34385 - - 1 5.2E-04
W05G11.6b CE14634 - - 1 5.6E-04
W05G11.6c CE32740 - - 1 8.3E-04
W05G11.6d CE32741 - - 1 5.1E-04
Y105E8B.1d CE29060 lev-11 - - 1 1.1E-03
Y105E8B.1f CE36224 lev-11 - - 1 2.0E-03
Y106G6H.2b CE36227 pab-1 - - 1 5.2E-04
Y106G6H.2c CE36228 pab-1 - - 1 5.2E-04
Y53G8AL.2 CE26163 - - 1 7.1E-04
Y54G11A.7 CE32990 - - 1 6.5E-04
Y63D3A.5 CE20336 tfg-1 - - 1 6.3E-04
Y69A2AR.18c CE33241 - - 2 3.0E-03
Y71A12B.10 CE41856 - - 1 6.2E-04
Y71F9AL.13b CE28379 rpl-1 - - 3 5.9E-03
Y71H2AM.17 CE39070 - - 1 9.0E-04
Y73B3A.12 CE27325 - - 1 2.6E-03
ZK1127.10 CE07648 cth-2 - - 1 7.8E-04
ZK1248.1 CE35373 - - 1 5.9E-04
ZK131.2 CE03253 his-25 - - 2 4.5E-03
ZK131.3 CE03253 his-9 - - 2 4.5E-03
ZK131.7 CE03253 his-13 - - 2 4.5E-03
ZK270.2a CE34142 frm-1 - - 1 6.7E-05
ZK270.2b CE34143 frm-1 - - 1 4.8E-04
ZK270.2d CE34144 frm-1 - - 1 6.5E-05
ZK270.2e CE34145 frm-1 - - 1 6.7E-05
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B0272.1 CE00850 tbb-4 6 1.91E-03 5 9.61E-04 - - 1 3.62E-04
B0350.2a CE06702 unc-44 8 5.53E-04 11 4.61E-04 - - 3 2.37E-04
C06H2.1 CE15602 atp-5 4 2.95E-03 3 1.34E-03 - - 3 2.53E-03
C07A12.4a CE03972 pdi-2 1 2.86E-04 1 1.73E-04 - - 3 9.78E-04
C07A12.4b CE31878 pdi-2 1 3.23E-04 1 1.95E-04 - - 3 1.10E-03
C07A12.4c CE40737 pdi-2 1 3.80E-04 - - - - 1 4.33E-04
C16A3.9 CE04009 rps-13 1 9.34E-04 - - - - 2 2.13E-03
C25G4.5 CE08398 dpy-26 5 5.58E-04 11 7.43E-04 117 4.31E-02 379 4.83E-02
C36E6.3 CE34269 mlc-1 4 3.32E-03 2 1.00E-03 - - 2 1.89E-03
C36E6.5 CE20542 mlc-2 4 3.32E-03 2 1.00E-03 - - 2 1.89E-03
C44C10.4 CE31442 497 1.31E-01 1198 1.90E-01 18 1.56E-02 93 2.78E-02
D2096.8 CE04306 4 1.79E-03 3 8.10E-04 - - 4 2.04E-03
F10E7.7 CE04362 rpl-33 4 4.55E-03 3 2.07E-03 - - 2 2.59E-03
F17C11.9a CE05656 1 3.54E-04 - - - - 1 4.04E-04
F17C11.9b CE32385 1 3.78E-04 - - - - 1 4.31E-04
F17C11.9c CE39492 1 3.86E-04 - - - - 1 4.41E-04
F29D11.2 CE09790 capg-1 6 7.34E-04 4 2.96E-04 96 3.87E-02 100 1.39E-02
F35G12.8 CE03287 smc-4 47 4.28E-03 66 3.64E-03 - - 4 4.15E-04
F56D2.4 CE01332 uev-2 1 6.13E-04 - - - - 5 3.50E-03
F58B3.5 CE06007 mrs-1 4 6.15E-04 - - - - 2 3.51E-04
H28O16.1b CE34194 1 9.66E-04 1 5.85E-04 - - 3 3.30E-03
M106.1 CE18083 mix-1 121 1.37E-02 190 1.30E-02 163 6.10E-02 562 7.26E-02
R01E6.3a CE29433 cah-4 8 4.03E-03 37 1.13E-02 - - 1 5.74E-04
R01E6.3b CE29434 cah-4 8 4.80E-03 37 1.34E-02 - - 1 6.84E-04
R11A5.4a CE12728 2 4.31E-04 3 3.92E-04 - - 1 2.46E-04
R11A5.4b CE36358 2 4.85E-04 3 4.40E-04 - - 1 2.76E-04
R11A5.4c CE36359 2 4.80E-04 2 2.91E-04 - - 1 2.74E-04
R11A5.4d CE36360 2 4.56E-04 3 4.14E-04 - - 1 2.60E-04
R13G10.1 CE01052 dpy-27 194 1.86E-02 244 1.42E-02 167 5.29E-02 480 5.25E-02
T05C3.5 CE13229 dnj-19 2 6.42E-04 8 1.56E-03 - - 1 3.66E-04
T05H4.12 CE13291 atp-4 2 2.19E-03 - - - - 2 2.49E-03
T24B8.1a CE03709 rpl-32 1 1.05E-03 1 6.37E-04 - - 2 2.40E-03
Y37E3.9 CE26775 phb-1 1 5.13E-04 1 3.10E-04 - - 1 5.85E-04
Y39A1B.3 CE31734 dpy-28 12 1.13E-03 23 1.31E-03 107 3.32E-02 160 1.72E-02
ZK154.3 CE15257 mec-7 7 2.24E-03 7 1.36E-03 - - 1 3.65E-04
C04F12.6 CE19679 - - 1 3.33E-04 - - 2 1.26E-03
C06G3.6 CE07982 - - 1 1.71E-04 - - 4 1.29E-03
C55B7.4a CE09015 acdh-1 - - 2 4.00E-04 - - 2 7.53E-04
F39B2.10 CE16015 dnj-12 - - 4 8.49E-04 - - 1 4.00E-04
F40F8.10 CE05849 rps-9 - - 5 2.26E-03 2 4.92E-03 2 1.70E-03
F54B3.3 CE35878 atad-3 - - 2 2.87E-04 - - 1 2.70E-04
F54H12.6 CE00548 - - 1 4.01E-04 - - 1 7.55E-04
H27A22.1a CE17979 - - 8 2.00E-03 - - 1 4.70E-04
H27A22.1b CE40259 - - 8 1.92E-03 - - 1 4.52E-04
T24B8.1b CE43313 rpl-32 - - 1 1.05E-03 - - 2 3.97E-03
Y39B6A.20 CE21681 asp-1 - - 2 4.31E-04 - - 6 2.44E-03
Y41E3.10a CE37568 - - 3 9.74E-04 - - 1 6.11E-04
ZK863.6 CE15445 dpy-30 - - 2 1.39E-03 - - 2 2.61E-03
Appendix C: List of interactors identified by both tandem affinity 
purifications of MAP::SMCL-1 and MAP::DPY-27
Tandem MAP::SMCL-1 Purification Tandem MAP::DPY-27 Purification
Biological Replica 1 Biological Replica 2 Biological Replica 1 Biological Replica 2
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B0035.10 CE03253 his-45 3 3.11E-03 4 2.511E-03
B0334.11a CE19661 ooc-3 1 3.15E-04 - -
B0334.11b CE32788 ooc-3 1 3.16E-04 - -
B0350.2b CE37694 unc-44 1 1.56E-04 3 2.830E-04
B0350.2d CE37695 unc-44 1 1.77E-04 1 1.074E-04
B0414.6 CE07736 glh-3 1 1.96E-04 - -
B0416.5a CE02435 1 2.78E-04 - -
B0416.5b CE29548 1 3.04E-04 - -
B0547.1 CE06722 csn-5 1 3.83E-04 - -
C01G8.9a CE30415 let-526 1 8.18E-05 - -
C01G8.9b CE33359 let-526 1 2.13E-04 - -
C04G6.3 CE27651 pld-1 1 9.88E-05 - -
C06G1.4 CE03967 ain-1 1 2.20E-04 - -
C06G3.2 CE07978 klp-18 1 1.51E-04 - -
C07G2.3a CE02985 cct-5 1 2.60E-04 1 1.575E-04
C08B11.7 CE36913 ubh-4 5 2.20E-03 2 5.319E-04
C08F11.12 CE17389 1 1.21E-03 1 7.296E-04
C09B8.6a CE02466 hsp-25 2 1.29E-03 1 3.898E-04
C09B8.6b CE33558 hsp-25 2 1.38E-03 1 4.164E-04
C09B8.6c CE37953 hsp-25 1 1.31E-03 1 7.904E-04
C09G5.3 CE01483 col-79 1 4.98E-04 - -
C15F1.4 CE23548 ppp-1 1 3.49E-04 - -
C16A3.5 CE04005 1 8.65E-04 - -
C17H12.1 CE16862 dyci-1 2 4.39E-04 - -
C18E3.7a CE27715 ppw-1 2 3.09E-04 2 1.870E-04
C18E3.7c CE33363 ppw-1 2 3.18E-04 2 1.925E-04
C18E3.7d CE08316 ppw-1 1 2.02E-04 2 2.450E-04
C18E9.11a CE28283 ooc-5 1 4.03E-04 - -
C18E9.11b CE28284 ooc-5 1 3.96E-04 - -
C18G1.4a CE17420 pgl-3 3 6.10E-04 8 9.855E-04
C18G1.4b CE27717 pgl-3 3 6.74E-04 7 9.515E-04
C24G6.3 CE29673 mms-19 3 4.59E-04 - -
C27B7.5 CE03034 2 7.31E-04 - -
C29E4.4 CE37484 npp-15 1 1.25E-04 - -
C29F3.1 CE08435 ech-1 2 3.74E-04 - -
C32F10.2 CE24823 lin-35 2 2.93E-04 - -
C32F10.5 CE08542 hmg-3 1 2.05E-04 - -
C33H5.4a CE04148 klp-10 1 2.04E-04 - -
C33H5.4b CE34733 klp-10 1 2.50E-04 - -
C34D4.14 CE17508 hecd-1 3 1.53E-04 - -
C34E10.4a CE29032 wrs-2 1 2.17E-04 - -
C34E10.4b CE37710 wrs-2 1 3.92E-04 - -
C43E11.8 CE08686 exoc-7 1 2.24E-04 3 4.065E-04
C44B7.8 CE02546 pmp-1 5 1.06E-03 - -
C44B7.9 CE02547 pmp-2 5 1.07E-03 - -
C44F1.3 CE02163 lec-4 1 4.98E-04 - -
C45G3.1 CE15710 aspm-1 2 2.38E-04 - -
Biological Replica 1 Biological Replica 2
Appendix D: List of interactors identified only by tandem affinity 
purification of MAP::SMCL-1 but not MAP-tagged condensin subunits or 
untagged control
Tandem MAP::SMCL-1 Purification
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Tandem MAP::SMCL-1 Purification
C49H3.10 CE29726 xpo-3 1 1.48E-04 - -
C49H3.5a CE27872 ntl-4 1 1.77E-04 - -
C49H3.5b CE30505 ntl-4 1 2.29E-04 - -
C54D1.3 CE37098 ist-1 1 1.41E-04 - -
C54E4.2a CE20611 1 6.24E-04 - -
C54E4.2b CE33576 1 6.03E-04 - -
C56G2.1a CE24866 1 1.63E-04 - -
C56G2.1b CE30637 1 3.45E-04 - -
C56G2.6a CE30639 let-767 1 4.46E-04 - -
C56G2.6b CE01875 let-767 1 4.23E-04 - -
D2023.6 CE09076 2 5.51E-04 - -
D2030.2a CE09079 2 4.81E-04 2 2.914E-04
D2030.2b CE35176 2 6.00E-04 1 1.816E-04
D2045.2 CE44314 1 7.68E-05 - -
D2096.11 CE33608 1 1.94E-04 - -
DY3.2 CE15746 lmn-1 1 2.49E-04 - -
E04F6.5a CE01217 acdh-12 1 2.30E-04 - -
F02E9.4a CE33046 sin-3 1 9.37E-05 - -
F02E9.4b CE40934 sin-3 1 9.36E-05 - -
F07B7.5 CE03253 his-49 3 3.11E-03 4 2.511E-03
F08F3.4 CE32856 1 3.94E-04 1 2.385E-04
F08G2.3 CE03253 his-42 3 3.11E-03 4 2.511E-03
F10F2.1 CE32621 sel-2 3 1.69E-04 2 6.810E-05
F10G7.8 CE02632 rpn-5 4 1.15E-03 4 6.969E-04
F13H10.8 CE40039 2 3.53E-03 - -
F14F4.3a CE23649 mrp-5 2 2.01E-04 - -
F14F4.3b CE23650 mrp-5 2 1.98E-04 - -
F15D3.7 CE15854 1 5.83E-04 - -
F16A11.3a CE37103 ppfr-1 4 3.79E-04 1 5.729E-05
F16A11.3b CE37104 ppfr-1 4 4.14E-04 1 6.259E-05
F16A11.3c CE37105 ppfr-1 2 2.70E-04 - -
F16A11.3d CE44414 ppfr-1 4 3.61E-04 1 5.465E-05
F17E9.10 CE03253 his-32 3 3.11E-03 4 2.511E-03
F17E9.4 CE27971 1 1.00E-03 - -
F20D12.4 CE04434 czw-1 3 5.44E-04 - -
F22B3.2 CE03253 his-63 3 3.11E-03 4 2.511E-03
F22B3.4 CE03255 2 3.97E-04 - -
F22B5.2 CE02197 eif-3.G 1 5.51E-04 - -
F26A3.1 CE20724 1 4.61E-04 - -
F29F11.6 CE20735 gsp-1 2 8.57E-04 3 7.784E-04
F29G9.5 CE09799 rpt-2 4 1.27E-03 13 2.505E-03
F33H2.2 CE17765 1 1.73E-04 - -
F35G12.2 CE31500 1 3.56E-04 - -
F36A2.13 CE24948 1 4.79E-05 2 5.799E-05
F36A2.7 CE09946 1 8.44E-04 - -
F36A4.7 CE28300 ama-1 1 7.61E-05 - -
F36D3.8 CE15972 1 1.95E-04 - -
F37A4.8 CE29792 isw-1 1 1.40E-04 - -
F38B6.4 CE28304 1 1.45E-04 - -
F44A2.7 CE35308 1 4.51E-04 - -
F44E7.9 CE10396 1 1.17E-03 - -
F45E1.6 CE01943 his-71 3 3.11E-03 - -
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F45F2.13 CE03253 his-6 3 3.11E-03 4 2.511E-03
F49C12.8 CE03368 rpn-7 8 2.75E-03 3 6.246E-04
F52E1.1 CE04629 pos-1 1 5.34E-04 - -
F52E1.13a CE33101 1 1.68E-04 1 1.016E-04
F52E1.13b CE33102 1 3.21E-04 1 1.940E-04
F52E1.13c CE37651 1 1.70E-04 1 1.029E-04
F53G2.6 CE37021 tsr-1 1 1.49E-04 - -
F54C9.10 CE02250 arl-1 1 7.83E-04 - -
F54C9.8 CE02258 puf-5 1 2.55E-04 2 3.087E-04
F54E12.1 CE03253 his-55 3 3.11E-03 4 2.511E-03
F55F8.2a CE11190 1 1.89E-04 - -
F55F8.2b CE33400 1 2.44E-04 - -
F55G1.2 CE03253 his-59 3 3.11E-03 4 2.511E-03
F55H2.6 CE00213 clu-1 4 4.52E-04 - -
F56A6.1a CE25906 sago-2 2 3.18E-04 2 1.925E-04
F56A6.1b CE33401 sago-2 2 3.29E-04 2 1.995E-04
F56F11.4a CE28467 1 3.43E-04 5 1.039E-03
F56F11.4b CE31008 1 3.26E-04 5 9.880E-04
F56H1.4 CE17915 rpt-5 3 9.84E-04 5 9.926E-04
F57B1.2 CE11288 sun-1 1 2.98E-04 - -
F57B9.2 CE42983 let-711 9 5.02E-04 - -
H04J21.3a CE31849 gip-1 1 1.58E-04 - -
H04J21.3b CE32450 gip-1 1 1.46E-04 - -
H05L14.2 CE42798 1 6.41E-05 - -
H38K22.2a CE33527 dcn-1 2 9.56E-04 - -
H38K22.2b CE33528 dcn-1 2 1.17E-03 - -
K02C4.3 CE40974 1 1.08E-04 - -
K05C4.9 CE19977 2 3.90E-04 - -
K06A5.7 CE11778 cdc-25.1 1 2.33E-04 - -
K06C4.13 CE03253 his-27 3 3.11E-03 4 2.511E-03
K06C4.5 CE03253 his-17 3 3.11E-03 4 2.511E-03
K07A1.12 CE16234 lin-53 2 6.76E-04 - -
K07B1.5a CE30091 acl-14 1 3.40E-04 - -
K07B1.5b CE29507 acl-14 1 3.29E-04 - -
K07C5.8 CE35585 cash-1 2 4.16E-04 - -
K10C3.5a CE32469 1 1.58E-04 - -
K10C3.5b CE38396 1 2.00E-04 - -
K10D2.3 CE02015 cid-1 1 9.90E-05 - -
K11D9.2a CE18884 sca-1 3 4.00E-04 4 3.224E-04
K11D9.2b CE18885 sca-1 4 5.62E-04 4 3.401E-04
K11H3.1a CE31850 gpdh-2 1 3.80E-04 1 2.301E-04
K11H3.1b CE31851 gpdh-2 1 3.60E-04 1 2.178E-04
K11H3.1d CE41432 gpdh-2 1 3.92E-04 1 2.371E-04
M03F8.3a CE28622 1 1.90E-04 - -
M03F8.3b CE41919 1 1.89E-04 - -
M04B2.4 CE12390 1 2.68E-04 - -
M05D6.6 CE03504 1 8.76E-04 - -
M116.5 CE43709 1 1.30E-04 - -
M60.2 CE28630 3 7.40E-04 - -
MTCE.31 CE35351 1 6.10E-04 - -
R04F11.2 CE06233 1 1.32E-03 - -
R04F11.5 CE29599 1 7.62E-04 - -
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R05C11.3 CE28747 mca-2 1 1.22E-04 - -
R05D3.11 CE42016 met-2 1 1.07E-04 - -
R05H10.3a CE25970 2 4.77E-04 - -
R05H10.3b CE37034 1 2.80E-04 - -
R06F6.1 CE01616 cdl-1 1 3.84E-04 - -
R09A1.1 CE30106 ergo-1 1 1.26E-04 - -
R12C12.1a CE02846 1 1.44E-04 - -
R12E2.12 CE33159 1 8.71E-04 - -
R13A5.12 CE21123 lpd-7 1 2.66E-04 - -
R144.7a CE39272 larp-1 1 1.62E-04 - -
R144.7b CE31582 larp-1 1 1.32E-04 - -
R74.1 CE16317 lrs-1 2 2.38E-04 - -
T01B7.6 CE43423 1 1.81E-04 - -
T05H10.1 CE32928 1 1.06E-04 - -
T07A9.9a CE17218 2 4.14E-04 - -
T07A9.9b CE31600 2 4.46E-04 - -
T09B9.4 CE01652 1 2.67E-04 - -
T10C6.13 CE03253 his-2 3 3.11E-03 4 2.511E-03
T10F2.2 CE02041 1 4.69E-04 - -
T11G6.5a CE32932 1 1.00E-04 - -
T11G6.5b CE42636 1 1.05E-04 - -
T12A2.2 CE01395 1 1.86E-04 - -
T12E12.4a CE30172 drp-1 2 4.00E-04 - -
T12E12.4b CE30173 drp-1 2 3.96E-04 - -
T12F5.3 CE29052 glh-4 1 1.22E-04 - -
T13F2.1 CE25113 fat-4 3 9.46E-04 - -
T14G10.5a CE06451 1 1.62E-04 - -
T14G10.5b CE39281 1 1.60E-04 - -
T14G12.3 CE04964 tag-18 2 1.40E-03 - -
T20B12.2 CE01408 tbp-1 1 4.15E-04 - -
T20F5.6 CE28685 3 5.33E-04 3 3.225E-04
T21B10.7 CE16437 cct-2 1 2.67E-04 2 3.227E-04
T21C9.12 CE06481 scpl-4 1 3.12E-04 - -
T21G5.3 CE25121 glh-1 2 3.70E-04 2 2.238E-04
T23D8.4 CE18958 eif-3.C 1 1.57E-04 - -
T23E7.2a CE14064 1 1.52E-04 - -
T23E7.2b CE14066 1 1.60E-04 - -
T23E7.2e CE31244 3 4.66E-04 - -
T23G11.2 CE16458 gna-2 1 4.06E-04 - -
T23G11.3 CE14096 gld-1 3 9.14E-04 2 3.688E-04
T27A10.7 CE37679 cgr-1 1 3.68E-04 - -
T27C4.4a CE21211 lin-40 2 2.76E-04 - -
T27C4.4b CE21212 lin-40 2 3.24E-04 - -
T27C4.4c CE33330 lin-40 2 3.73E-04 - -
T27C4.4d CE33331 lin-40 2 3.24E-04 - -
W02D3.6 CE14428 ant-1.2 4 1.88E-03 4 1.138E-03
W02H5.9 CE35796 1 5.02E-04 - -
W05E7.1 CE34103 grd-3 1 7.79E-04 - -
W06B11.2 CE31253 puf-9 1 2.01E-04 2 2.429E-04
W06H8.1a CE25146 rme-1 4 7.18E-04 2 2.172E-04
W06H8.1b CE25147 rme-1 4 6.76E-04 2 2.045E-04
W06H8.1c CE25148 rme-1 4 9.58E-04 2 2.899E-04
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W06H8.1d CE31086 rme-1 4 9.79E-04 2 2.964E-04
W06H8.1e CE30204 rme-1 4 9.20E-04 2 2.785E-04
W06H8.1f CE33335 rme-1 4 1.02E-03 2 3.076E-04
W09B6.1a CE14734 pod-2 3 2.06E-04 2 8.312E-05
W09C5.8 CE20171 1 8.06E-04 - -
W09G3.2 CE16568 1 3.29E-04 - -
Y105E8A.24a CE29842 1 1.21E-04 - -
Y105E8A.24b CE34221 1 1.25E-04 - -
Y106G6E.5 CE27228 ced-12 1 1.93E-04 - -
Y108G3AL.1 CE27593 cul-3 1 1.81E-04 1 1.099E-04
Y113G7B.23 CE25208 psa-1 1 1.79E-04 1 1.082E-04
Y41D4A.4 CE21847 1 2.43E-04 - -
Y41E3.4 CE18372 ers-1 1 1.79E-04 - -
Y45F10C.2 CE16636 1 1.21E-03 1 7.296E-04
Y45G12B.1a CE21933 nuo-5 2 3.87E-04 1 1.171E-04
Y45G12B.1c CE33341 nuo-5 1 2.22E-04 1 1.346E-04
Y46G5A.4 CE21971 1 6.57E-05 - -
Y47D3B.10 CE20261 dpy-18 1 2.52E-04 - -
Y47G6A.10 CE34400 spg-7 1 1.80E-04 - -
Y48G9A.3 CE42624 gcn-1 7 3.68E-04 8 2.548E-04
Y49E10.1 CE22219 rpt-6 2 6.78E-04 3 6.156E-04
Y49E10.2 CE22220 glrx-5 1 9.93E-04 - -
Y49E10.6 CE22223 his-72 3 3.11E-03 - -
Y53C12A.2 CE14886 glt-5 1 2.87E-04 - -
Y54E10A.2 CE39656 cogc-1 2 3.58E-04 - -
Y54E2A.4 CE43325 1 6.99E-05 - -
Y54G11A.13 CE22478 ctl-3 1 2.75E-04 - -
Y54G11A.6 CE30713 ctl-1 1 2.84E-04 - -
Y55F3AM.6a CE25488 1 3.41E-04 - -
Y55F3AM.6b CE33891 1 4.11E-04 - -
Y55F3AM.8 CE25490 immp-2 1 9.28E-04 - -
Y57A10A.18a CE35684 pqn-87 1 9.69E-05 - -
Y57A10A.18b CE41185 pqn-87 1 9.67E-05 - -
Y57G11C.15 CE14954 3 8.94E-04 2 3.610E-04
Y65B4BL.5 CE24550 acs-13 3 5.88E-04 - -
Y67D8C.10a CE28372 mca-3 1 1.22E-04 - -
Y67D8C.10b CE28373 mca-3 1 1.14E-04 - -
Y67D8C.10c CE31664 mca-3 1 1.24E-04 - -
Y67D8C.10d CE43364 mca-3 1 1.21E-04 - -
Y67D8C.5 CE31665 eel-1 8 2.70E-04 5 1.022E-04
Y67H2A.6a CE28377 csn-6 1 3.31E-04 - -
Y67H2A.6b CE43901 csn-6 1 3.27E-04 - -
Y67H2A.8 CE22790 fat-1 1 3.51E-04 - -
Y6B3A.1a CE42203 agef-1 2 1.77E-04 1 5.356E-05
Y6B3A.1c CE24576 agef-1 2 1.73E-04 1 5.244E-05
Y71F9AM.4a CE37070 cogc-3 1 1.78E-04 - -
Y71F9AM.6 CE26244 trap-1 1 5.49E-04 5 1.661E-03
Y71H2B.10a CE29919 apb-1 3 4.43E-04 - -
Y71H2B.10c CE24628 apb-1 3 5.12E-04 - -
Y73E7A.9 CE38757 adpr-1 1 2.53E-04 - -
Y92C3B.3a CE34438 rab-18 1 7.31E-04 - -
Y92C3B.3b CE27340 rab-18 1 6.95E-04 - -
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ZC101.2a CE15028 unc-52 1 5.68E-05 - -
ZC101.2b CE15030 unc-52 1 1.22E-04 - -
ZC101.2c CE15034 unc-52 1 6.14E-05 - -
ZC101.2d CE43275 unc-52 1 5.74E-05 - -
ZC101.2e CE18424 unc-52 1 4.18E-05 - -
ZC101.2f CE37074 unc-52 1 5.90E-05 - -
ZC155.3 CE23442 morc-1 1 1.67E-04 - -
ZC504.4a CE25672 mig-15 1 1.30E-04 - -
ZC504.4b CE25673 mig-15 1 1.30E-04 - -
ZC504.4c CE28273 mig-15 1 1.29E-04 - -
ZC504.4d CE32767 mig-15 1 1.32E-04 - -
ZC8.4a CE31264 lfi-1 2 1.18E-04 - -
ZC8.4b CE38922 lfi-1 2 1.33E-04 - -
ZC8.4d CE35814 lfi-1 2 1.20E-04 - -
ZK112.2 CE00373 ncl-1 1 1.66E-04 - -
ZK131.2 CE03253 his-25 3 3.11E-03 4 2.511E-03
ZK131.3 CE03253 his-9 3 3.11E-03 4 2.511E-03
ZK131.7 CE03253 his-13 3 3.11E-03 4 2.511E-03
ZK177.4 CE29069 1 2.15E-04 1 1.303E-04
ZK20.5 CE06608 rpn-12 2 1.13E-03 4 1.366E-03
ZK270.2a CE34142 frm-1 1 3.11E-05 - -
ZK270.2b CE34143 frm-1 1 2.22E-04 - -
ZK270.2d CE34144 frm-1 1 3.03E-05 - -
ZK270.2e CE34145 frm-1 1 3.11E-05 - -
ZK381.4a CE25689 pgl-1 2 3.86E-04 4 4.678E-04
ZK381.4b CE07628 pgl-1 2 3.66E-04 4 4.429E-04
ZK512.5 CE00411 1 1.14E-04 - -
ZK593.5 CE30718 dnc-1 2 2.13E-04 - -
ZK632.1a CE00415 mcm-6 1 1.74E-04 - -
ZK632.3 CE00420 riok-3 1 2.77E-04 - -
ZK688.5a CE29166 3 2.61E-04 3 1.581E-04
ZK688.5b CE33264 2 1.77E-04 3 1.606E-04
ZK742.1a CE23467 xpo-1 2 2.61E-04 2 1.581E-04
ZK897.1a CE40493 unc-31 1 1.01E-04 - -
ZK897.1b CE43600 unc-31 1 1.02E-04 - -
B0303.3 CE00561 - - 4 7.622E-04
BE10.1 CE17358 - - 3 7.904E-04
C05E4.9a CE23521 gei-7 - - 1 8.819E-05
C05E4.9b CE32565 gei-7 - - 1 9.892E-05
C05G5.4 CE05227 - - 1 2.651E-04
C07G2.3b CE29569 cct-5 - - 1 2.541E-04
C15F1.6 CE20509 art-1 - - 3 8.315E-04
C15H11.7 CE08184 pas-1 - - 1 3.470E-04
C35A5.8 CE41987 - - 2 1.558E-04
DH11.3 CE34788 pgp-11 - - 19 1.277E-03
F25H5.3a CE15898 pyk-1 - - 1 1.519E-04
F25H5.3b CE15899 pyk-1 - - 1 1.423E-04
F25H5.3c CE36135 pyk-1 - - 1 1.608E-04
F25H5.3d CE37832 pyk-1 - - 1 1.530E-04
F25H5.3e CE43392 pyk-1 - - 1 9.350E-05
F26F12.7 CE17716 let-418 - - 2 9.335E-05
F28B3.7b CE39925 him-1 - - 2 1.220E-03
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F31A3.3 CE39927 - - 2 1.004E-03
F31D4.7 CE34006 twk-35 - - 2 2.985E-04
F32E10.4 CE20745 ima-3 - - 3 4.983E-04
F33D11.10 CE09901 - - 1 2.140E-04
F36A2.4 CE42822 twk-30 - - 1 1.404E-04
F37C4.5b CE33640 - - 1 2.701E-04
F38B2.1a CE31506 ifa-1 - - 1 1.485E-04
F38B2.1b CE31507 ifa-1 - - 1 1.485E-04
F38B2.1c CE05824 ifa-1 - - 1 1.506E-04
F38B2.1d CE24961 ifa-1 - - 1 1.442E-04
F38E11.5 CE18673 - - 2 1.707E-04
F42A10.1 CE01292 abcf-3 - - 1 1.199E-04
F54A3.3 CE31540 cct-3 - - 1 1.572E-04
F56A3.3a CE11218 npp-6 - - 2 1.093E-04
F59C6.3 CE40079 - - 1 4.104E-04
H04M03.3 CE20922 - - 1 2.564E-04
K02F3.1 CE31028 tag-51 - - 1 1.661E-04
K07G5.6 CE26899 - - 6 1.370E-03
K09A9.5 CE11980 gas-1 - - 1 1.771E-04
M7.1 CE03482 let-70 - - 1 5.807E-04
R05D3.7 CE26945 unc-116 - - 1 1.047E-04
R07E5.5 CE43503 - - 1 5.928E-04
R11A8.6 CE06304 irs-1 - - 1 7.482E-05
R13F6.10 CE31579 cra-1 - - 1 8.911E-05
T04D1.4 CE41928 tag-192 - - 1 2.877E-05
T04F8.1 CE03614 sfxn-1.5 - - 1 2.635E-04
T05H4.4 CE13275 - - 1 2.817E-04
T05H4.5 CE13277 - - 1 2.763E-04
T07D4.4a CE18219 ddx-19 - - 1 8.353E-05
T07D4.4b CE18220 ddx-19 - - 1 1.338E-04
T07D4.4c CE18221 ddx-19 - - 1 1.393E-04
T07D4.4d CE43387 ddx-19 - - 1 1.406E-04
T07D4.4e CE43315 ddx-19 - - 1 1.718E-04
T10C6.6a CE16381 - - 1 1.872E-04
T10C6.6b CE23965 - - 1 2.206E-04
T24B8.7a CE43334 - - 1 2.891E-05
T24B8.7b CE43363 - - 1 2.888E-05
T24C4.1 CE19592 ucr-2.3 - - 1 1.999E-04
W04C9.2 CE18333 - - 2 1.674E-03
W06H3.1 CE36215 immt-2 - - 1 1.305E-04
Y119D3B.15 CE34396 dss-1 - - 2 2.082E-03
Y26D4A.10 CE42494 - - 2 4.104E-04
Y41E3.10b CE40788 - - 2 3.880E-04
Y45F10C.4 CE16638 - - 1 6.884E-04
Y48C3A.7 CE28132 mac-1 - - 1 1.050E-04
Y48E1B.7 CE43878 - - 2 2.439E-04
Y53F4B.22 CE35675 arp-1 - - 1 2.283E-04
Y53G8AR.9 CE25419 - - 1 2.710E-04
Y54E2A.11a CE20310 eif-3.B - - 2 2.355E-04
Y55F3AM.13 CE22542 - - 2 4.823E-04
Y65B4A.6 CE34419 - - 1 2.140E-04
Y66H1B.2a CE44257 fln-1 - - 2 7.571E-05
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Y66H1B.2f CE44255 fln-1 - - 2 7.747E-05
Y66H1B.2g CE44182 fln-1 - - 2 7.740E-05
Y74C10AR.1 CE30325 eif-3.I - - 1 2.611E-04
Y75B8A.30 CE23041 pph-4.1 - - 2 5.127E-04
ZC513.6 CE07613 oma-2 - - 1 2.172E-04
ZK370.8 CE34456 - - 2 3.001E-04
ZK593.1 CE24731 pyk-2 - - 3 4.973E-04
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